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Table 1. Differential expression of miR-486-5p in human non-malignant diseases

	Reference
	Study population
	Summary of results

	Cardiac diseases

	Zhao H et al (2021)
	Chronic heart failure (N=57) vs healthy controls (N=87)
	Serum miR-486-5p (i) decreased in heart failure patients (ii) negatively correlated with NT-proBNP

	Berkan Ö et al (2019)
	Diseased coronary atherosclerotic plaques vs healthy arteries from patients with CAD (N=14)
	miR-486-5p (i) downregulated in diseased coronary atherosclerotic plaques; (ii) negatively correlated with triglyceride levels

	Mukai N et al (2018)
	Erythrocytes from children with cyanotic and acyanotic heart disease vs healthy controls (N=10 per group)
	-Erythrocyte miR-486-5p increased in cyanotic and acyanotic heart disease vs healthy controls


	Kidney diseases and kidney transplantation

	Regmi A et al (2019)
	Patients with uncomplicated T2DM (N=50), T2DM with DKD (N=42), vs healthy (N=25)
	Serum miR-486-5p (i) downregulated in T2DM+DKD vs healthy controls; (ii) negatively correlated with albuminuria, blood pressure, lipids, and glucose/glycated Hgb

	Argyropoulos C et al (2015)
	Patients with T1DM without microalbuminuria who: did not develop nephropathy (N=10) vs developed microalbuminuria (N=17) 
	Urinary miR-486-5p part of miRNA signature that predicted development of microalbuminuria in T1DM 

	Duan Z-Y et al (2016)
	Patients with IgAN (N=93), other glomerular disease (N=40), and healthy controls (N=82)
	-Urinary sediment and microvesicle-associated miR-486-5p increased in IgAN
-No difference in blood erythrocyte miR-486-5p between IgAN and controls

	Baker MA et al (2017)
	Patients with (i) DN (ii) FSGS (iii) IgAN (iv) MPGN (v) control group (N=19-23/disease, N=14 controls)
	-Glomerular miR-486-5p decreased in DN, MPGN, IgAN
-Proximal tubular miR-486-5p decreased in DN, IgAN, FSGS


	Iwasaki K et al (2017)
	Kidney transplant patients: (1) DSA (-) no CAMR (N=22); 
(2) DSA (+) no CAMR (N=13); (3) DSA (+) subclinical CAMR (N=10); (4) DSA (+) clinical CAMR (N=9)
	-PBMC and whole blood miR-486-5p:  upregulated after DSA production 
-whole blood miR-486-5p: upregulated in early (subclinical) CAMR 

	Gómez-Dos-Santos V et al (2019)
	DCD/ECD kidney transplants selected according to DGF development and graft function at 1 year 
	Hypothermic machine perfusion fluid miR-486-5p associated with DGF

	Lung diseases

	Zhang J et al (2020)
	BAL fluid from patients with COPD (N=36) and controls (N=14)
-Patient blood: non-smokers (N=33), smokers (N=42), COPD (N=53);
-human miRNA datasets (i) lung tissue from COPD (N=19) vs smokers without COPD (N=8) (ii) small airway epithelium from non-smokers (N=9) vs smokers (N=10)
	miR-486-5p increased in (i) lung tissue from COPD patients (ii) small airway epithelium of smokers (iii) alveolar macrophages of COPD patients (iv) peripheral monocytes of COPD patients and smokers without COPD

	Ideozu JE et al (2019)
	Patients with cystic fibrosis vs heathy controls (N=10 per group)
	Plasma extracellular miR-486-5p upregulated in patients with cystic fibrosis

	Infectious diseases

	Sun B et al (2021)
	Critically ill patients with sepsis (N=108), pneumonia without sepsis (N=60), and controls (N=101)
	Serum miR-486-5p (i) upregulated in sepsis vs pneumonia and controls (ii) positively associated with disease severity, inflammatory markers, and survival

	De Gonzalo-Calvo et al (2021)
	Patients hospitalized with COVID-19: ward (N=43) vs ICU (N=36); ICU survivors (N=20) vs non-survivors (N=16)
	Circulating miR-486-5p (i) decreased in ICU patients vs ward and (ii) not associated with ICU survival

	Endocrine diseases and fertility

	Zaki MB et al (2019)
	Adult male patients with metabolic syndrome (N=55) vs healthy controls (N=20)
	Serum miR-486-5p upregulated in male patients with metabolic syndrome and positively correlated with waist circumference 

	Prats-Puig A et al (2013)
	Prepubertal caucasian children, obese (N=40) and lean (N=85)
	Plasma miR-486-5p increased in obese children and associated with obesity measures 

	Karere GM et al (2021)
	Adolescents with obesity (N=68; 60% male)
	Whole blood miR-486-5p upregulated in females and downregulated in males

	Flórez CAR et al (2019)
	Systematic review of 7 studies (N=361 obese/overweight children, N=323 children with normal weight)
	miR-486-5p reported in 2/7 studies, and upregulated in obese children 

	Matsha TE et al (2018)
	Female patients with T2DM, impaired glucose tolerance, vs normal glucose tolerance (N=12 per group)
	Whole blood miR-486-5p downregulated in T2DM vs normal glucose tolerance, and in T2DM vs impaired glucose tolerance 

	Flowers E et al (2015)
	Patients without DM, either insulin resistant (N=75) or insulin sensitive (N=18)
	Plasma miR-486-5p increased in patients with insulin resistance and positively correlated with response to TZD treatment

	Bouchareychas L et al (2021)
	Patients with PAD (N=5) vs DM without vascular disease (N=9) vs DM+PAD (N=5) vs healthy controls (N=7)
	-miR-486-5p upregulated in circulating exosomes from patients with DM+PAD vs DM and healthy controls 


	Zhou Y et al (2018)
	Patients with (i) subclinical hypothyroidism + SA (N=21) (ii) subclinical hypothyroidism (N=24) (iii) SA (N=19) (iv) controls (N=18)
	Serum miR-486-5p (i) increased in patients with subclinical hypothyroidism + SA vs SA or controls (ii) no difference between subclinical hypothyroidism and controls

	Butler AE et al (2020)
	Patients with anovulatory PCOS (N=29) vs controls (N=24)
	Plasma miR-486-5p upregulated in PCOS and not associated with BMI, androgen levels, or insulin resistance

	Shi L et al (2015)
	Patients with PCOS (N=24) vs non-PCOS women (N=24)
	miR-486-5p from oocyte cumulus cells downregulated in PCOS patients

	Cerebrovascular and neurological diseases

	Prabhakar P et al (2017)
	Patients with vascular dementia (N=204) vs controls (N=200)
	Plasma miR-486-5p upregulated with small vessel vascular dementia 

	Lopes KDP et al (2018)
	Patients with cerebral aneurysm post-hemorrhage with and without vasospasm (N=14, 13) vs controls (N=6)
	Circulating miR-486-5p (i) downregulated in aneurysmal SAH vs controls 

	Kurz A et al (2021)
	Colonic biopsies from patients with PD (N=13) vs controls (N=17)
	miR-486-5p (i) upregulated in colonic biopsies from patients with PD vs controls (ii) correlated with age and disease severity 

	Hoss AG et al (2015)
	Patients with symptomatic HD (N=26), asymptomatic HD gene carriers (N=4), controls (N=8)
	Plasma miR-486-5p upregulated in symptomatic HD patients

	Ghahramani Seno MM et al (2011)
	Lymphoblastoid cells from patients (N=20) confirmed diagnosis of autism spectrum disorder (ASD), 22 controls (unaffected siblings)
	miR-486-5p from lymphoblastoid cells from patients with ASD is differentially regulated, but the direction of change is inconsistent 

	Arthritic diseases

	Kong R et al (2017)
	Patients with knee OA (N=100) and healthy controls (N=100)
	Plasma miR-486-5p (i) upregulated in knee OA (ii) independent factor for knee OA risk (iii) associated with disease severity

	Primary muscle diseases

	Eisenberg I et al (2007)
	Skeletal muscle specimens from 10 groups of primary muscle disorders and human skeletal muscle controls
	Skeletal muscle miR-486-5p downregulated only in DMD


Abbreviations: BAL – bronchoalveolar lavage; CAD – coronary artery disease; CAMR – chronic antibody-mediated rejection; COPD – chronic obstructive pulmonary disease; DCD/ECD – donation after circulatory death, expanded criteria donor; DGF – delayed graft function; FSGS – focal segmental glomerulosclerosis; DKD – diabetic kidney disease ; DMD – Duchenne muscular dystrophy; DN – diabetic nephropathy; DSA – donor specific antibody; HD – Huntington’s disease; ICU – intensive care unit; IgAN – IgA nephropathy; MPGN – membranoproliferative glomerulonephritis; NT-proBNP – N-terminal pro-hormone B-type natriuretic peptide; OA – osteoarthritis; PAD – peripheral arterial disease; PBMC – peripheral blood mononuclear cell; PCOS: polycystic ovary syndrome; PD – Parkinson’s disease; SA – spontaneous abortion; SAH – subarachnoid; T1DM – type 1 diabetes; T2DM – type 2 diabetes; TZD – thiazolidinedione
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