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Altered group 118 15 No. of Cases,
Unaltered group 859 55 Altered group
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Total No. of Events  Median Months Overall (95% CI)
122 24 102.77 (79.46 - NA)
874 110 140.28 (127.33 - NA)



Supplementary Figure 2
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Supplementary Figure 3
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Supplementary Figure 4

A

MMTV-Neu

KMT2C KO

o

Fold change relative to ctrl

DAPI Mitotracker
MMTV-Neu KMT2C KO °
cells cells o)
2
©
Snail 2
0]
. %
Snai2 8
(@)
B-actin 3
LL
MRNA
BMMTV-Myc;ex20/wt  ®MMTV-Myc;ex20/KO
8 p<0.001
6 -
4 I
2
o L o

SNAIL

ZEB1

Tomato Merge

Snail mRNA
90
80 -
70
60
50
40
30
20 _
10
0
MMTV-Neu/wt MMTV-Neu/KO
cells cells
MRNA
= EMMTV-Myciwt @ MMTV-Myc/KO
O
o4 p<0.01
> 3
g I
O]
g I
o 2
2
g 1
C
L B
S0
g SNAIL ZEB1



Supplementary Figure 5
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Supplementary Figure 6
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