Wolbachia screening and strain identification
All individuals were screened for Wolbachia by the amplification of the highly conservative 16S ribosomal RNA gene with Wolbachia specific primers W-Spec of Werren & Windsor (Werren and Windsor, 2000). DNA was extracted from the body parts involving genital structures following the protocol in Bereczki et al. (2014). Amplification from 1 μl of DNA extracts was carried out in 10 μl final reaction volumes containing 10x PCR buffer, 2 mM MgCl2, 0.2 mM dNTPs, 0.05 units/μl of Taq DNA polymerase (Dream Taq Green, Fermentas) and 0.5 μM of each primer. The following cycling conditions were used on ABI Veriti Thermal Cycler: initial denaturation 3 min at 95°C; 40 cycles of 30 s at 95°C, 45 s at the locus-specific annealing temperature of 60°C, 1 min 30 s at 72°C; final elongation of 10 min at 72°C. We used positive (surely infected samples) and negative controls (master mix without any DNA sample) in each reaction. The success of PCRs was checked by running 2 µl of product on 1% agarose gels stained with GelRed Nucleic Acid Stain (Biotium Inc.).

Wolbachia strain identification was carried out by the amplification of the highly variable Wolbachia surface protein (WSP) (Baldo et al., 2006) following the PCR protocol mentioned above. PCR-products originating from infected individuals were sequenced by commercial service provider Macrogen Inc. (Seoul, South Korea). After sequencing, we defined the strains in Wolbachia MLST database (http://pubmlst.org/wolbachia/).
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Supplementary Table 1. Wolbachia strains from the infected individuals of the studied Armadillidium vulgare population.
	ID
 
	Gender
 
	Wsp allele
 
	Allele length
(in base pairs)
	Strain name
 
	Recorded in
	Phenotype
 
	Reference
 
	Accession Number
 

	
	
	
	
	
	A. vulgare
	other organism
	
	
	

	6
	male
	-
	445
	wDil
	no
	Porcellio dilatatus dilatatus
	CI
	Le Clec’h et al. 2013
	KY421349

	7
	male
	-
	422
	wDil
	no
	Porcellio dilatatus dilatatus
	CI
	Le Clec’h et al. 2013
	KY421350

	16
	male
	195
	522
	wVulC
	yes
	
	strong fem
	Rigaud et al. 1991
	KY421360

	20
	female
	195 with one base difference
	522
	wVulC
	yes
	
	strong fem
	Rigaud et al. 1991
	KY421361

	23
	male
	195
	522
	wVulC
	yes
	
	strong fem
	Rigaud et al. 1991
	KY421359

	27
	male
	-
	489
	wDil
	no
	Porcellio dilatatus dilatatus
	CI
	Le Clec’h et al. 2013
	KY421351

	31
	male
	63
	480
	-
	no
	Ostrinia furnacalis
	fem
	Kageyama et al. 2002
	KY421352

	33
	female
	201
	513
	wVulM
	yes
	
	strong fem
	Cordeaux et al. 2004
	KY421353

	38
	female
	195
	522
	wVulC
	yes
	
	strong fem
	Rigaud et al. 1991
	KY421354

	40
	male
	195
	522
	wVulC
	yes
	
	strong fem
	Rigaud et al. 1991
	KY421355

	41
	female
	195 with one base difference
	522
	wVulC
	yes
	
	strong fem
	Rigaud et al. 1991
	KY421356

	55
	female
	195 with one base difference
	522
	wVulC
	yes
	
	strong fem
	Rigaud et al. 1991
	KY421357

	60
	male
	195
	522
	wVulC
	yes
	 
	strong fem
	Rigaud et al. 1991
	KY421358


Bold font marks individuals with 30 behavioural measurements. Wsp allele = strains identified based on Wolbachia MLST database, CI = strain causing cytoplasmic incompatibility of the host, fem = feminising strain, strong fem = strongly feminising strain.


Supplementary Figure 1. Graphical representation of our whole model structure. Squares represent the hierarchical structure of the data. Ellipses show the parameters that are estimated by the model (i.e. regression coefficients and variance components). Solid arrows indicate stochastic dependence and hollow edges indicate a logical function. For symbols and abbreviations, as well as for functions interconnecting parameters and data see main text.
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