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RefSeq Oligo name Oligo DNA pairsa,b PAMc Position
ON-target 
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OFF-target 

score
Strand

NM_001880.4 (ATF2) hATF2_sgRNA_2_for 3'- caccGATGACACTGTCATTACGTGC -5' TGG exon 5 27.43 46.75 -1

hATF2_sgRNA_2_rev 5'- aaacGCACGTAATGACAGTGTCATC -3' +1
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5‘...ttt ggt cca gca cgt aat gac agt gtc att gtg gct gat...3‘

F G P  A  R N  D S  V  I  V  A  D

3‘...aaa cca ggt cgt gca tta ctg tca cag taa cac cga cta...5‘

PAM guide sequence
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a Bbsl restriction site overhang: forward cacc, reverse aaac; b additional G-C pair for U6 transcription; c PAM: protospacer adjacent motif
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