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In a web, the length of one trophic link from

(microbial) resource r to consumer c equals 

| log(Mc) − log(Mr) | + | log(Nc) − log(Nr) |
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log(Nc/Nr) = -0.7568×log(Mc/Mr) - 0.0144
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log(Nc/Nr) = -0.7285×log(Mc/Mr) + 0.0746
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log(Nc/Nr) = -0.7208×log(Mc/Mr) - 0.1201
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log(Nc/Nr) = -0.777×log(Mc/Mr) - 0.1898
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log(Nc/Nr) = -0.722×log(Mc/Mr) + 0.0131
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log(Nc/Nr) = -0.8078×log(Mc/Mr) + 0.1714
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log(Nc/Nr) = -0.7837×log(Mc/Mr) - 0.2248
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MEADOW 9 

 
 

MEADOW 10 
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log(Nc/Nr) = -0.829×log(Mc/Mr) - 0.2332
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log(Nc/Nr) = -0.7912×log(Mc/Mr) - 0.1656
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log(Nc/Nr) = -0.8442×log(Mc/Mr) - 0.233
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log(Nc/Nr) = -0.896×log(Mc/Mr) - 0.3065
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HEATHLAND 13  

 
 

HEATHLAND 14 
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HEATHLAND 16 

 
 

log(Nc/Nr) = -0.7904×log(Mc/Mr) - 0.2524
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log(Nc/Nr) = -0.8949×log(Mc/Mr) - 0.1867
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log(Nc/Nr) = -0.8192×log(Mc/Mr) + 0.007
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log(Nc/Nr) = -0.7912×log(Mc/Mr) + 0.0865
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HEATHLAND 17 

 
 

HEATHLAND 18 

 
 

HEATHLAND 19 

 
 

HEATHLAND 20 

log(Nc/Nr) = -0.8257×log(Mc/Mr) - 0.579
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log(Nc/Nr) = -0.8307×log(Mc/Mr) - 0.154
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log(Nc/Nr) = -0.8148×log(Mc/Mr) - 0.2975
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log(Nc/Nr) = -0.8336×log(Mc/Mr) - 0.3609
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Additional figures on the community food-web structure. 

Please compare them to the printed Fig. 7


