
wPt_0769_1A0.0
BS00070991_510.4

RAC875_c54927_55923.5
RAC875_c47930_44825.2

BobWhite_c20553_56833.7
BobWhite_c26121_37334.1
wsnp_BE403322A_Ta_1_137.3
Tdurum_contig56538_14038.2
Ra_c29200_30039.1
BS00037976_5140.4
Ra_c110766_32143.1
BobWhite_c23632_32244.0
BS00022261_5144.8
BS00022239_5145.3
wPt_8882_1A45.7
BobWhite_c96_17046.1

1A

TaS52543436_853 BS00003934_510.0
BobWhite_c13874_1670.9
TaS61832467_2424 TaS19222949_285
TaS61780753_981

1.3

TaS61763935_3651.7
Excalibur_c16203_4512.2
Ku_c23096_5504.0
Excalibur_c30955_4794.4
RAC875_c22886_2354.8
BS00065126_516.1
Tdurum_contig87938_342 TaS58864761_1142
TaS37828549_230

6.5

BS00065889_517.0
GENE-0004_125 TaS61667965174
TaS616265481219

9.2

BS00022878_51 TaS22378302_1689.6
TA003238-0490 TaS65606418_26111.8
BS00071465_5112.2
Kukri_c2871_25815.4
Tdurum_contig65023_58715.8
BobWhite_c18583_28016.2
TA013374-056716.6
Tdurum_contig13391_68017.1
BS00050457_5117.5
Tdurum_contig97143_40218.3
Kukri_c51268_24819.6
wPt_2694_1B21.4
BS00091126_5122.3
wPt_2744_1B22.7
BS00075417_5123.2
TaS61779084_115324.1
BS00067169_5125.4
Tdurum_contig44861_237 RAC875_c69116_32225.8
BobWhite_c17044_15526.7
wPt_8627_1B27.2
BS00022443_5127.6
Tdurum_contig75546_24728.0
Tdurum_contig75546_66228.4
Excalibur_c10065_57029.3
BobWhite_c27474_12429.7
Excalibur_c23515_117730.2
Excalibur_c46104_272 BobWhite_c28295_25631.1
BobWhite_c2092_519 TaS52544545_1264
TaS61829703_610

31.5

Excalibur_rep_c110294_8236.8

1B

RAC875_c44680_900.0
BobWhite_c10673_1381.7
BS00065192_514.4
Tdurum_contig74742_5465.7
Tdurum_contig60235_6226.7
wPt_7285_2A7.5
BobWhite_c2512_15888.0

Tdurum_contig42153_537320.9
BobWhite_c2022_24523.6
BobWhite_c19433_32924.0
Kukri_c46426_33828.1
IAAV258528.5
Tdurum_contig30725_22029.8
Tdurum_contig32692_27130.7
BobWhite_c10977_83431.1

2A_1

KWH4610.0
BobWhite_c37402_482 TaS61602624_507
KWH463

0.9

RAC875_c9523_3281.3
BS00023075_513.5
Tdurum_contig54056_5014.0
wsnp_Ex_c14639_226950914.4
TaS52541421_419 TaS61780942_8835.7
TaS61799149_1309 TaS52545345_2276
TaS52543454_1001 DK0025
DK0029 DK0036
DK0042 DK0017
DK0037 DK0045
DK0050 DK0077

6.7

BS00000479_517.2
Excalibur_c9472_217 TaS6562286737612.3
BS00069105_5114.1
Ra_c72517_98118.2
BobWhite_c1477_315 BS00054751_5118.6

2A_2

D_GA8KES401DM316_3160.0
Tdurum_contig56511_5150.4

BS00056232_515.5

wPt_4002_2B17.4
wPt_1217_2B17.9

wPt_3301_NA29.5
BobWhite_c7773_28332.1
wPt_0510_2B32.6
wsnp_Ex_rep_c67838_6653611733.0
BobWhite_c13525_26234.8
wPt_0694_2B37.0
Tdurum_contig45468_67437.4
BS00025649_5139.1
BS00021896_5139.5
BS00065136_5140.0
Kukri_s110874_16240.8
BS00021682_5141.3

2B

Tdurum_contig42495_3890.0

JD_c48734_11884.1
CAP7_c9218_895.0
Kukri_c56878_5965.8

BS00068508_5120.5
Tdurum_contig50238_21821.0

BobWhite_c47304_5626.6
BobWhite_c5246_47427.0

3A_1

RAC875_s120038_1240.0
BS00065628_510.9

Kukri_rep_c111139_3384.5

wPt_1119_3A19.9
Tdurum_contig48522_22720.4

3A_2

BobWhite_c23161_1700.0
Tdurum_contig50376_3750.4
BS00027516_511.3
BobWhite_rep_c49330_2171.7

Tdurum_contig15737_72810.6

Tdurum_contig75764_38715.7

3A_3



Tdurum_contig42421_11670.0
TA004832-08730.4

BS00022116_519.5
BS00064188_5110.0
BS00023008_5111.7
BS00086096_5112.1
TaS52543119_183515.2
BS00079189_5117.0

BobWhite_c4004_6126.6
TaS52546643_1272 Excalibur_rep_c108066_11228.4
Tdurum_contig75624_375 TaS61811944_276033.6
Tdurum_contig52610_14434.1
BobWhite_c5839_341 TaS1789364520234.9
wPt_1720_1A35.4
Tdurum_contig61258_26437.3
BobWhite_c15454_6338.2
BS00066786_5138.6
BS00046529_5139.0
Excalibur_c65171_41842.2
BS00022003_5143.5
BobWhite_c2236_11145.2
Tdurum_contig28306_29246.1

wPt_2426_3B|5A|6A59.7

5A_1

Tdurum_contig83412_2700.0
Tdurum_contig17712_2000.4
BS00067882_510.8
CAP11_c1740_411.3
IAAV11791.7

BobWhite_c14291_6669.5
BS00021669_519.9
Kukri_c34193_10211.2
BobWhite_c20974_10311.7
RFL_Contig2031_204015.3
BS00035256_5118.4

BS00074299_5130.6
Ex_c24587_13931.0
Tdurum_contig81424_67531.5
BS00088851_5133.7

5A_2

Tdurum_contig82476_650.0
RAC875_c19259_19020.9
Excalibur_rep_c109949_2371.4
RAC875_c8642_2312.2
Ku_c10756_11974.9
wsnp_Ex_c3136_579823610.5
BobWhite_rep_c50013_6512.3
RFL_Contig3629_146513.1
BS00022838_5114.4
BS00055102_5114.9
wPt_0152_5A15.3
RAC875_c24767_13215.7
BobWhite_c17045_18617.9
Tdurum_contig11774_189419.6
wsnp_Ku_c3953_723335920.5
BobWhite_c2830_32720.9
BS00028356_5121.3

5A_3

Excalibur_c12395_4670.0
BS00021960_510.4
wsnp_Ku_c25613_355803810.9
Tdurum_contig94933_8371.3
rPt_7889_5B|5R1.7
GENE-2944_812.2
BobWhite_c13340_4122.6
Tdurum_contig70554_10043.0
Tdurum_contig14326_4953.5

BS00011514_51 wsnp_Ex_c49423_5402848822.7
BobWhite_c34759_227 Kukri_c94990_14023.2
Excalibur_c28285_118823.6
wPt_3049_5B24.5
Kukri_c54078_11427.1
Tdurum_contig29771_7628.8

RAC875_c35715_71844.0
wsnp_Ra_c24619_3416810447.1
RAC875_c9528_204550.2
BobWhite_c26143_14553.4
BobWhite_rep_c63648_30653.8
BobWhite_c27885_19757.4
wPt_1753_2D58.3
TA001996-081859.6
IAAV720760.1
tPt_2203_5B61.4
BS00064578_5161.8
IAAV546964.1
RFL_Contig3192_129164.5
BS00108062_5166.2
BS00002208_5168.0
BS00023803_5168.4
Tdurum_contig78069_51469.2
BS00050709_51 TaS26027532_510
TaS61801987_699

69.7

BS00067072_5170.1
BS00068592_5171.8
Kukri_c25747_89476.4

5B_1

Supplementary file S6. The Greenshank_RIL3 x AC Avonlea DH population linkage map.
The map consists of 357 iSelect 90k markers and KASP markers developed in this study. The KASPs are
denoted in bold typeface with the suffix TaS, DK or KMH.


