Identification of the dwarf gene GmDW1 in soybean (Glycine max L.) by combining mapping-by-sequencing and linkage analysis
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Supplemental Fig. S1 Application of different concentrations of exogenous GA3 to dw. Exogenous GA3 at different concentrations was applied to dw, and plant height was measured after 0 days (a-b), 7 days (c-d), and 10 days (e-f), respectively. dw-0, dw-1, dw-2 indicated 0, 0.1, or 1 mg·L-1 GA3 application, respectively. Zp661 was sprayed with water in a, c, and e. Scale bar in a, c, and e represents 2 cm. A Student’s t-test was used to evaluate the statistical significance of the phenotypic differences between different treatments and the wild-type Zp661. Each sample contained five individuals. **P < 0.01; *P < 0.05
