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Fig. S1 
(A) Cellular deformation process under normoxia and hypoxia (scale bar 100 μm). (B) Timeline of porcine iPSC formation. (C) Statistics on the number of AP-stained positive colonies. (D) Expression of pluripotency- and glycolysis-related genes under normoxia and hypoxia. (E) BRG1 gene expression.
Note: Data were analyzed using independent sample T-tests. *indicates significant differences (P < 0.05), ∗∗represents extremely significant differences (P < 0.01)
Fig. S2
Cell deformation process (scale bar 100 μm) and AP staining results.
Fig. S3 
(A) Effects of different concentrations of 2-DG on glycolysis-related and BRG1 gene expression in PFFs. (B) Effects of adding 5 mM 2-DG at different induction days on glycolysis-related and BRG1 gene expression in porcine iPSCs. (C) AP staining result.
Note: Data were analyzed using one-way analysis of variance (ANOVA). a, b Different letters represent the statistical differences (P < 0.05). 
Fig. S4
Cell deformation process (scale bar 100 μm) and AP staining results.
Note: D-1 shows the cell morphology of PFFs treated with LY2940002 for 24 h.
Fig. S5
Cell deformation process (scale bar 100 μm) and AP staining results.
Note: D-1 shows the cell morphology of PFFs treated with PFI-3 for 24 h.



Supplementary table 1: The primers for qRT-PCR used in this study.
	Name
	Sequence (5'->3')
	Length (bp)
	Tm (℃)
	Accession number

	β-actin-For
	TACACCGCTACCAGTTCGCC
	20
	60
	XM_021086047.1

	β-actin-Rev
	GTGCTCGATGGGGTACTTGA
	20
	60
	

	BRG1-For
	GGCGGCTGCTTCTTTGTTTC
	20
	59
	XM_021083842.1 

	BRG1-Rev
	TGTGGACATCTTCACAGGAGC
	21
	59
	

	OCT4-For
	GTGTTCAGCCAAACGACCAT
	20
	59
	NM_001113060.1 

	OCT4-Rev
	TTGCCTCTCACTCGGTTCTC
	20
	59
	

	SOX2-For
	CTGCAGTACAACTCCATGACCA
	22
	60
	NM_001123197.1

	SOX2-Rev
	CATGCTGATCATGTCCCGTA
	20
	60
	

	NANOG-For
	ACCACTGGCCAAGGAATAGC
	20
	60
	NM_001129971.2

	NANOG- Rev
	CTCTGATTACCCCACACGGG
	20
	60
	

	HIF1A-For
	ACTTCTGGGCCGCTCAATTT
	20
	60
	NM_001123124.1

	HIF1A -Rev
	TCCACCTCTTTTGGCAAGCA
	20
	60
	

	HK2-For
	TGGTGTGGAAGGGAAAGACG
	20
	60
	NM_001122987.1

	HK2-Rev
	GTGCCCACAATGAGACCGAT
	20
	60
	

	PFK-1-For
	CTTTCGGGAACGAGAGGGAC
	20
	60
	NM_001044550.1

	PFK-1-Rev
	CCTGCTTTCTGGAGGTCGTT
	20
	60
	

	PKM2-For
	TTACCAGCGACCCTACCGAA
	20
	60
	XM_021099107.1

	PKM2-Rev
	TGATTCCGGGTCACAGCAAT
	20
	60
	

	LDHA-For
	CACCCCCTAAGCTGTCATGG
	20
	60
	NM_001172363.2

	LDHA-Rev
	TAAGCACTGTCCACCACCTG
	20
	60
	



Supplementary table 2 The primers for ChIP-qPCR used in this study.
	Name
	Sequence (5'->3')
	Length (bp)
	Tm (℃)
	Accession number

	OCT4-For
	AGGCTCAGTCTTTGAGGGGA
	20
	60
	NC_010449.5

	OCT4-Rev
	CTCAACCCTTGAATGGGCCT
	20
	60
	

	NANOG-For
	GAGGTAGGTCACAGGCATAGG
	21
	60
	NC_010447.5

	NANOG- Rev
	ACACCTGACACATCAGCGAG
	20
	60
	

	HK2-For
	CCTCACATGACCCCGAGATG
	20
	60
	NC_010445.4

	HK2-Rev
	GTGGAGACTGGAAAGACGGG
	20
	60
	

	PFK-1-For
	TGCGACCTACTCCAACCAAA
	20
	60
	NC_010447.5

	PFK-1-Rev
	TGGGTGGTGGTGATTCTTGC
	20
	60
	

	PKM2-For
	TACCAGGGGCGCAAATGAAT
	20
	60
	NC_010449.5

	PKM2-Rev
	CAGGCGGCGATAGAGATTGA
	20
	60
	



Supplementary table 3 The primers for dual luciferase reporter assay used in this study.
	Name
	Sequence (5'->3')
	Length (bp)
	Tm (℃)

	HK2-For
	atttctctatcgataggtaccCTCAGAAGAGGAAGGTGTGTCTGG
	45
	65

	HK2-Rev
	cagtaccggaatgccaagcttTCCTTTTACAGATGAGGAAAATGAGG
	47
	65

	PFK-1-For
	atttctctatcgataggtaccGTTTGGAGCTATGATGAAATTACCG
	46
	60

	PFK-1-Rev
	cagtaccggaatgccaagcttCCACTATCTTGTTAGCACTAACTTGCT
	48
	60

	PKM2-For
	atttctctatcgataggtaccAGAAGGCAGATGCTGAGGACAT
	43
	65

	PKM2-Rev
	cagtaccggaatgccaagcttCGCACGCTCGCGCGGCGG
	39
	65
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