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Figure S4

tdTomato

D90 X

D120 | &
oy

D150 |-

tdTomato
Cell type No. of cells No. of chimeric E7  Average chimerism
injected/embryo  embryos checked ratio(%)
PGCs (D120-129) 2000-2500 11 0.12
PGCs (D130-139) 2000-2500 11 0.16
PGCs (D140-149) 2000-2500 5 0.14
PGCs (D150-159) 2000-2500 7 0.14

Cell type No. of cells No. of embryos Hatched chicken Chimeric DAPI tdTomato

injected/embryo incubated chicken

PGCs (D120) 2000-2500 15 3 1

PGCs (D132) 2000-2500 11 4 4

PGCs (D135) 2000-2500 9 1 1

PGCs (D136) 2000-2500 10 5 5

#4 #5 #6
BF
tdTomato
Stage No. of cells No. of chimeric Average chimerism tdTomato SSEA1 DAPI Merged

injected/embryo  embryos checked ratio(%) EnbodBEL " TER

E9 2000-2500 6 0.27
P1-P3 2000-2500 6 0.69
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