Supplementary Figure 2
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Fig.S 2 A: Orthogonal projections to latent structures discriminant analysis (left: PCA; right: OPLS-DA) plot for
comparison of each groups. B: Heatmap of differential metabolites between db/db mice diabetic group and db/db +
SS31 treatment group. Blue is db/db diabetic group, and red is the db/db + SS31 group. C: The disturbed metabolic
pathways from comparison between db/db mice diabetic group and db/db + SS31 treatment group. S2: db/db mice
diabetic group, S3: db/db + SS31 treatment group.



