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Logrank Test P-Value: 0.009278

No. of Cases Total No. of Events 
Altered group 118 15
Unaltered group 859 55

Overall Survival (Months)
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Logrank Test P-Value: 0.0299

Overall survival

No. of Cases,  Total No. of Events     Median Months Overall (95% CI)
Altered group 122 24         102.77 (79.46 - NA)
Unaltered group 874 110         140.28 (127.33 - NA)
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