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Supplementary Figure 2

cProSite analysis of correlation of Sorcin and EGFR
protein expression and phosphorylation.

A: Expression of Sorcin and EGFR at protein level
(correlation= +0.12), pooling all tumor data in the
cProSite database.

B: Average increase of phosphorylation in tumors
(phosphorylation in each tumor/ phosphorylation in
normal surrounding tissue ratio) was obtained for 7 types
of tumor for EGFR and SRI (correlation > +0.9).

C: Expression for EGFR and SRI for tumors evaluated
individually. Positive correlation was obtained for 6 out of
7 tumors with at least 30 patients with data on
abundance in tumors and adjacent normal tissue.



