Supplementary Table S1: Phenotypic characteristics of strains Marseille-P3761 and Marseille-P3195 obtained by using API 50 CH.
	Characteristics
	Marseille-P3761T
	Marseille-P3195T

	Glycerol
	+
	+

	Erythritol
	w
	w

	D-arabinose
	-
	+

	L-arabinose
	-
	+

	D-ribose
	-
	+

	D-xylose
	-
	+

	L-xylose
	-
	w

	D-Adonitol
	-
	-

	Methyl βD-xylopyranoside
	-
	w

	D-galactose
	+
	+

	D-glucose
	+
	+

	D-fructose
	+
	+

	D-mannose
	-
	+

	L-sorbose
	w
	-

	L-rhamnose
	-
	+

	Dulcitol
	-
	+

	Inositol
	-
	-

	D-mannitol
	+
	+

	D-sorbitol
	-
	+

	Methyl αD-mannopyranoside
	-
	w

	Methyl αD-glucopyranoside
	-
	w

	N-acetyl-glucosamine
	w
	+

	Amygdalin
	-
	-

	Arbutin
	-
	+

	Esculin ferric citrate
	+
	+

	Salicin
	-
	w

	D-cellobiose
	-
	w

	D-maltose
	+
	+

	D-lactose
	+
	+

	D-melibiose
	-
	+

	D-saccharose
	+
	+

	D-trehalose
	+
	+

	Inulin
	-
	w

	D-melezitose
	+
	-

	D-raffinose
	-
	+

	Amidon
	-
	w

	Glycogen
	-
	-

	Xylitol
	w
	w

	Gentiobiose
	w
	-

	D-turanose
	+
	-

	D-xylose
	-
	-

	D-tagalose
	-
	w

	D-fucose
	-
	-

	L-fucose
	-
	+

	D-arabitol
	-
	w

	L-arabitol
	-
	w

	Potassium gluconate
	-
	+

	Potassium 2-ketogluconate
	-
	-

	Potassium 5-ketogluconate
	-
	w


 

Supplementary Table S2: Phenotypic characteristics of strains Marseille-P3761 and Marseille-P3195 obtained by using API ZYM.
	Characteristics
	P3761T
	P3195T

	Alkaline phosphatase
	w
	w

	Esterase (C4)
	+
	+

	Esterase Lipase (C8)
	-
	+

	Lipase (C14)
	-
	-

	Leucine arylamidase
	-
	w

	Valine arylamidase
	-
	-

	Cystine arylamidase
	-
	+

	Trypsin
	w
	w

	α-chymotrypsin
	+
	-

	Acid phosphatase
	-
	+

	Naphthol-AS-BI-phosphohydrolase
	+
	+

	α-galactosidase
	-
	-

	β-galactosidase
	-
	-

	β-glucuronidase
	-
	-

	α-glucosidase
	-
	-

	β-glucosidase
	-
	-

	N-acetyl-β-glucosaminidase
	-
	-

	α-mannosidase
	-
	-

	α-fucosidase
	-
	-
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Supplementary Figure S1: Scanning electron microscopy of stained strain Peptoniphilus urinae sp. nov.  Marseille-P3195T (A) and Peptoniphilus coli sp. nov. Marseille-P3761T (B).


Supplementary Figure S2: Distribution of functional classes of predicted genes according to the COG of proteins. 1: Peptoniphilus ivorii, 2: Peptoniphilus asaccharolyticus, 3: Peptoniphilus urinae Marseille- P3195, 4: Peptoniphilus timonensis, 5: Peptoniphilus obesi, 6: Peptoniphilus lacrimalis, 7: Peptoniphilus coxii, 8: Peptoniphilus coli Marseille-P3761.

Description	1	2	3	4	5	6	7	8	Translation, ribosomal structure and biogenesis	139	139	141	141	138	138	141	141	RNA processing and modification	0	0	0	0	0	0	0	0	Transcription	56	84	70	65	67	77	82	74	Replication, recombination and repair	101	335	114	113	101	127	97	118	Chromatin structure and dynamics	0	0	0	0	0	0	0	0	Cell cycle control, cell division, chromosome partitioning	18	23	19	24	16	16	19	22	Nuclear structure	0	0	0	0	0	0	0	0	Defense mechanism	39	64	64	47	61	66	63	61	Signal transduction mechanisms	33	33	34	35	26	30	33	35	Cell wall/membrane/envelope biogenesis	59	67	83	71	46	58	60	87	Cell motility	0	0	0	0	0	0	0	0	Cytoskeleton	0	0	0	0	0	0	0	0	Extracellular structures	0	0	0	0	0	0	0	0	Intracellular trafficking, secretion, and vesicular transport	10	24	13	19	18	23	12	19	Posttranslational modification, protein turnover, chaperones	44	60	51	51	48	45	52	47	Mobilome: prophages, transposons	0	0	0	0	0	0	0	0	Energy production and conversion	82	75	84	80	73	64	85	81	Carbohydrate transport and metabolism	43	36	32	36	37	43	29	39	Amino acid transport and metabolism	92	119	83	114	91	104	85	84	Nucleotide transport and metabolism	43	60	45	53	43	45	46	45	Coenzyme transport and metabolism	56	48	62	46	38	34	61	61	Lipid transport and metabolism	29	39	31	33	36	39	35	31	Inorganic ion transport and metabolism	90	86	95	69	70	79	87	75	Secondary metabolites biosynthesis, transport and catabolism	6	10	5	9	13	7	4	19	General function prediction only	137	191	150	172	155	173	149	165	Function unknown	132	153	149	142	148	118	152	140	Not in COG	88	122	103	100	82	89	10	115	
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