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The pathways related to the list of genes containing IKZF1 binding motif (n= 689) 

Th17 cell differentiation

Inflammatory bowel disease

T cell receptor signaling pathway

Neurotrophin signaling pathway

NF-kappa B signaling pathway

Apoptosis

Type I diabetes mellitus

Th1 and Th2 cell differentiation

Lipid and atherosclerosis

HIF-1 signaling pathway

[IL21, IL22, SMAD3, IL23R, RORC, RORA, IL1RAP, IL2, MAPK13, IKBKB, PPP3CA, IFNG, IL23A, RARA, PRKCQ, IL12RB1]

[IL21, IL22, SMAD3, IFNG, IL23A, IL23R, RORC, STAT4, RORA, IL12RB1, IL2, IL18R1]
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