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Supplementary Table
Supplementary Table S1. Sequences of primers.
	Items
	Sequence

	Hotair qPCR primers
	F：AGCCCTAGCCTTTGGAAGCT

	
	[bookmark: OLE_LINK21]R：ACCCATGTGTCTCAAGATGCATT

	Hotair CDS primers
	F：GACTCGCCTGTGCTCTGGAGCTTGATCCGA

	
	R：ATGCATAAAACCACCACACACACACAACC

	CDK19 qPCR primers
	F：GGATTTGTTTGAGTACGAAGGGT

	
	[bookmark: OLE_LINK22]R：CTACAAGCCGACATGGATATTCC

	CDK19 CDS primers
	F：ATGGATTATGATTTCAAGGCGAAGC

	
	R：TCAGTACCGGTGGGCCTGGTGAG

	GAPDH qPCR primers
	F：5’-GTCGCCAGCCGAGCCACATC-3’

	
	[bookmark: OLE_LINK24]R：5’-CCAGGCGCCCAATACGACCA-3’

	U6
	F：CTCGCTTCGGCAGCACATA

	
	R：AACGATTCACGAATTTGCGT


Note. F: Forward; R: Reverse.
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[bookmark: OLE_LINK4][bookmark: OLE_LINK10]Fig. S1 Expression level and function assays of miR-222-3p in OC cells.
[bookmark: OLE_LINK119](A) Differential relative miRNA expression of miR-222-3p in four OC cell lines. (B, C) CCK-8 assays (B) and Flow cytometry assays (C) revealed that miR-222-3p could affect the proliferation of OC (HO-8910 PM, HO 8910) cells. (D) Transwell assays revealed that miR-222-3p could affect the migration of OC cells. 100×microscopic view of the bar, 100 µm. All data (B-D) represent the mean ± SD in different assays, revealed by unpaired two-tailed t-test.
[image: FS2]
Fig. S2 CDK19 was highly expressed in OC cells and promoted the proliferation of OC cells.
[bookmark: OLE_LINK1][bookmark: OLE_LINK117][bookmark: OLE_LINK116][bookmark: OLE_LINK6][bookmark: OLE_LINK17](A) qPCR and Western blotting analyses of CDK19 levels in IOSE and four OC cell lines. (B) Western blotting analyses were used to detect CDK19 protein levels after transfection with miR-222-3p mimic or inhibitor in HO-8910 PM cells or HO 8910 cells, respectively. (C) Meta-analysis describing forest plots of CDK19 expression as univariate. (D) Representative images of CDK19 expression in normal and tumor ovary tissues. Bar, 100 µm (Left) and 30 µm (Right). (E) The proliferation ability of OVCAR3 after CDK19 transfection was assessed by the EdU assays, the results were determined by an unpaired two-tailed t-test. (F, G) The colony formation assay (F) and flow cytometry assay (G) revealed inhibition of proliferation when HO-8910 PM cells were transfected with miR-222-3p mimic. Recovery assays showed that miR-222-3p suppressed the proliferation of HO-8910 PM cells due to its inhibitory effect on CDK19. (H) qPCR and Western blotting analyses of CDK19 expression levels in HO-8910 PM cells, and Image J calculated the relative expression rate. All data represent the mean ± SD in different assays. The results of Fig. S2F-H are presented as mean ± SD and determined by unpaired Two-way ANOVA. *p<0.05, **p<0.01, ***p<0.001, ****p<0.0001. All of the experiments were performed in triplicate.
[bookmark: _GoBack][image: FS3]
Fig. S3 Hotair can promote the proliferation and migration of OC cells.
[bookmark: OLE_LINK125][bookmark: OLE_LINK138][bookmark: OLE_LINK20](A) Anti-AGO2 RIP was performed in HO 8910 cells, followed by qRT-PCR to detect the expression of LncRNA Hotair or miR-222-3p associated with AGO2. (B-E) Colony formation (C), Flow cytometry assay (B, D), and EdU assay (E) showed that OC cell proliferation was promoted after transfection with OE-CDK19 plasmids. (F, G) Transwell assay showed that OC cells migration was promoted after transfection with OE-CDK19 plasmids. The number of cells was counted by Image J (Right). (H) The flow cytometry assay was used to detect the rescue effect of OE-Hotair on OC cells proliferation abilities (Left). Results are presented as mean ± SD and determined by unpaired Two-way ANOVA (Right). (I) EdU assay was used to detect the rescue effect of OE-Hotair on OC cells proliferation abilities (Left). Scale bar, 100 µm. The number of cells was counted (Right). (J) Transwell assay was used to detect the rescue effect of OE-Hotair on OC cells' migration abilities. Scale bar, 100 µm (Left). The number of cells was counted (Right). Results are presented as mean ± SD and determined by unpaired Two-way ANOVA (Right). *p<0.05, **p<0.01, ***p<0.001, ****p<0.0001.
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