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	Gene
	Forward
	Reverse

	TFR1
	5’-TCAAGCCAGATCAGCATTCTC-3’
	5’-AGCCAGTTTCATCTCCACATG-3’

	TTP/ZFP36
	5’-GTCTCTTCACCAAGGCCATTC-3’
	5’-CCGAGTTTATGTTCCAAAGTCC-3’

	FTL
	5’-GAGTTTCAGAACGATCGCGG-3’
	5’-CAGGGCATGCAGATCCAAGA-3’

	FTH
	5’-CTCATGAGGAGAGGGAGCAT-3’
	5’-GTGCACACTCCATTGCATTC-3’

	FPN
	5’-GCCTTAGTTGTCCTTTGGG-3’
	5’-GTGGAGAGAGAGTGGCCAAG-3’

	HIF2
	5’-GGAGCTCAAAAGGTGTCAGG-3’
	5’-CAGGTAAGGCTCGAACGATG-3’

	HIF1
	5’-TCATCAGTTGCCACTTCCCCA-3’
	5’-CCGTCATCTGTTAGCACCATC-3’

	VEGF-A
	5’-GCACATAGGAGAGATGAGCTTCC-3’
	5’-CTCCGCTCTGAACAAGGCT-3’

	VEGF-B
	5’-CCCAGCCACCAGAAGAAA-3’
	5’-ACATTGCCCATGAGTTCCAT-3’

	SOD2
	5’-AGGCTCTGGCCAAGGGAGAT-3’
	5’-CACGCTTGATAGCCTCCAGCA-3’

	DMT1
	5’-CTTGGGATACTGACGGTGAC-3’
	5’-GATTTGCAGTCTGGAGCAGT-3’

	NCOA4
	5’-AAGAAAGTGGGAAGCCTC-3’
	5’-AGATCACAAACTGCTGGGAG-3’

	NRF2
	5’-CATGATGGACTTGGAGTTGC-3’
	5’-CCTCCAAAGGATGTCAATCAA-3’

	NQO1
	5’-CTTTAGGGTCGTCTTGGC-3’
	5’-CAATCAGGGCTCTTCTCG-3’

	SOD1
	5’-GGCTTCTCGTCTTGCTCTCT-3’
	5’-GTTCACCGCTTGCCTTCT-3’

	GPX4
	5’-CCGGCTACAACGTCAAGTTT-3’
	5’-CACGCAGCCGTTCTTATCA-3’

	Catalase
	5’-CCCCCAACTATTACCCCAAC-3’
	5’-GTTCTCACACAGGCGTTTCC-3’

	HERC2
	5’-CCGAAGACGGGCGGC-3’
	5’-TCCACAGACCACAGAGTCCA-3’

	HMOX1
	5’-GACACCTGAGGTCAAGCACAG-3’
	5’-CCACTGCCACTGTTGCCAAC-3’

	GCLC
	5’-GGATGATGCCAACGAGTC-3’
	5’-GTGAGCAGTACCACGAATA-3’

	FBXL5
	5’-GCCTGATGAGGAATGGGTGA-3’
	5’-TGCAATGCTGATAGCAACCG-3’

	IRP1
	5’-ACTTTGAAAGCTGCCTTGG-3’
	5’-CTCCACTTCCAGGAGACAGG-3’

	IRP2
	5’-TGAAGAAACGGACCTGCTCT-3’
	5’-GCTCACATCCAACCACCTCT-3’

	m-ISCU
	5’-GATCACCAGCACCGAGGAG-3’
	5’-AATGATCCACAACCCGGACC-3’

	FXN
	5’-TTGGGGACATTGGACAACCC-3’
	5’-AGTCCTCCAGGGTATAGGGC-3’

	NDUFS3
	5’-GATGGAGTCATCCCAACGCT-3’
	5’-CGCAGAGACAGCAGGTTGTA-3’

	SDHB
	5’-CGTTCTCGGCAGAGTCGG-3’
	5’-GGTCCCATCGGTAAATGGCA-3’

	FECH
	5’-CCGGAAATGCTTTCGGCCAGCG-3’
	5’-ACAGGCCCTTGAGCTGCCGTG-3’

	ACO2
	5’-TGTACCATCAACCATCCACTG-3’
	5’-AGAAGCCCACACCATACTTG-3’

	CS
	5’-CCTGTTGCAGCTGTAGCTCT-3’
	5’-CAAGGACGAGGCAGGATGAG-3’

	CPT2
	5’-CACCTGCTCGCTCAGGATAA-3’
	5’-CAGACTTCGGGTCCGGATTG-3’

	p62
	5’-GCTCAGGAGGAGACGATGAC-3’
	5’-AGAAACCCATGGACAGCATC-3’

	LC3B
	5’-AGTGGAAGATGTCCGGCTC-3’
	5’-AGCGCCGTGTGATTATCTTG-3’

	BECLIN1
	5’-TCTCTCGAAGATTCATCCCC-3’
	5’-CTGTGCATTCCTCACACAGC-3’

	BNIP3
	5’-AGCTTTGGCGAGAAAAACAG-3’
	5’-GGGGGAATATTTTCTGGTCG-3’

	CTSL
	5’-GTGGACTGTTCTCACGCTCA-3’
	5’-TCCGTCCTTCGCTTCATAGG-3’

	PDH(E2)
	5’-GTGCTGTTGGTACGGAAGGA-3’
	5’-TCGGGAACTTTCAGACAGGC-3’

	hepcidin
	5’-CTGAGCAGCACCACCTATCT-3’
	5’-TGGCTCTAGGCTATGTTTTGC-3’

	cyclophilin B
	5’-GATGGCACAGGAGGAAAGAG-3’
	5’-AACTTTGCCGAAAACCACAT-3’

	-actin
	5’-CACTGTCGAGTCGCGTCC-3’  
	5’-CGCAGCGATATCGTCATCCA-3’



