Table S2 The predicted m6A sites on human MIR670HG and mouse Mir670hg.
	
	Position
	Sequence context
	Structural context
	Score
(binary)
	Score
(knn)
	Score
(spectrum)
	Score
(combined)
	Decision

	human MIR670HG
	772
	GAAAC AGCUU ACUCA
AGACU GGACU AAGAU
UUAGA AUAUA GGGGG
	PPMMM MMMPP PPPPM
MPPBP PPPPP IIPPP
PPPPM MMMMP PPPPP
	0.734
	0.724
	0.58
	0.672
	m6A site (High confidence)

	mouse Mir670hg
	646
	AGCUU UACUU GUGAC
UGUUG GGACU GAUUA
AGAAU AUGGG GGCAG
	HHHHP PPPPI PIPIP
PPPPP PPPBB BBPPP
PPMMM MPPPP PIIIP
	0.76
	0.567
	0.6
	0.686
	m6A site (Very high confidence)



