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Fig. S1 Boxplots of near isogenic lines (NILs) grouped by Rht1 allele status for the recurrent Rht1-NIL groups RE-NIL1, CM, FRxRE and Ml for
plant height, anther retention, infection sites per head, and area under the disease progress curve (AUDPC) across greenhouse trials.

Fig. S2 Boxplots of NILs grouped by FHB QTL combination within Rht1-haplotype of (A) RE and (B) CM QTL-by-Rht1 NIL groups for
plant height, anther retention, Fusarium head blight (FHB) incidence, FHB severity and area under the disease progress curve (AUDPC).

Fig. S3 Boxplots of NILs grouped by Rht1-haplotype within FHB QTL combination of (A) RE and (B) CM QTL-by-Rht1 NIL groups for
plant height, anther retention, Fusarium head blight (FHB) incidence, FHB severity and area under the disease progress curve (AUDPC).


mailto:maria.buerstmayr@boku.ac.at

RE-NIL1 ™ FRXRE Ml Rht1 by NIL group NIL group
s s 1 RE-NILL

X
100 4 * %k :b EETS *5k ok | a
= ° 100 {8 oM

Plant height (cm)

0 $ | FRXRE
80- [— | 80 - —
E s -o- Ml
== — | ] 8
60 60 1
BLUEs 90 67 65 97 80 77 103 69 71 88 62 62 Bla  Bi1b B1
e ab ab f d cd f ac bc e a a Dla Dla aDib
< 1001 ——————— | — == 100 1 é/’é/. Fig. S1 Boxplots of near isogenic lines
] T EEE L1
S 754 | |:| P | | 75 ¢ 2 (NILs) grouped by Rht1 allele status
k= [ ’—_‘—‘ ’—_‘—‘ o g for the recurrent NIL groups RE-NIL1,
% 50- I | 2 s0] ¢ 9 CM, FRxRE and Ml for plant height,
E " ! | o S anther retention, infection sites per
£ | ko . 25 1 head, and area under the disease
! ! ! y ! ! I ! I ! ! I ! ! ! progress curve (AUDPC). Medians are
BLUEs 307 627 774 366 56.8 55.0 544 802 87.8 87.6 917 97.6 Bla  Blb  Bla indicated by solid bold lines and
a cd de ab  bd  bd be  de e e e e Dla  Dia  Dib outliers by open circles. Comparisons
2.0 are based on best linear unbiased
2.0- e Not sign. Not sign). . BLUE b
o - estimators ( s) across greenhouse
£ 154 | | ’ trials. Bonferroni correction was used
§ Lo- | I 1.0 /H to adjust for multiple pairwise
g : Hkk ** 5 contrasts. Different letters below
£ 0.5 | o ° $ $ ‘ | 05 i g boxes indicate significant differences
=
0.0 I . | —4= = == : ° . ! ! . 0.0 é ‘ | among NIL groups (.p < 0'95)’. :.;md bars
BLUES 07 10 12 01 02 01 02 04 04 10 12 12 Bla Blb  Bla between boxes indicate significant
bc cd d a a a a ab ab d d d Dla  Dla  Dib differences among Rht1 haplotypes
within NIL groups. Signif. codes: “***’
— S 1 p < 0.001; **" 0.001 < p<0.01;0.01
w§' Not sign. Not sign. 2000 1 <p <* <0.05. Interaction plots
Eﬁ b % depict BLUEs and standard errors of
2 §_ | * | 1000 1 Rht1 haplotypes by NIL group
~ | ° $ interaction
. o -9 ¢ | | 0 oo
BLUEs 642 1356 1610 30 38 37 325 905 726 754 1024 1008 Bla  Blb  Bla
ab b b a a a a ab ab ab ab ab Dla Dla Dib
Rht-B1 Bla Blb  Bla Bla Blb  Bla Bla Blb  Bla Bla Blb  Bla

Rht-D1 Dla Dla Dib Dla Dla Dib Dla Dla Dib Dla Dla Dib



(A)

Rht-BlaDla

Rht-B1bDla

Rht-BlaD1b

100 A

90 1

80

Plant height (cm)

70

* %k

NEee

P-o-

_Llmlm

@
=
[
m
©v

83.4 85.0 82.0 82.2
b b b b

71.6 70.6 68.1 69.4
a a a a

67.5 68.1 66.6 67.2
a a a a

100 A

~
v
1

Anther retention (%)
N w1
w o
1 1

o
1

— k¥
*kk
o
°
7
Fok ok
° *5k %

'

ok ok

+$$8

5k

kK
ok K

@
=
[
m
3

27.8 29.8 71.9 78.0
a a ce def

56.2 46.5 87.1 85.3
bc ab eg eg

63.6 60.3 96.9 96.3
bcd bed g fg

100 A

FHB incidence (%)
N v ~
(92} o 19,]

o
1

=5

¢ =
-E= T

-

ok ok
koK

@™
=
c
m
1%

56.5 65.9 90.8 93.4
a a bc bc

82.3 88.5 98.0 97.8
b bc c c

88.5 94.3 99.0 99.0
bc  bc c c

1200 A

*

* %
oKk
*
* ok %

—_———— k%%
*ok
*
*
ok K

*
* **

*kk

BLUEs

Fhb1
Qfhs.ifa-5A

301 407 688 797
a ab cd cf
+ - + -
+ + - -

454 584 804 896
ab bc cf df

609 741 916 997
bc cde ef f

(B)

Rht-BlaDla Rht-B1bD1a Rht-BlaD1b
100 -| ° ° N
’E ° °
L g | w— —
E -] o -3 o
20
£ 1 ﬁ é n H
E I I ;
o
a 70 -
BLUEs 90.2 93.0 90.5 89.0 79.7 79.7 79.1 77.8 81.6 82.0 76.6 77.5

b b b b

a a a a

a a a a

100 -

~
v
'

N
wv
'

Anther retention (%)
wv
o
1

o
]

* %

.l

aa

ok ok
sk ok

*ég

oo
-
c
m
»

13.4 10.7 27.7 22.0
a a abc ab

26.0 25.2 43.0 41.3
abc abc bd bd

20.0 15.6 47.7 56.7
ab a cd d

100 -

FHB incidence (%)
N w1 ~
wv o 1%}

o
]

*okok

*okok
+ 3k ok

o
*k
*ok ok * ok ok
* ok k
T T

ey

*

kK

oo
=
c
m
©

15.4 433 40.6 82.5
a b b d

35.8 82.3 52.3 90.5
ab d bc d

51.0 73.3 71.0 92.0
bc cd cd d

1200 -

800 -]

AUDPC

400 -

0

o

= ==k

o

—_— ==

*k

. B
——

BLUEs

Fhb1
Qfhs.ifa-5A

41 119 96 340
a ac ab ac

+

- ES -
+ + - -

71 277 124 460
ab ac ac bc
+ - + -
+ + - -

92 260 207 529
ab ac ac c
+ - + -

NIL group / QTL combination

RE ™M
B E=

ES ES
=SS
B B

Fhb1 & Qfhs.ifa-5A
Qfhs.ifa-5A

Fhb1

no FHB QTL

Fig. S2 Multiple comparisons of NILs grouped by
Rht1-haplotype and FHB QTL combination of
(A) RE and (B) CM QTL-by-Rht1 NIL groups.
Medians are indicated by solid bold lines and
outliers by open circles. Comparisons are based
on best linear unbiased estimators (BLUEs)
across field trials. Bonferroni correction was
used to adjust for multiple pairwise contrasts.
Different letters below BLUEs indicate
significant differences between boxes among all
Rht1-haplotype and FHB QTL combinations (p <
0.05), bars between boxes indicate significant
differences among QTL combination within
Rht1 haplotype groups. Signif. codes: 0 < “***’
<0.001 < ** <0.01 < *" <0.05.
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Fig. $3 Multiple comparisons of NILs grouped
by Qfhs.ifa-5A, Fhb1 and Rht1 status of (A) RE
and (B) CM QTL-by-Rht1 NIL group for plant
height, anther retention, Fusarium head blight
(FHB) incidence, FHB severity and area under
the disease progress curve (AUDPC) illustrated
by boxplots. Medians are indicated by solid
bold lines and outliers by open circles.
Comparisons are based on best linear unbiased
estimators (BLUEs) across field trials.
Bonferroni correction was used to adjust for
multiple pairwise contrasts. Bars between
boxes indicate significant differences among
Rht1 haplotypes within QTL subgroups. Signif.
codes: 0 < “*** <0.001 < ** <0.01 <* <
0.05.



