[image: ]
Fig. S1. (A) The expression levels of H19, ACTA2, COL1A1, and FN1 mRNA in MRC5 cells following H19 overexpression were assessed using RT-qPCR. (B) The protein expression of ACTA2, COL1A1, FN1, and the loading control GAPDH in MRC5 cells after inducing H19 overexpression was examined via western blotting. Statistical evaluation of the results was carried out using the unpaired Student's t-test. Results are shown as mean ± standard deviation. *p < 0.05, **p < 0.005, and ****p < 0.0001.

[image: ]Fig. S2. (A) Collagen I protein localization in MRC5 cells was visualized through immunofluorescence staining. Cell nuclei were identified using DAPI counterstain. Scale bar = 50 μM. (B) Quantitative analysis of Collagen I fluorescence intensity. The sample size for the experiment was three (n = 3). Statistical evaluation of the results was carried out using the unpaired Student's t-test. Results are shown as mean ± standard deviation. *p < 0.05, **p < 0.005, and ****p < 0.0001.
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Fig. S3. (A) The expression levels of miR-103a-3p, ACTA2, COL1A1, and FN1 transcripts were quantified via RT-qPCR in MRC5 cells following a 48-hour treatment with a miR-103a-3p inhibitor. (B) Protein expression of ACTA2, COL1A1, and FN1 was assessed by Western blot in MRC5 cells after 48 hours of exposure to the miR-103a-3p inhibitor. (C) RT-qPCR was utilized to measure the RNA levels of miR-103a-3p, ACTA2, COL1A1, and FN1 in pHLFs-IPF cells after transfection with miR-103a-3p mimics for 48 hours. (D) Transcript levels of miR-103a-3p, ACTA2, COL1A1, and FN1 were determined by RT-qPCR in TGF-β-stimulated MRC5 cells 24 hours post-transfection with miR-103a-3p mimics. Statistical evaluation of the results was carried out using the unpaired Student's t-test. Results are shown as mean ± standard deviation. *p < 0.05, **p < 0.005, ***p < 0.001, and ****p < 0.0001.
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Fig. S4. (A) Protein expressions of TRIOBP and GAPDH was assessed via western blot in pHLFs following H19 knockdown for 48 hours. (B) Quantitative analysis of the data presented in panel (A). n = 3. (C) RNA levels of TRIOBP were measured by RT-qPCR in pHLFs-IPF after H19 was silenced for 48 hours. (D) Western blotting was used to evaluate TRIOBP and GAPDH protein expression in TGF-β-stimulated PHLFs after H19 knockdown. (E) Quantitative analysis of the results shown in panel (D). n = 3. (F) mRNA expression of TRIOBP was determined by RT-qPCR in TGF-β-induced PHLFs following H19 knockdown. (G) TRIOBP mRNA levels were analyzed by RT-qPCR in lung tissue samples from patients with IPF. Statistical evaluation of the results was carried out using the unpaired Student's t-test. Results are shown as mean ± standard deviation. *p < 0.05, **p < 0.005, and ***p < 0.001.
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