[bookmark: _GoBack]Supplementary Table 1. Candidate pancreatic cancer GEM resistance associated RBP.
	Gene ID
	Gene name
	AsPC-1/GEM vs. AsPC-1
	Tumor vs. Normal tissue
	pHR†

	
	
	Log2FC
	adj. p value
	Log2FC
	adj. p value
	

	11072
	DUSP14
	-1.165
	7.32E-04
	1.901
	9.15E-71
	5.40E-05

	140576
	S100A16
	1.767
	1.92E-04
	4.709
	3.84E-78
	5.50E-05

	302
	ANXA2
	1.447
	1.22E-03
	4.014
	5.78E-66
	7.50E-04

	65003
	MRPL11
	1.297
	1.83E-03
	1.378
	7.31E-48
	1.40E-03

	5478
	PPIA
	1.205
	2.21E-03
	2.079
	1.03E-45
	2.10E-03

	7532
	YWHAG
	1.315
	5.22E-05
	2.298
	2.13E-71
	3.30E-03

	5937
	RBMS1
	2.278
	2.10E-05
	2.358
	3.54E-53
	8.80E-03

	85441
	HELZ2
	-2.300
	3.66E-02
	2.09
	6.87E-55
	9.70E-03

	64778
	FNDC3B
	2.486
	1.08E-04
	1.431
	1.12E-33
	1.20E-02

	8407
	TAGLN2
	1.563
	3.30E-04
	2.995
	1.33E-60
	1.50E-02

	3006
	HIST1H1C
	-2.103
	1.36E-05
	1.86
	8.65E-23
	1.70E-02

	10643
	IGF2BP3
	1.622
	4.54E-04
	1.474
	3.75E-23
	1.70E-02

	57142
	RTN4
	-1.068
	3.95E-05
	2.281
	7.87E-64
	2.90E-02

	23369
	PUM2
	2.191
	2.47E-05
	1.2
	1.6E-37
	3.00E-02

	5610
	EIF2AK2
	-1.074
	4.64E-02
	1.767
	2.83E-57
	3.40E-02

	85865
	GTPBP10
	1.194
	5.46E-05
	1.214
	3.41E-45
	3.60E-02

	7329
	UBE2I
	1.451
	2.41E-04
	1.877
	2.22E-56
	3.90E-02

	871
	SERPINH1
	1.665
	7.69E-04
	3.977
	2.22E-72
	4.20E-02

	26010
	SPATS2L
	2.586
	6.19E-07
	3.067
	6.82E-71
	4.30E-02

	2316
	FLNA
	-1.668
	1.78E-04
	2.943
	1.9E-43
	4.50E-02

	22913
	RALY
	1.139
	7.14E-04
	2.02
	1.43E-61
	4.50E-02

	24148
	PRPF6
	1.515
	2.83E-04
	1.665
	3.34E-62
	4.70E-02

	7037
	TFRC
	1.541
	5.10E-05
	1.669
	2.1E-37
	4.70E-02





Supplementary Table 2. Expression differences of focal adhesion genes combined with RIP-seq and RNA-seq in pancreatic cancer tissues and their relationship with survival
	Gene ID
	Gene name
	Log2FC†
	adj. p value†
	Differential expression between T&N‡
	Associated with OS#
	Associated with DFS#

	3675
	ITGA3
	-2.208 
	2.30E-233
	YES
	YES
	YES

	102
	ADAM10
	-0.163 
	5.95E-03
	YES
	YES
	YES

	6868
	ADAM17
	-0.647 
	4.10E-19
	YES
	NO
	YES

	50807
	ASAP1
	-0.417 
	8.75E-09
	YES
	NO
	NO

	1293
	COL6A3
	-0.248 
	5.65E-04
	YES
	NO
	YES

	1278
	COL1A2
	-0.329 
	4.19E-05
	YES
	NO
	NO

	2316
	FLNA
	-0.405 
	1.31E-07
	YES
	NO
	YES

	3480
	IGF1R
	-0.254 
	1.94E-02
	NO
	NO
	YES

	331
	XIAP
	-0.372 
	6.60E-06
	YES
	NO
	NO

	5062
	PAK2
	-0.275 
	8.03E-07
	YES
	NO
	YES

	1969
	EPHA2
	-0.197 
	1.34E-03
	YES
	YES
	YES

	3725
	JUN
	-0.532 
	8.25E-14
	NO
	NO
	NO

	1956
	EGFR
	-0.273 
	9.73E-04
	NO
	YES
	NO

	3685
	ITGAV
	-0.231 
	9.54E-03
	YES
	NO
	NO

	3691
	ITGB4
	-1.591 
	6.06E-88
	YES
	NO
	NO

	5291
	PIK3CB
	-0.259 
	7.09E-03
	NO
	YES
	YES

	56034
	PDGFC
	-0.231 
	1.47E-02
	YES
	YES
	YES

	382
	ARF6
	-0.173 
	3.22E-03
	YES
	YES
	YES

	960
	CD44
	-0.174 
	1.68E-04
	NO
	YES
	NO

	4026
	LPP
	-0.189 
	2.99E-02
	YES
	NO
	NO

	4921
	DDR2
	-0.401 
	3.38E-12
	YES
	NO
	NO

	7430
	EZR
	-0.162 
	2.96E-03
	YES
	YES
	YES

	7531
	YWHAE
	-0.247 
	5.67E-06
	YES
	NO
	NO

	9260
	PDLIM7
	-0.202 
	1.24E-02
	YES
	NO
	YES

	9902
	MRC2
	-0.225 
	2.20E-02
	YES
	NO
	YES

	81848
	SPRY4
	-0.328 
	7.49E-06
	YES
	NO
	NO

	89782
	LMLN
	-0.278 
	3.04E-02
	NO
	NO
	NO




Supplementary Table 3. Primer Sequences used in this study
	Primer
	Sequence

	ACTB F
	TGGCACCCAGCACAATGAA

	ACTB R
	CTAAGTCATAGTCCGCCTAGAAGCA

	PUM2 F
	CTGGATCAAAAATTAGCCCTGG

	PUM2 R
	TAATGCTTTCTGAATAACGCGG

	ITGA3 F
	ATACCCGATTCCTGGTAGTGAA

	ITGA3 R
	TTTTCACTGTGATGTTCATCCG

	ADAM17 F
	AATCTCTGTCTCTGTTTCACCC

	ADAM17 R
	AAAGGGTTTGATAATGCGAACC

	ASAP1 F
	CTAACTGCACTCCGAGACTTAA

	ASAP1 R
	CACTGCCATATTCCTTATTGCC

	FLNA F
	GAGGTGTACGTGGATAAGTCAC

	FLNA R
	TCTCAAAGTAGGTGGTCTTGTT

	COL1A2 F
	CTCCATGGTGAGTTTGGTCTC

	COL1A2 R
	CTTCCAATAGGACCAGTAGGAC

	COL6A3 F
	CATGTTCTCCTTGGACACCTAC

	COL6A3 R
	GTAGCGAATCTCGTCACTAGAA

	ITGA3 3'UTR F
	TGCCACTTCTCACTCACCAC

	ITGA3 3'UTR R
	GCTGTTTATTGGTCGCCGTG

	ADAM17 3'UTR F
	GCACTTGGAGAGGCTCAGGTTG

	ADAM17 3'UTR R
	CTCCTGGCTGGCTCATCACATTC

	ASAP1 3'UTR F
	CTAACTGCACTCCGAGACTTAA

	ASAP1 3'UTR R
	CACTGCCATATTCCTTATTGCC

	FLNA 3'UTR F
	GAGGTGTACGTGGATAAGTCAC

	FLNA 3'UTR R
	TCTCAAAGTAGGTGGTCTTGTT

	COL1A2 3'UTR F
	CTCCATGGTGAGTTTGGTCTC

	COL1A2 3'UTR R
	CTTCCAATAGGACCAGTAGGAC

	COL6A3 3'UTR F
	CATGTTCTCCTTGGACACCTAC

	COL6A3 3'UTR R
	GTAGCGAATCTCGTCACTAGAA

	EGR1 F
	CAGCAGCACCTTCAACCCTCAG

	EGR1 R
	CCACCAGCACCTTCTCGTTGTTC

	EGR1 3'UTR F
	AGGTCAGATGGAGGTTCTCAGAGC

	EGR1 3'UTR R
	TTTCTAGCATTGAAGGGAGCAAGGG




Supplementary Table 4. Antibody list used in this study
	Antibody
	Company
	Code
	Application

	β-actin
	Abcam
	ab8227
	Western Blot

	PUM2
	Abcam
	ab10361
	Western Blot，IHC

	PUM2
	Abcam
	ab92390
	RIP

	ITGA3
	Proteintech
	66070-1-Ig
	Western Blot

	AKT
	Proteintech
	60203-2-Ig
	Western Blot

	p-AKT
	Proteintech
	66444-1-Ig
	Western Blot

	EGR1
	Abcam
	ab133695
	Western Blot





