


Table S1. RT-qPCR primer sequences
	Gene
	primer sequences

	TXNIP (mouse)

	F: 5’-GTCCTGTGGATGCAAGGGTCT-3’
R: 5’-CACCATCTCGTTCTCACCTGCT-3’

	FOXO1 (mouse)

	F: 5’-AGTGGATGGTGAAGAGCGTG-3’
R: 5’-GAAGGGACAGATTGTGGCGA-3’

	FTH1 (mouse)

	F: 5’- GCCGAGAAACTGATGAAGCTGC -3’
R: 5’- GCACACTCCATTGCATTCAGCC -3’

	TF (mouse)
	F: 5’- GTCACTGCCATTCGGAATCAGC -3’
R: 5’- CAGTGGTCTCTGCTGACTCACA -3’

	TFRC (mouse)
	F: 5’- GAAGTCCAGTGTGGGAACAGGT -3’
R: 5’- CAACCACTCAGTGGCACCAACA -3’

	SLC7A11 (mouse)
	F: 5’- CTTTGTTGCCCTCTCCTGCTTC -3’
R: 5’- CAGAGGAGTGTGCTTGTGGACA-3’

	GPX4 (mouse)
	F: 5’- CCTCTGCTGCAAGAGCCTCCC -3’
R: 5’- CTTATCCAGGCAGACCATGTGC -3’

	GAPDH (mouse)

	F: 5’- GGGGTCCCAGCTTAGGTTCA-3’
R: 5’- GTTCACACCGACCTTCACCA-3’


Note: F: Forward;R: Reverse.TXNIP: thioredoxin interacting protein;FOXO1: forkhead box O1; GAPDH: glyceraldehyde-3-phosphate dehydrogenase; FTH1: Ferritin heavy chain1; TF: Transferrin; TFRC: Transferrin receptor; SLC7A11: Solute Carrier Family 7 Member 11; GPX4: Glutathione Peroxidase 4.


Table S2. TXNIP promoter primer design
	primer
	primer sequences

	TXNIP-promoter1 (mouse)

	F: 5’-GGAACCCACCAGAGCATTCA-3’
R: 5’-AAAGAGCCCACCCGATATGC-3’

	TXNIP-promoter2 (mouse)

	F: 5’-GCATATCGGGTGGGCTCTTT-3’
R: 5’-GGCTCACAAGTTCGCAAGTC-3’




Table S3. Top 20 ranked genes in GSEA enrichment analysis under the Glutathione metabolism pathway
	SYMBOL
	TITLE
	RANK IN GENE LIST
	RANK METRIC SCORE
	RUNNING ES
	CORE ENRICHMENT

	GPX3
	na
	8082
	-0.588
	[bookmark: _GoBack]0.0065
	Yes

	GSTM2
	na
	8056
	-0.51
	-0.0944
	Yes

	GSTT1
	na
	8051
	-0.499
	-0.1841
	Yes

	MGST1
	na
	8048
	-0.495
	-0.272
	Yes

	ANPEP
	na
	7885
	-0.34
	-0.3395
	Yes

	GSTA4
	na
	7866
	-0.333
	-0.3974
	Yes

	GSTA3
	na
	7832
	-0.317
	-0.4522
	Yes

	MGST2
	na
	7822
	-0.314
	-0.5072
	Yes

	GSTT2
	na
	7776
	-0.297
	-0.5571
	Yes

	GPX4
	na
	7637
	-0.257
	-0.5925
	Yes

	SMS
	na
	7206
	-0.198
	-0.5849
	Yes

	GSR
	na
	7182
	-0.195
	-0.617
	Yes

	RRM1
	na
	6990
	-0.178
	-0.6279
	Yes

	GSTM3
	na
	5569
	-0.103
	-0.4841
	No

	RRM2B
	na
	5516
	-0.101
	-0.4959
	No

	GPX1
	na
	5120
	-0.086
	-0.4651
	No

	GSTZ1
	na
	4387
	-0.06
	-0.3899
	No

	GSTP1
	na
	3900
	-0.046
	-0.3488
	No

	GGT7
	na
	3902
	-0.046
	-0.3409
	No

	MGST3
	na
	3845
	-0.044
	-0.3502
	No






