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Table S1 Absolute and normalized matrix factor of abemaciclib, palbociclib and ribociclib at

high and low concentrations

Concentration

level Analyte IS Normalized
Abemaciclib pr 1.022 + 0.026 0.976 + 0.059 1.052 £ 0.077
High 1.107 £ 0.027 1.025 + 0.028 1.081 £ 0.030
Palbociclib pr 1.071 £ 0.053 0.903 + 0.042 1.188 + 0.071
High 1.034 + 0.027 0.940 + 0.020 1.100 + 0.024
Ribociclib pr 1.195 + 0.082 0.993 + 0.020 1.203 + 0.072
High 1.078 + 0.017 0.972 + 0.034 1.110 £ 0.031

Data are presented as mean + SD (n = 6)

Table S2 Absolute and normalized recovery (%) of abemaciclib, palbociclib and ribociclib at

high and low concentrations

Concentration Mean
° Clzvel Analyte IS Normalized recovery
(%CV)
Abemaciclib Low 63.2 77.0 81.9
High 60.0 71.7 83.7 82.8 (1.6)
Palbociclib Low 751 97.6 76.8
High 81.9 98.9 83.0 79.9(56)
Ribociclib Low 76.5 94 .4 80.9
High 77.7 90.3 85.8 83.4 (4.1)
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PRO0104-07 #307 RT: 5.03 AV:1 NL: 3.15E6
F: FTMS + p ESIFull ms [50.00-2000.00]
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PRO0104-07 #239 RT: 3.92 AV:1 NL: 2.10E5
F: FTMS + p ESIFull ms [50.00-2000.00]
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Fig. S1 Mass spectrum of the parent ion of ribociclib (a) and potential ribociclib metabolite (b)



