Supplementary table 1. Normalized protein expression values. Data presented as median and interquartile range.  
	
	Cohort timepoint 1
	[bookmark: _GoBack]Cohort timepoint 2
	Cross-sectional group

	HGNC symbol
	Olink 
symbol
	Controls
	Welders
	Controls
	Welders
	Controls
	Welders

	ABL1
	ABL1
	1.28 (1.06 - 1.45)
	1.2 (1.05 - 1.46)
	1.14 (0.95 - 1.34)
	1.11 (0.96 - 1.32)
	1.16 (0.98 - 1.41)
	1.14 (0.98 - 1.34)

	ADAM8
	ADAM8
	4.08 (3.86 - 4.3)
	3.99 (3.79 - 4.18)
	3.94 (3.75 - 4.14)
	3.87 (3.72 - 4.1)
	4.09 (3.9 - 4.19)
	4.04 (3.87 - 4.22)

	ADAMTS15
	ADAMTS15
	1.09 (0.89 - 1.35)
	0.93 (0.73 - 1.2)
	1.42 (1.28 - 1.7)
	1.45 (1.27 - 1.69)
	1.37 (0.96 - 1.73)
	1.35 (1.15 - 1.61)

	ANXA1
	ANXA1
	1.17 (0.9 - 1.57)
	1.41 (1.01 - 1.81)
	1.13 (0.79 - 1.49)
	1.37 (1.03 - 1.72)
	1.14 (0.85 - 1.71)
	1.36 (0.96 - 1.75)

	AREG
	AREG
	1.16 (1.02 - 1.33)
	1.11 (0.94 - 1.28)
	1.11 (0.87 - 1.33)
	1.12 (0.9 - 1.34)
	1.16 (0.92 - 1.35)
	1.07 (0.89 - 1.32)

	CA9
	CAIX
	1.47 (1.04 - 1.79)
	1.28 (0.92 - 1.7)
	1.29 (0.95 - 1.67)
	1.31 (0.98 - 1.7)
	1.3 (0.98 - 1.72)
	1.22 (0.84 - 1.71)

	CD160
	CD160
	4.52 (4.24 - 4.79)
	4.41 (4.07 - 4.71)
	4.39 (4.13 - 4.74)
	4.44 (4.18 - 4.73)
	4.55 (4.14 - 4.76)
	4.59 (4.27 - 4.84)

	CD207
	CD207
	1.8 (1.58 - 1.99)
	1.77 (1.55 - 2.12)
	1.63 (1.4 - 1.8)
	1.69 (1.42 - 1.98)
	1.78 (1.48 - 2.08)
	1.72 (1.52 - 1.99)

	CD27
	CD27
	7.17 (6.96 - 7.4)
	7.06 (6.89 - 7.27)
	7.03 (6.82 - 7.3)
	7.04 (6.8 - 7.28)
	7.12 (6.97 - 7.33)
	7.05 (6.88 - 7.27)

	CD48
	CD48
	5.89 (5.64 - 6.05)
	5.82 (5.61 - 6.04)
	5.74 (5.54 - 5.91)
	5.67 (5.48 - 5.91)
	5.86 (5.6 - 6.06)
	5.79 (5.56 - 5.95)

	CD70
	CD70
	2.86 (2.5 - 3.16)
	2.96 (2.5 - 3.27)
	2.91 (2.6 - 3.14)
	2.88 (2.48 - 3.3)
	2.84 (2.53 - 3.24)
	2.87 (2.38 - 3.24)

	CEACAM1
	CEACAM1
	6.82 (6.74 - 6.88)
	6.77 (6.7 - 6.83)
	6.77 (6.7 - 6.86)
	6.74 (6.66 - 6.8)
	6.79 (6.72 - 6.85)
	6.76 (6.67 - 6.83)

	CEACAM5
	CEACAM5
	1.1 (0.69 - 1.59)
	1.14 (0.75 - 1.49)
	1.02 (0.65 - 1.41)
	1.01 (0.57 - 1.59)
	0.88 (0.5 - 1.22)
	1.12 (0.63 - 1.48)

	CPE
	CPE
	2.58 (2.32 - 2.8)
	2.51 (2.32 - 2.78)
	2.45 (2.24 - 2.77)
	2.5 (2.35 - 2.72)
	2.59 (2.36 - 2.76)
	2.52 (2.31 - 2.73)

	CRNN
	CRNN
	4.53 (4.01 - 5.42)
	4.31 (3.62 - 5.36)
	4.33 (3.78 - 5.13)
	3.99 (3.41 - 5.24)
	4.24 (3.62 - 5.05)
	4.59 (4.05 - 5.53)

	CTSV
	CTSV
	2.64 (2.45 - 2.89)
	2.63 (2.29 - 2.85)
	2.51 (2.25 - 2.69)
	2.41 (2.21 - 2.69)
	2.57 (2.36 - 2.89)
	2.58 (2.38 - 2.84)

	CXCL13
	CXCL13
	7.38 (7.12 - 7.61)
	7.49 (7.27 - 7.73)
	7.23 (6.92 - 7.51)
	7.25 (7.02 - 7.53)
	7.41 (7.1 - 7.72)
	7.36 (7.08 - 7.65)

	CXL17
	CXL17
	2.56 (2.21 - 2.98)
	2.56 (2.16 - 2.92)
	2.75 (2.48 - 3.18)
	2.81 (2.49 - 3.2)
	2.61 (2.23 - 2.86)
	2.62 (2.24 - 3.05)

	CYR61
	CYR61
	4.31 (4.13 - 4.55)
	4.21 (3.99 - 4.44)
	4.33 (4.17 - 4.62)
	4.32 (4.19 - 4.59)
	4.3 (4.14 - 4.46)
	4.32 (4.03 - 4.53)

	DKN1A
	DKN1A
	0.31 (0.03 - 0.59)
	0.27 (0.03 - 0.47)
	0.42 (0.16 - 0.62)
	0.36 (0.09 - 0.62)
	0.37 (0.17 - 0.64)
	0.37 (0.08 - 0.63)

	DLL1
	DLL1
	8.46 (8.33 - 8.62)
	8.34 (8.2 - 8.53)
	8.3 (8.12 - 8.54)
	8.22 (8.05 - 8.42)
	8.4 (8.23 - 8.56)
	8.35 (8.21 - 8.48)

	EGF
	EGF
	8.33 (7.48 - 9.14)
	8.37 (7.45 - 9.22)
	7.14 (6.68 - 7.74)
	7.37 (6.94 - 7.73)
	7.49 (6.9 - 8.45)
	7.62 (6.9 - 8.29)

	EPHA2
	EPHA2
	0.87 (0.78 - 1.04)
	0.8 (0.65 - 0.95)
	0.82 (0.68 - 0.98)
	0.72 (0.59 - 0.89)
	0.85 (0.71 - 1)
	0.79 (0.66 - 0.94)

	ERBB2
	ERBB2
	6.42 (6.29 - 6.62)
	6.38 (6.16 - 6.65)
	6.33 (6.17 - 6.5)
	6.31 (6.14 - 6.53)
	6.37 (6.26 - 6.52)
	6.36 (6.22 - 6.55)

	ERBB3
	ERBB3
	7.16 (7.03 - 7.28)
	7.11 (7.03 - 7.22)
	7.05 (6.94 - 7.18)
	7.03 (6.92 - 7.12)
	7.1 (7.04 - 7.19)
	7.09 (6.99 - 7.18)

	ERBB4
	ERBB4
	4.15 (3.99 - 4.24)
	4.04 (3.91 - 4.19)
	4.01 (3.87 - 4.18)
	3.99 (3.84 - 4.12)
	4.06 (3.9 - 4.2)
	4.02 (3.83 - 4.16)

	ESM1
	ESM1
	7.93 (7.67 - 8.19)
	7.79 (7.62 - 8.09)
	7.96 (7.69 - 8.21)
	7.99 (7.83 - 8.22)
	7.99 (7.84 - 8.29)
	7.9 (7.71 - 8.16)

	FADD
	FADD
	-0.42 (-0.56 - -0.16)
	-0.42 (-0.56 - -0.12)
	-0.53 (-0.66 - -0.34)
	-0.55 (-0.67 - -0.34)
	-0.48 (-0.69 - -0.32)
	-0.45 (-0.64 - -0.21)

	FASLG
	FASLG
	8.43 (8.15 - 8.69)
	8.29 (8.03 - 8.55)
	8.2 (7.84 - 8.56)
	8.03 (7.83 - 8.32)
	8.33 (7.99 - 8.6)
	8.3 (8.06 - 8.54)

	FCRLB
	FCRLB
	0.64 (0.17 - 1.01)
	0.54 (0.16 - 0.91)
	0.59 (0.35 - 0.93)
	0.62 (0.36 - 0.84)
	0.64 (0.34 - 0.98)
	0.52 (0.28 - 0.8)

	FGFBP1
	FGFBP1
	4.31 (4.19 - 4.53)
	4.37 (4.23 - 4.52)
	4.2 (4.05 - 4.35)
	4.26 (4.09 - 4.44)
	4.27 (4.12 - 4.42)
	4.28 (4.11 - 4.45)

	FLT4
	VEGFR3
	5.57 (5.39 - 5.68)
	5.5 (5.37 - 5.68)
	5.5 (5.34 - 5.64)
	5.47 (5.3 - 5.58)
	5.52 (5.38 - 5.65)
	5.52 (5.35 - 5.63)

	FOLR1
	FR_alpha
	5.3 (5.15 - 5.51)
	5.24 (5 - 5.44)
	5.19 (5.01 - 5.46)
	5.06 (4.9 - 5.26)
	5.22 (5.06 - 5.46)
	5.1 (4.95 - 5.27)

	FOLR3
	FR_gamma
	5.88 (5.72 - 6.1)
	5.83 (5.67 - 6.06)
	5.71 (5.56 - 5.92)
	5.71 (5.56 - 5.9)
	5.82 (5.69 - 6.01)
	5.79 (5.6 - 6.06)

	FURIN
	FURIN
	3.5 (3.29 - 3.75)
	3.51 (3.29 - 3.72)
	3.47 (3.26 - 3.75)
	3.41 (3.19 - 3.73)
	3.53 (3.28 - 3.72)
	3.53 (3.29 - 3.73)

	GPC1
	GPC1
	3.92 (3.68 - 4.09)
	3.9 (3.73 - 4.08)
	3.77 (3.56 - 3.99)
	3.72 (3.63 - 3.92)
	3.87 (3.67 - 4.08)
	3.87 (3.61 - 4.05)

	GPNMB
	GPNMB
	5.42 (5.3 - 5.5)
	5.37 (5.27 - 5.46)
	5.37 (5.27 - 5.46)
	5.38 (5.27 - 5.49)
	5.38 (5.28 - 5.47)
	5.37 (5.27 - 5.46)

	GZMB
	GZMB
	2.16 (1.87 - 2.56)
	2.08 (1.65 - 2.37)
	2.16 (1.85 - 2.59)
	2.13 (1.78 - 2.4)
	2.06 (1.66 - 2.43)
	2.11 (1.84 - 2.47)

	GZMH
	GZMH
	2.51 (2.03 - 2.92)
	2.53 (2.22 - 3.04)
	2.36 (2 - 2.86)
	2.39 (2.14 - 2.86)
	2.58 (2.08 - 2.94)
	2.45 (2.1 - 2.87)

	HGF
	HGF
	5.8 (5.52 - 6.03)
	5.78 (5.48 - 6.02)
	5.65 (5.37 - 5.95)
	5.59 (5.39 - 5.84)
	5.7 (5.48 - 6.08)
	5.61 (5.34 - 5.88)

	ICOSLG
	ICOSLG
	3.76 (3.64 - 3.92)
	3.79 (3.65 - 4.08)
	3.62 (3.45 - 3.81)
	3.63 (3.48 - 3.81)
	3.72 (3.6 - 3.94)
	3.7 (3.51 - 3.87)

	IFNGR1
	IFN_gamma_R1
	3.36 (3.24 - 3.48)
	3.32 (3.17 - 3.43)
	3.27 (3.12 - 3.38)
	3.2 (3.08 - 3.38)
	3.33 (3.22 - 3.49)
	3.31 (3.19 - 3.43)

	IGF1R
	IGF1R
	2.78 (2.64 - 2.89)
	2.75 (2.58 - 2.86)
	2.65 (2.51 - 2.8)
	2.62 (2.52 - 2.71)
	2.62 (2.47 - 2.84)
	2.66 (2.53 - 2.8)

	IL6
	IL6
	0.93 (0.48 - 1.34)
	1.01 (0.76 - 1.32)
	1.07 (0.61 - 1.6)
	0.96 (0.57 - 1.53)
	0.95 (0.62 - 1.59)
	0.97 (0.53 - 1.33)

	ITGAV
	ITGAV
	2.67 (2.58 - 2.77)
	2.64 (2.52 - 2.74)
	2.6 (2.46 - 2.7)
	2.63 (2.49 - 2.72)
	2.59 (2.49 - 2.69)
	2.58 (2.47 - 2.71)

	ITGB5
	ITGB5
	6.64 (6.49 - 6.79)
	6.65 (6.53 - 6.79)
	6.5 (6.34 - 6.71)
	6.58 (6.37 - 6.76)
	6.5 (6.34 - 6.65)
	6.55 (6.42 - 6.7)

	KDR
	VEGFR2
	6.62 (6.51 - 6.73)
	6.62 (6.53 - 6.73)
	6.54 (6.41 - 6.68)
	6.53 (6.44 - 6.64)
	6.62 (6.49 - 6.73)
	6.61 (6.47 - 6.71)

	KITLG
	SCF
	8.59 (8.33 - 8.77)
	8.5 (8.18 - 8.64)
	8.51 (8.2 - 8.73)
	8.39 (8.11 - 8.59)
	8.52 (8.35 - 8.72)
	8.46 (8.18 - 8.7)

	KLK11
	hK11
	4.66 (4.43 - 4.81)
	4.54 (4.4 - 4.74)
	4.43 (4.24 - 4.64)
	4.41 (4.23 - 4.63)
	4.53 (4.34 - 4.69)
	4.52 (4.25 - 4.74)

	KLK13
	KLK13
	3.74 (3.48 - 4.03)
	3.82 (3.6 - 4.08)
	3.95 (3.72 - 4.21)
	4.07 (3.78 - 4.35)
	3.97 (3.66 - 4.17)
	3.95 (3.74 - 4.25)

	KLK14
	hK14
	5.24 (4.97 - 5.5)
	5.21 (4.91 - 5.52)
	5.05 (4.83 - 5.32)
	5.07 (4.82 - 5.29)
	5.08 (4.86 - 5.43)
	5.04 (4.75 - 5.32)

	KLK8
	hK8
	5.83 (5.68 - 6.02)
	5.88 (5.66 - 6.15)
	5.52 (5.34 - 5.79)
	5.64 (5.47 - 5.91)
	5.67 (5.48 - 5.87)
	5.78 (5.48 - 6.06)

	LGALS1
	Gal1
	5.39 (5.28 - 5.55)
	5.37 (5.22 - 5.48)
	5.42 (5.28 - 5.52)
	5.4 (5.28 - 5.53)
	5.42 (5.29 - 5.53)
	5.4 (5.23 - 5.5)

	LY9
	LY9
	4.66 (4.5 - 4.91)
	4.65 (4.45 - 4.87)
	4.52 (4.32 - 4.81)
	4.56 (4.31 - 4.75)
	4.64 (4.45 - 4.85)
	4.68 (4.44 - 4.88)

	LYN
	LYN
	-0.16 (-0.28 - -0.02)
	-0.22 (-0.36 - -0.07)
	-0.23 (-0.41 - -0.1)
	-0.25 (-0.41 - -0.12)
	-0.17 (-0.36 - -0.08)
	-0.21 (-0.32 - -0.08)

	LYPD3
	LYPD3
	3.47 (3.28 - 3.65)
	3.39 (3.16 - 3.56)
	3.33 (3.12 - 3.52)
	3.27 (3.06 - 3.47)
	3.45 (3.24 - 3.65)
	3.38 (3.14 - 3.56)

	MDK
	MK
	5.13 (4.93 - 5.35)
	5.1 (4.91 - 5.32)
	5.21 (4.92 - 5.45)
	5.17 (4.88 - 5.48)
	5.14 (4.98 - 5.33)
	5.13 (4.91 - 5.36)

	METAP2
	MetAP2
	2.53 (2.36 - 2.84)
	2.38 (2.15 - 2.67)
	2.59 (2.36 - 2.92)
	2.61 (2.33 - 2.84)
	2.65 (2.29 - 2.88)
	2.62 (2.41 - 2.87)

	MIA
	MIA
	9.43 (9.34 - 9.58)
	9.43 (9.26 - 9.59)
	9.38 (9.2 - 9.57)
	9.4 (9.24 - 9.52)
	9.48 (9.32 - 9.61)
	9.41 (9.26 - 9.54)

	MIC-A/B
	MIC-A/B
	3.43 (2.84 - 4.03)
	3.12 (2.68 - 3.76)
	3.33 (2.75 - 3.73)
	3.2 (2.61 - 3.73)
	3.18 (2.74 - 3.83)
	3.38 (3.04 - 3.8)

	MSLN
	MSLN
	1.02 (0.62 - 1.31)
	0.88 (0.64 - 1.2)
	0.92 (0.57 - 1.28)
	0.8 (0.57 - 1.26)
	0.85 (0.49 - 1.19)
	0.81 (0.37 - 1.18)

	MUC16
	MUC16
	1.86 (1.49 - 2.19)
	1.62 (1.18 - 2.13)
	1.73 (1.35 - 2.08)
	1.56 (1.1 - 2.01)
	1.74 (1.29 - 2.04)
	1.71 (1.36 - 2.06)

	NECTIN4
	PVRL4
	5.04 (4.84 - 5.24)
	4.92 (4.77 - 5.18)
	4.81 (4.59 - 5.03)
	4.77 (4.56 - 5)
	4.97 (4.75 - 5.13)
	4.92 (4.69 - 5.13)

	NT5E
	5NT
	9.17 (8.91 - 9.38)
	9.17 (8.93 - 9.57)
	8.98 (8.72 - 9.32)
	8.92 (8.66 - 9.29)
	8.96 (8.74 - 9.29)
	9.05 (8.77 - 9.29)

	PODXL
	PODXL
	3.5 (3.39 - 3.59)
	3.42 (3.33 - 3.55)
	3.41 (3.31 - 3.55)
	3.38 (3.25 - 3.51)
	3.46 (3.32 - 3.56)
	3.42 (3.29 - 3.52)

	PPY
	PPY
	3.85 (2.94 - 5)
	3.64 (2.54 - 4.56)
	3.86 (2.98 - 4.64)
	3.6 (2.47 - 4.39)
	3.61 (2.87 - 4.32)
	3.51 (2.58 - 4.56)

	RET
	RET
	4.04 (3.81 - 4.31)
	3.99 (3.85 - 4.29)
	3.92 (3.61 - 4.08)
	3.86 (3.61 - 4.1)
	4.11 (3.71 - 4.32)
	4.01 (3.69 - 4.26)

	RSPO3
	RSPO3
	2.35 (2.13 - 2.51)
	2.25 (2.09 - 2.47)
	2.5 (2.32 - 2.7)
	2.48 (2.18 - 2.65)
	2.43 (2.21 - 2.67)
	2.42 (2.25 - 2.65)

	S100A11
	S100A11
	2.62 (2.4 - 2.84)
	2.62 (2.45 - 2.83)
	2.51 (2.39 - 2.76)
	2.57 (2.38 - 2.73)
	2.65 (2.46 - 2.77)
	2.59 (2.41 - 2.8)

	S100A4
	S100A4
	1.26 (1.07 - 1.44)
	1.38 (1.18 - 1.55)
	1.11 (0.94 - 1.26)
	1.14 (0.94 - 1.34)
	1.21 (1.03 - 1.4)
	1.23 (1.01 - 1.4)

	SCAMP3
	SCAMP3
	1.24 (1.06 - 1.62)
	1.23 (0.92 - 1.42)
	1.1 (0.83 - 1.42)
	1.09 (0.87 - 1.33)
	1.16 (0.91 - 1.53)
	1.26 (0.96 - 1.47)

	SDC1
	SYND1
	5.85 (5.67 - 6.15)
	5.59 (5.29 - 5.79)
	5.77 (5.51 - 6)
	5.54 (5.32 - 5.77)
	5.99 (5.55 - 6.25)
	5.55 (5.34 - 5.78)

	SEZ6L
	SEZ6L
	4.23 (4.1 - 4.37)
	4.15 (3.98 - 4.33)
	4.12 (4.02 - 4.28)
	4.12 (3.92 - 4.29)
	4.19 (4.09 - 4.4)
	4.14 (4.02 - 4.29)

	SMAD5
	MADhomolog5
	2.4 (2.03 - 2.59)
	2.34 (1.78 - 2.54)
	2.66 (2.5 - 2.76)
	2.61 (2.53 - 2.78)
	2.59 (2.27 - 2.73)
	2.54 (2.36 - 2.65)

	SPARC
	SPARC
	6.17 (6.1 - 6.26)
	6.16 (6.06 - 6.22)
	6.16 (6.04 - 6.25)
	6.14 (6.04 - 6.22)
	6.15 (6.1 - 6.26)
	6.17 (6.07 - 6.21)

	TCL1A
	TCL1A
	4.05 (3.42 - 4.66)
	4.27 (3.68 - 4.91)
	3.79 (3.41 - 4.6)
	3.95 (3.58 - 4.44)
	4.25 (3.7 - 5.07)
	4.27 (3.68 - 5.08)

	TFPI2
	TFPI2
	6.11 (5.9 - 6.38)
	6.06 (5.85 - 6.22)
	6.1 (5.87 - 6.34)
	6.06 (5.77 - 6.29)
	6.08 (5.82 - 6.29)
	6.06 (5.89 - 6.33)

	TGFA
	TGF_alpha
	1.97 (1.58 - 2.4)
	1.88 (1.48 - 2.4)
	1.53 (1.18 - 1.97)
	1.51 (1.26 - 1.99)
	1.69 (1.43 - 2.12)
	1.74 (1.19 - 2.14)

	TGFR2
	TGFR2
	6.33 (6.1 - 6.53)
	6.24 (6.04 - 6.48)
	6.23 (6.01 - 6.41)
	6.16 (5.97 - 6.32)
	6.26 (6.06 - 6.44)
	6.21 (6.02 - 6.39)

	TLR3
	TLR3
	4.8 (4.31 - 5.34)
	4.89 (4.29 - 5.39)
	4.68 (4.07 - 5.22)
	4.75 (4.28 - 5.27)
	4.87 (4.54 - 5.23)
	4.75 (4.33 - 5.11)

	TNFRSF19
	TNFRSF19
	3.4 (3.23 - 3.56)
	3.31 (3.17 - 3.59)
	3.22 (3.06 - 3.49)
	3.21 (3.09 - 3.4)
	3.36 (3.13 - 3.59)
	3.29 (3.1 - 3.46)

	TNFRSF4
	TNFRSF4
	2.43 (2.24 - 2.68)
	2.34 (2.13 - 2.63)
	2.32 (2.13 - 2.56)
	2.34 (2.1 - 2.57)
	2.47 (2.14 - 2.7)
	2.39 (2.23 - 2.67)

	TNFRSF6B
	TNFRSF6B
	3.77 (3.53 - 4.07)
	3.84 (3.46 - 4.09)
	3.79 (3.46 - 4.13)
	3.79 (3.4 - 4.14)
	3.75 (3.45 - 4.01)
	3.83 (3.51 - 4.28)

	TNFSF10
	TRAIL
	7.28 (7.12 - 7.42)
	7.24 (7.04 - 7.36)
	7.19 (6.97 - 7.38)
	7.15 (6.95 - 7.36)
	7.27 (7.12 - 7.44)
	7.27 (7.16 - 7.45)

	TNFSF13
	TNFSF13
	7.33 (7.17 - 7.49)
	7.27 (7.06 - 7.46)
	7.43 (7.21 - 7.6)
	7.4 (7.19 - 7.58)
	7.33 (7.19 - 7.48)
	7.3 (7.12 - 7.51)

	TXLNA
	TXLNA
	1.59 (1.29 - 1.89)
	1.55 (1.31 - 1.87)
	1.54 (1.28 - 1.78)
	1.53 (1.27 - 1.78)
	1.58 (1.28 - 1.8)
	1.6 (1.31 - 1.88)

	VEGFA
	VEGFA
	9.57 (9.11 - 10.01)
	9.58 (9.12 - 10)
	9.42 (9.05 - 9.78)
	9.43 (9.01 - 9.8)
	9.39 (9.07 - 9.9)
	9.32 (8.92 - 9.76)

	VIM
	VIM
	2.96 (2.42 - 3.52)
	3.07 (2.51 - 3.62)
	2.82 (2.36 - 3.31)
	3.09 (2.54 - 3.63)
	2.82 (2.34 - 3.41)
	3.06 (2.54 - 3.45)

	WFDC2
	WFDC2
	6.13 (5.96 - 6.29)
	6.08 (5.98 - 6.3)
	6.13 (5.94 - 6.28)
	6.1 (5.96 - 6.27)
	6.08 (5.89 - 6.23)
	6.07 (5.95 - 6.22)

	WIF1
	WIF1
	4.81 (4.61 - 5.06)
	4.81 (4.6 - 5.09)
	4.76 (4.44 - 4.99)
	4.73 (4.5 - 4.94)
	4.88 (4.66 - 5.05)
	4.8 (4.52 - 5.02)

	WISP1
	WISP1
	4.25 (3.87 - 4.62)
	4.08 (3.7 - 4.49)
	4.09 (3.62 - 4.36)
	3.82 (3.57 - 4.2)
	4.07 (3.81 - 4.33)
	3.98 (3.71 - 4.51)


















Supplementary table 2. Associations between serum protein levels in welders versus controls.  
	
	Linear mixed model (n=342)
	Linear models (cross-sectional group) (n= 157)

	Protein
	Rm2 (%)a
	Beta (SE)b
	pc
	R2 (%)d
	Beta (SE)e
	pf

	SDC1
	20
	-0.288 (0.049)
	<0.001
	14
	-0.311 (0.066)
	<0.001

	FOLR1
	7
	-0.127 (0.038)
	0.001
	8
	-0.157 (0.049)
	0.002

	CRNN
	35
	-0.385 (0.136)
	0.004
	36
	0.037 (0.167)
	0.827

	CEACAM1
	4
	-0.047 (0.017)
	0.005
	0
	-0.027 (0.025)
	0.271

	ANXA1
	3
	0.19 (0.07)
	0.007
	2
	0.107 (0.101)
	0.292

	PODXL
	9
	-0.062 (0.026)
	0.015
	2
	-0.03 (0.028)
	0.293

	EPHA2
	3
	-0.067 (0.028)
	0.017
	3
	-0.065 (0.037)
	0.081

	DLL1
	7
	-0.088 (0.037)
	0.019
	3
	-0.06 (0.047)
	0.203

	SEZ6L
	15
	-0.069 (0.031)
	0.024
	8
	-0.031 (0.036)
	0.391

	FASLG
	28
	-0.128 (0.057)
	0.024
	22
	0.062 (0.058)
	0.289

	LYPD3
	20
	-0.089 (0.04)
	0.025
	6
	-0.022 (0.052)
	0.668

	CYR61
	17
	-0.104 (0.048)
	0.029
	18
	-0.018 (0.051)
	0.725

	SPARC
	4
	-0.044 (0.021)
	0.034
	5
	-0.051 (0.025)
	0.046

	KLK8
	19
	0.103 (0.05)
	0.040
	2
	0.13 (0.066)
	0.051

	TFPI2
	4
	-0.1 (0.051)
	0.052
	1
	0.013 (0.059)
	0.827

	IGF1R
	6
	-0.058 (0.03)
	0.055
	1
	0.02 (0.046)
	0.656

	CXCL13
	5
	0.12 (0.067)
	0.072
	1
	-0.053 (0.092)
	0.566

	METAP2
	11
	-0.096 (0.055)
	0.078
	17
	-0.028 (0.056)
	0.623

	ITGB5
	7
	0.054 (0.031)
	0.085
	12
	0.044 (0.034)
	0.195

	ADAMTS15
	3
	-0.082 (0.049)
	0.093
	-1
	-0.005 (0.083)
	0.955

	ERBB4
	3
	-0.056 (0.035)
	0.104
	0
	-0.076 (0.038)
	0.047

	KITLG
	9
	-0.089 (0.059)
	0.133
	3
	-0.041 (0.057)
	0.479

	WISP1
	9
	-0.127 (0.086)
	0.139
	2
	-0.084 (0.091)
	0.358

	FLT4
	2
	-0.046 (0.032)
	0.146
	2
	0.009 (0.038)
	0.822

	MDK
	10
	-0.068 (0.047)
	0.149
	0
	-0.053 (0.063)
	0.405

	IFNGR1
	7
	-0.041 (0.03)
	0.166
	1
	-0.036 (0.034)
	0.293

	TCL1A
	6
	0.161 (0.119)
	0.175
	4
	0.129 (0.167)
	0.441

	MUC16
	4
	-0.127 (0.093)
	0.175
	-1
	0.052 (0.105)
	0.626

	TGFR2
	5
	-0.057 (0.043)
	0.182
	7
	-0.092 (0.047)
	0.054

	GPC1
	20
	-0.051 (0.04)
	0.202
	7
	-0.021 (0.049)
	0.660

	ADAM8
	4
	-0.055 (0.043)
	0.208
	3
	-0.04 (0.045)
	0.377

	S100A4
	5
	0.056 (0.045)
	0.213
	-1
	0.024 (0.053)
	0.646

	VIM
	1
	0.114 (0.092)
	0.214
	0
	0.065 (0.131)
	0.623

	SMAD5
	4
	-0.068 (0.057)
	0.232
	1
	-0.042 (0.076)
	0.577

	EGF
	3
	0.138 (0.124)
	0.265
	2
	-0.196 (0.197)
	0.322

	RSPO3
	10
	-0.049 (0.044)
	0.267
	2
	-0.041 (0.057)
	0.465

	DKN1A
	1
	-0.071 (0.064)
	0.271
	0
	-0.019 (0.106)
	0.860

	KLK13
	4
	0.069 (0.063)
	0.271
	-1
	0.046 (0.073)
	0.526

	NT5E
	3
	0.071 (0.065)
	0.276
	9
	-0.032 (0.077)
	0.676

	PPY
	5
	-0.191 (0.176)
	0.280
	4
	0.007 (0.229)
	0.976

	MIC-A/B
	1
	-0.289 (0.27)
	0.285
	1
	0.267 (0.225)
	0.236

	CTSV
	31
	-0.045 (0.045)
	0.318
	17
	-0.024 (0.057)
	0.679

	ERBB2
	17
	-0.03 (0.031)
	0.330
	19
	-0.049 (0.039)
	0.209

	TNFRSF4
	3
	-0.044 (0.046)
	0.342
	5
	-0.04 (0.059)
	0.500

	LYN
	2
	-0.026 (0.028)
	0.345
	2
	0.001 (0.04)
	0.975

	TNFRSF19
	4
	-0.041 (0.043)
	0.345
	0
	-0.076 (0.053)
	0.153

	GZMB
	5
	-0.073 (0.078)
	0.350
	5
	0.028 (0.097)
	0.771

	CD27
	1
	-0.049 (0.052)
	0.354
	5
	-0.048 (0.047)
	0.309

	NECTIN4
	12
	-0.04 (0.044)
	0.360
	2
	0.013 (0.054)
	0.808

	LY9
	3
	-0.048 (0.054)
	0.379
	0
	0 (0.053)
	0.999

	GZMH
	2
	0.078 (0.09)
	0.386
	1
	-0.095 (0.116)
	0.411

	FGFBP1
	13
	0.03 (0.035)
	0.401
	8
	0.027 (0.041)
	0.508

	LGALS1
	11
	-0.024 (0.028)
	0.402
	17
	-0.046 (0.03)
	0.128

	FCRLB
	1
	-0.063 (0.079)
	0.422
	1
	-0.091 (0.087)
	0.299

	CD160
	2
	-0.053 (0.066)
	0.424
	1
	0.008 (0.077)
	0.915

	CD48
	8
	-0.035 (0.046)
	0.442
	2
	-0.08 (0.049)
	0.103

	ABL1
	3
	-0.032 (0.042)
	0.451
	6
	-0.081 (0.058)
	0.162

	TNFSF13
	14
	-0.026 (0.036)
	0.469
	5
	-0.04 (0.044)
	0.373

	SCAMP3
	2
	-0.034 (0.049)
	0.489
	2
	0.049 (0.08)
	0.540

	FURIN
	21
	-0.027 (0.04)
	0.500
	24
	-0.072 (0.052)
	0.169

	HGF
	8
	-0.032 (0.048)
	0.503
	16
	-0.174 (0.059)
	0.004

	IL6
	9
	-0.061 (0.094)
	0.515
	5
	-0.152 (0.128)
	0.236

	S100A11
	2
	0.024 (0.037)
	0.518
	1
	-0.029 (0.051)
	0.567

	ESM1
	6
	-0.025 (0.047)
	0.587
	4
	-0.104 (0.057)
	0.069

	ERBB3
	6
	-0.013 (0.027)
	0.621
	2
	-0.041 (0.027)
	0.123

	ICOSLG
	1
	0.026 (0.053)
	0.623
	1
	-0.05 (0.064)
	0.434

	KLK11
	11
	-0.021 (0.043)
	0.628
	-1
	0.006 (0.054)
	0.906

	CD207
	9
	0.029 (0.063)
	0.647
	-2
	-0.041 (0.069)
	0.550

	RET
	31
	-0.018 (0.044)
	0.679
	32
	-0.085 (0.055)
	0.124

	WFDC2
	17
	0.012 (0.033)
	0.710
	20
	0.001 (0.039)
	0.969

	CXL17
	40
	-0.026 (0.07)
	0.716
	46
	0.037 (0.066)
	0.580

	MSLN
	3
	-0.028 (0.076)
	0.716
	3
	-0.073 (0.083)
	0.384

	TLR3
	5
	0.041 (0.118)
	0.730
	5
	-0.173 (0.11)
	0.117

	FOLR3
	2
	-0.113 (0.328)
	0.731
	0
	0.275 (0.361)
	0.447

	ITGAV
	2
	-0.008 (0.025)
	0.731
	0
	-0.004 (0.028)
	0.889

	GPNMB
	1
	0.007 (0.023)
	0.776
	0
	-0.001 (0.027)
	0.974

	TGFA
	2
	-0.02 (0.075)
	0.794
	3
	-0.116 (0.103)
	0.263

	VEGFA
	4
	-0.018 (0.078)
	0.820
	7
	-0.201 (0.087)
	0.022

	AREG
	2
	-0.011 (0.053)
	0.835
	-2
	-0.056 (0.066)
	0.395

	KLK14
	13
	-0.011 (0.057)
	0.841
	2
	-0.054 (0.075)
	0.476

	TNFSF10
	0
	-0.009 (0.047)
	0.847
	11
	-0.008 (0.04)
	0.847

	FADD
	1
	0.008 (0.041)
	0.854
	3
	0.044 (0.051)
	0.394

	KDR
	6
	0.005 (0.027)
	0.865
	-1
	-0.033 (0.031)
	0.297

	CEACAM5
	1
	-0.009 (0.09)
	0.919
	9
	0.205 (0.097)
	0.035

	MIA
	10
	-0.003 (0.034)
	0.927
	5
	-0.01 (0.035)
	0.767

	WIF1
	17
	-0.003 (0.045)
	0.939
	10
	-0.06 (0.05)
	0.230

	TNFRSF6B
	1
	0.005 (0.07)
	0.947
	6
	0.061 (0.085)
	0.474

	CA9
	3
	-0.004 (0.088)
	0.961
	8
	-0.043 (0.105)
	0.682

	CD70
	7
	0.002 (0.07)
	0.972
	11
	-0.096 (0.085)
	0.263

	TXLNA
	3
	-0.002 (0.053)
	0.974
	4
	0.078 (0.076)
	0.309

	CPE
	3
	-0.001 (0.048)
	0.980
	-2
	-0.046 (0.057)
	0.419



SE, standard error; 
avariance explained by fixed factors; bregression coefficient from linear mixed models interpreted as standard deviation difference in protein levels in welders compared to the control group, adjusted for age, body-mass index and use of snus variables as fixed factors, and participant  as random factors; cP-value from test of contribution of group inclusion (welders and controls) to protein variance using an analysis of variance approach with Satterthwaite approximation for degrees of freedom; dvariance in protein levels explained by the linear model; eregression coefficient from multivariable-adjusted linear models interpreted as standard deviation difference in protein levels in welders compared to the control group, adjusted for age, body-mass index and use of snus; fp-value from the linear model to test the difference between welders and control group;  

