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FIGF
MESP2
NAPSA
TRNK
SNORA75
OSCAR
MFSD4
CCDC73
TRIME6
LAYN
SYNPO
SCML4

polymerase (DNA directed) nu

c-fos induced growth factor (vascular endothelial growth factor D)
mesoderm posterior 2 homolog (mouse)

napsin A aspartic peptidase

mitochondrially encoded tRNA lysine

small nucleolar RNA, H/ACA box 75

osteoclast associated Ig-like receptor

major facilitator superfamily domain containing 4
coiled-coil domain containing 73

tripartite motif-containing 66

layilin

synaptopodin

sex comb on midleg-like 4 (Drosophila)

SNORA16A small nucleolar RNA, H/ACA box 16A

RASEF
SLC35D2
PVRL4
FAM19A1
DISC1

RAS and EF-hand domain containing

solute carrier family 35, member D2

poliovirus receptor-related 4

family with sequence similarity 19 (chemokine (C-C motif)-like), member A1
disrupted in schizophrenia 1

ADAMTS19 ADAM metallopeptidase with thrombospondin type 1 motif, 19

UPK1A
RPGRIP1
CNKSR1
GLT8D2
LALBA
GNAT2
SNORD47
MMEL1
NFATC2
GCH1
NMI
RAPGEF4
NPVF
DQX1
GCNT4
HFE
PDE3A
GBPS
PSTPIP1
PLAU
STX11
KCNJ11
DUOXA1
CRHR2
NPR3
ANKRD45
ABCC12
IL17RB
RSAD2
NUP210L
EGFL7

| | PNk

CNTNAP2
B3GALT4
OmMP
RIBC2
Vvist
COLEC11
PYGL
PRSS35
RSPO1
TMEM163
NPAS1
PGM5
RASSF5
PHYHIP
PIGZ
HRH3
GNMT
LOX
CDH18
SLC35D3

| | NRP2

GCHFR
HSD3B2

| | oNTNs

ASB4
ZBTB16
TAL2
cys1
SH3BGR
NOTUM
FXYD1
RAPGEFL1
MPO
MFNG
LY6G6D
SLPI
GRASP
RAB27A
CCDC120
PARP10
C1QTNF9
ICAIL
RXRG
TGM3
CHODL
FMO4
GPR55
DPYD

uroplakin 1A
retinitis pigmentosa GTPase regulator interacting protein 1
connector enhancer of kinase suppressor of Ras 1
8 domain ining 2
lactalbumin, alpha-
guanine nucleo de binding protein (G protein), alpha transducing activity polypep de 2
small nucleolar RNA, C/D box 47
membrane metallo-endopep dase-like 1
nuclear factor of activated T-cells, cytoplasmic, calcineurin-dependent 2
GTP cyclohydrolase 1 (dopa-responsive dystonia)
N-myc (and STAT) interactor
Rap guanine nucleotide exchange factor (GEF) 4
neuropeptide VF precursor
DEAQ box polypeptide 1 (RNA-dependent ATPase)

(N-acetyl) 4, core 2 (beta-1,6-N
hemochromatosis
phosphodiesterase 3A, cGMP-inhibited
guanylate binding protein 5
proli ine-threoni i ing protein 1
plasminogen activator, urokinase
syntaxin 11
potassium inwardly-rectifying channel, subfamily J, member 11
dual oxidase maturation factor 1
corticotropin releasing hormone receptor 2
natriuretic peptide receptor C/guanylate cyclase C (atrionatriuretic peptide receptor C)
ankyrin repeat domain 45
ATP-binding cassette, sub-family C (CFTR/MRP), member 12
interleukin 17 receptor B
radical S-adenosyl methionine domain containing 2
nucleoporin 210kDa-like
EGFL7 EGF-like-domain, multiple 7

p p P CaM kinase
contactin associated protein-like 2
UDP-Gal:betaGIcNAc beta 1,3-galactosyltransferase, polypeptide 4

olfactory marker protein

RIB43A domain with coiled-coils 2

viral integration site 1

collectin sub-family member 11

phosphorylase, glycogen; liver (Hers disease, glycogen storage disease type V1)
protease, serine, 35

R-spondin homolog (Xenopus laevis)

transmembrane protein 163

neuronal PAS domain protein 1

phosphoglucomutase 5
Ras association (RalGDS/AF-6) domain family 5
phytanoyl-CoA 2: protein

glycan anchor bi is, class Z

histamine receptor H3

glycine N-methyltransferase

lysyl oxidase

cadherin 18, type 2

solute carrier family 35, member D3
neuropilin 2

GTP cyclohydrolase | feedback regulator
hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta-isomerase 2
contacin §

ankyrin repeat and SOCS box-containing 4
zinc finger and BTB domain containing 16
T-cell acute lymphocytic leukemia 2

cystin 1
SH3 domain binding glutamic acid-rich protein
notum homolog (Drosophi

FXYD domain containing ion transport regulator 1 (phospholemman)
Rap guanine nucleo de exchange factor (GEF)-like 1
myeloperoxidase
manic fringe homolog (Drosophila)
lymphocyte antigen 6 complex, locus G6D
secretory leukocyte peptidase inhibitor
GRP1 (general receptor for phosphoinositides 1)-associated scaffold protein
RAB27A, member RAS oncogene family
coiled-coil domain containing 120
poly (ADP-ribose) polymerase family, member 10
C1q and tumor necrosis factor related protein 9
islet cell autoantigen 1,69kDa-like
retinoid X receptor, gamma
3(E

protein-glut g
chondrolectin

flavin containing monooxygenase 4

G protein-coupled receptor 55

dihydropyrimidine dehydrogenase

GSEA gene set enrichment
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