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Montelukast 3D Conformer
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Fig. S1. Molecular docking analysis between MTK and GPCRs
Predicted binding patterns between MTK and four GPCRs (ADRA2C, CHRM1, DRD3,
and CHRM3,) are shown. Binding energy less than -7 kcal/mol suggested a strong

binding affinity.



ADCY1 Gene Expression from GTEx (Release V8)

100
1

con o

TPM
50
1
!
- o 1:‘1 a

o ©

! 0 g

HE o
Li H H EI:IBB = E =. i 3 i l Lil

o —ll = —lLD°LLi¢L_ o L*—* ==LLLEL——~§+

N= 662541 258 432240663 21 152 176246 215241 255200 107 202246205 190 199450 174504 § 10 T73 406375555515 U 420432 85 4 226578 162 803619 120 228

45604 701 187 241 250 361 853 142

\II[[[III'I'I'IIIIIIII[[[I1'\'\'\\\\\\\\[[[I T T T 1T T 17T

T
& «w+ d\* B R o o i .(\ ,égQ\b \ bbvk\~sb\
A R R B i e
; a4 s W o A
S ST S % &d\ﬁge @9& @"@' : DS “‘Z&w S
o' W e S -@ S SR W ¥ ‘@\o@
& ® & SRS e : 58
& P GO Pl e & )
v N & S e
Q’\@(‘ oF @ )@% - -.-5@”
& &
o &

Fig. S2. ADCY1 expression patterns across 54 human tissues. Data are derived

from the GTEX portal. The brain tissues are indicated in yellow bars.
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Fig. S3. GABA levels after MTK exposure or ADCY1 overexpression in hFOs. N =3
independent hFOs in each group for the ELISA detection for ADCY1 protein, cCAMP and
glutamate levels. Data are shown as Mean + SEM. Two-tailed t-test, *P < 0.05. ns, non-

significance.
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Fig. S4. ADCY1 expression, cAMP and glutamate levels after MTK exposure in U1M
hFOs. (A) N = 4 technical replicates per group in the RT-gPCR analysis. Data are shown
as Mean = SD. Two-tailed t-test, *P < 0.05, **P < 0.01. (B) N = 3 independent hFOs in
each group for the ELISA detection for ADCY1 protein, CAMP and glutamate levels. Data
are shown as Mean + SEM. Two-tailed t-test, *P < 0.05, **P < 0.01, ***P < 0.001.



