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A potent anti-dengue human antibody preferentially recognizes the conformation of E protein 

monomers assembled on the virus surface 
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Figure S1.  Neutralization activity of HMAb 1F4 on DENV1 (PVP159).   2 

Figure S2.  Micrographs showing DENV1 controls and DENV1 complexed    3 

  with Fab 1F4 at 4°C and 37°C. 

 Figure S3.  An open book representation of the interactions between     4 

    the E ectodomain (top) with the stem region of E and M  

    proteins (bottom) on DENV1 (Kostyuchenko et al, 2013) 

 


