Supplementary Fig. S1 SNP allele accuracy based on Pg6 phenotype postulation tested in two bi-parental mapping populations and a diverse panel of 127 A. strigosa accessions; 573582/Pg6 F5:6 RILs represented by blue triangles; 2524/Pg6 F2:3 families represented with yellow xs; and the A. strigosa panel represented by purple squares
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