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Stop codon in MZ42 : alignment unrelevant
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Orthogroup too big, alignement impossible
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Supplementary Figure 1: Sequence logo of the alignment of the orthogroups of candidate genes for var4 (A)
and var5 (B) in the 101 bp interval around the polymorphisms carried by the var4 var5 double mutant.

The polymorphism site in the var4 var5 double mutant is indicated by an orange arrow. The gene ID and

the amino acid at the polymorphism site in Morex is specified above the arrow. The orthogroups are defined
by PLAZA 5.0 monocots (Van Bel et al. 2022). The sequence logo were generated with WeblLogo 3

(Crooks et al. 2004) with the color scheme chemistry.



