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Chemistry and Biology
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Food

China, NIM (National Institute of Metrology)

Hong Kong, China, GL (Government Laboratory)

Mexico, CENAM (Centro Nacional de Metrologia)

Russian Federation, VNIIM (D.I. Mendeleyev Institute for Metrology, Rosstandart)

Slovenia, MIRS/NIB/FITO (MIRS/National Institute of Biology/Department of Biotechnology and Systems Biology)
Turkey, UME (T&Uuml;BITAK Ulusal Metroloji Enstit&uuml;s&uuml;)

United Kingdom, LGC (Laboratory of the Government Chemist)

Meas. Serv. cmc N CMC Expanded CMC Expanded Level of N Mecanism for
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code Category value - N factor uncertainty convention ° .
Category value Minimum value Maximum value % service delivery
raw or not highly processed Genomic DNA. Copy number ratio of specified intact Value assignment to|  The exact term for the "Matrix or material" is "Raw or not highly processed ground maize material, maize
M| MIRS/NIB/FITO Food GMOs round magizeyr:ateria\ sequence fragments of 50 to 150 nucleotides length in a DNA copy number ratio 0.5 2.1 % 0.2 0.5 % 2.0 95.0 Absolute One customer supplied seed and grains and other plant derived seed and grain materials of similar matrix complexity in terms of 2017-06-30 FITO002
8 single genomic DNA extract. samples protein, carbohydrate and lipid composition"
raw or not highly processed Genomic DNA. Copy number ratio of specified intact Value assignment to | The exact term for the "Matrix or material" is "Raw or not highly processed ground soya material, soya seed
M| MIRS/NIB/FITO Food GMOs round suga ‘:npaterial sequence fragments of 50 to 150 nucleotides length in a DNA copy number ratio 0.5 2.1 % 0.2 0.5 % 2.0 95.0 Absolute One customer supplied | and grains and other plant derived seed and grain materials of similar matrix complexity in terms of protein, 2017-06-30 FITO003
8 ¥ single genomic DNA extract. samples carbohydrate and lipid composition"
ground soya material, soya seed Genomic ONA. Copy number ratio of specified intact Value assignment of The exact term for the "Matrix or material" is ground soya material, soya seed material and other plant
GB LGC Food GMOs material and other plant derived sequence fragments of 70 to 150 nucleotides length in a DNA copy number ratio 0.12 3.5 % 0.05 111 % 2.0 95.0 Absolute One y 8 . N - . g . v M v . P L 2015-07-08 Bio-003
¢ " © client samples derived seed materials of similar matrix complexity in terms of protein, carbohydrate and lipid composition
seed material single genomic DNA extract
ground maize material, maize seed Genomic ONA. Copy number ratio of specified intact Value assignment of [ The exact term for the "Matrix or material" is ground maize material, maize seed material and other plant
GB LGC Food GMOs material and other plant derived sequence fragments of 70 to 150 nucleotides length in a DNA copy number ratio 0.12 3.5 % 0.05 111 % 2.0 95.0 Absolute One y 8 . N - . 8 - M L p‘ ) 2015-07-08 Bio-004
¢ " © client samples derived seed materials of similar matrix complexity in terms of protein, carbohydrate and lipid composition
seed material single genomic DNA extract
high starch d seed ified intact fi its of a length up to 150 Val i t of
B LGC Food GMOs raw, high starch ground see specifiec Intact sequence fragments of a €ngth up to Copy number ratio 0.88 3.05 % 035 13 % 2.0 95.0 Absolute Two alue assignment o 2018-06-28 Bio-007
materials and grains nucleotides in a single genomic DNA extract client samples
. . Genomic DNA. Copy number ratio of specified intact . . . N 5 )
t highl d Val tof | The t for the "Mat terial” is " t highl d d material and oth
™ UME Food GMos | @V Or nothihly processedmaize | - . 1\ ence fragments of 60 to 150 nucleotides length in a DNA copy number ratio 07 55 % 02 17 % 20 95.0 Absolute One alue assignment of e exact term for the “Matrix or material” Is 'raw or not highly processed maize seed material and other 2017-06-30 G3BA-1100
seed material <ingle genomic DNA extract client samples seed materials with similar level of matrix complexity’
The exact term for the "Analyte or component" is "quantification of the ratio of the number of copies of
. e . specified intact sequence fragments of a length up to 150 nucleotides following extraction from an
d, high starch d | [ fied intact fi ts of a length up to 150 Val t of
™ UME Food GMos | UnProcessed, high starch ground | [..Jspecified intact sequence fragments of a length up to DNA copy number ratio 05 30 % 02 05 % 2.0 95.0 Absolute One alue assignment ot o ocessed, high starch ground seed matrix. with a copy number ratio from 0.005 to 1", The exact term for 2018-06-28 G3BA-1100
seed matrix material [...] nucleotides [...] client samples . e ) A 5 .
the "Matrix or material” is "unprocessed, high starch ground seed matrix material and other seed materials
with similar level of matrix complexity"
copy number ratio of specified intact sequence fragments of Value assignment of The exact term for the "Analyte or component" is "Quantification of the ratio of the number of copies of
CN NIM Food GMOs raw maize . . ’ . DNA copy number ratio of two DNA fragments with specified sequence 0.3 25 % 25.0 25.0 % 2.0 95.0 Absolute Two . specified intact sequence fragments of a length in the range of 70 to 120 nucleotides in a single genomic DNA 2014-11-03 NIM Food(B)-3
70 to 120 nucleotides length in a single genomic DNA extract sample in PT scheme = T oo
extract from biological materials’
CRM value
" . assignment and
high starch d seed ified intact fi its of a length up to 150
oN NIM Food GMOs raw, high starch ground see specitied infact sequence fragments of a length up to Copy number ratio [ Exogenous sequence/ endogenous sequence | 0.88 3.05 % 0.08 034 % 2.0 95.0 Absolute Two verification,value Copy number ratio [ Exogenous sequence/ endogenous sequence | 2018-09-26 Food-232
materials and grains nucleotides length in a single genomic DNA extract " y
assignment of client
samples
t highl d| ified intact ts of a length in th Val i t of
HK 6L Food GMOs raw (or not highly processed) | specified intact sequence segments of a length in the range Copy number ratio 022 238 % 0.08 085 % 2.0 95.0 Absolute Two alue assignment o 2016-10-03 GLHKO54
maize seed material and grains of 60 to 150 nucleotides in a single genomic DNA extract client samples
high starch d seed ified intact fi its of a length up to 150 Val i t of
HK 6L Food GMOs raw, high starch ground see specitied infact sequence fragments of a length up to Copy number ratio 0.88 3.05 % 0.18 0.61 % 2.0 95.0 Absolute Two alue assignment o 2018-09-26 GLHK083
materials and grains nucleotides length in a single genomic DNA extract client samples
RU VNIIM Food GMOs other material with the same level g N & p N N 8 N DNA copy number ratio 0.1 50.0 % 0.026 12.0 % 2.0 95.0 Absolute Two . 8 2019-10-23 11.3-01
of complexity extraction from a high fat/oil matrix, with a copy number ratio| client samples
from 0.001 to 1
d, high oil/fat d
uni‘:ecdesr:t;ixlfndo;g aoi:z:m [Ispecified intact sequence fragments of a length up to 150 Value assignment of The exact term for the "Analyte or component" is "Quantification of the ratio of the number of copies of
GB LGC Food GMOs N N v 1oP q N 8 8 P DNA copy number ratio 0.001 1.0 % 0.04 0.3 % 2.0 95.0 Absolute Two . 8 specified intact sequence fragments of a length up to 150 nucleotides following extraction from an 2019-10-15 Bio-008
material with the same level of nucleotides [..] client samples ence’ P N N
complexity unprocessed, high oil/fat ground seed matrix, with a copy number ratio from 0.001 to 1'
ground seed materials and grains
f simil, tri; lexit, i ified intact fi its of a length up to 150 Val i t of
MX CENAM Food GMmos | O'stmiarmatrixcompiexit,in - speciiied intact sequence fragments of a \€ngth Up to Copy number ratio 0.14 90.0 % 59.0 20 % 2.0 95.0 Absolute Two alue assignment o 2019-10-23 Bio-001
terms of protein, high starch and nucleotides in a single genomic DNA extract client samples
high oil content
d, high oil/fat d
ur;z:::::ﬂ)’( rrlwite?iall :nir::" Genomic DNA. Copies of specified intact sequence fragments Value assignment of
TR UME Food GMOs N N v of a length up to 150 nucleotides from an unprocessed, high DNA copy number ratio 0.1 100.0 % 15.0 15.0 % 2.26 95.0 Absolute Two N s 2020-10-22 G3BA-1200
other material with the same level fat/oil ground seed matrix client samples
of complexity




