Supplementary Material:

Supplementary Table 1:
Sequence name, GenBank accession and length of BAC end sequences belonging to BACs identified with RGC151 and RGC52 and the corresponding BAC contigs which mapped on LG 1.

	Sequence name
	GenBank
	Length
	Overgo probe
	BAC contig

	
	accession
	
	
	

	P054C15_M13
	HN153247
	704
	RGC151
	3

	P164F24_M13
	HN153248
	652
	RGC151
	3

	P164F24_T7
	HN153249
	649
	RGC151
	3

	P177H05_M13
	HN153250
	560
	RGC151
	3

	P177H05_T7
	HN153251
	663
	RGC151
	3

	P195O14_M13
	HN153252
	328
	RGC151
	3

	P195O14_T7
	HN153253
	681
	RGC151
	3

	P202H01_M13
	HN153254
	174
	RGC151
	3

	P202H01_T7
	HN153255
	679
	RGC151
	3

	P222M11_M13
	HN153256
	347
	RGC151
	3

	P222M11_T7
	HN153257
	364
	RGC151
	3

	P269A09_M13
	HN153258
	730
	RGC151
	3

	P269A09_T7
	HN153259
	538
	RGC151
	3

	P323D15_M13
	HN153260
	705
	RGC151
	3

	P323D15_T7
	HN153261
	660
	RGC151
	3

	P354P09_M13
	HN153262
	702
	RGC151
	3

	P354P09_T7
	HN153263
	540
	RGC151
	3

	P10N15_M13R
	FI274058
	544
	RGC52
	7

	P10N15_T7
	FI274340
	803
	RGC52
	7

	P170G12_M13R
	FI274080
	434
	RGC52
	7

	P170G12_T7
	FI274367
	772
	RGC52
	7

	P327M01_M13R
	FI274098
	319
	RGC52
	7

	P327M01_T7
	FI274386
	648
	RGC52
	7

	P399D04_M13R
	FI274109
	622
	RGC52
	7

	P399D04_T7
	FI274398
	746
	RGC52
	7

	P477O03_M13R
	FI274121
	426
	RGC52
	7

	P477O03_T7
	FI274411
	768
	RGC52
	7

	P522P18_M13R
	FI274129
	220
	RGC52
	7

	P522P18_T7
	FI274419
	149
	RGC52
	7

	P90K07_M13R
	FI274069
	634
	RGC52
	7

	P90K07_T7
	FI274353
	834
	RGC52
	7
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Supplementary Figure 1: 

Seed set distribution in percent for the F2 individuals in subpopulation cmsHA342 × ARG1575-2 and subpopulation HA342 × ARG1575-2.
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