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Supplemental Figure 1. Effect of antibiotic treatment on Alpha and Beta Diversity. (A) Change in alpha
diversity post treatment with AMP+NEO and ERY in BALB/c and C57BI/6 as measure by Chaol index, and
(B) Shannon index. (C-E) Effect of antibiotic treatment on beta diversity, as measured by Bray-Curtis for
both OTU and relative abundance genus level. (D-F) Effect of antibiotic treatment on Beta Diversity as
measured by the binary Bray-Curtis at the OTU and genus level.
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Supplemental Figure 2. Spearmen’s rank correlation analysis between differentially antibiotic
responding taxa as identified in Figure 4C and small intestinal barrier permeability as measured by FITC
recovery.



