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Supplementary Information


	Table S1. Parameter for the mass spectrometric detection of PFAAs and of the respective isotope-labeled standard compounds 

	analyte
 
	RT
	transition
 
	Q1
	Q3
	DP
	EP
	CE
	CXP

	
	(min)
	
	(m/z)
	(m/z)
	(V)
	(V)
	(V)
	(V)

	PFHxA
	7.6
	quantifier
	313.1
	268.9
	-5
	-10
	-14
	-23

	
	
	qualifier
	
	118.9
	
	-10
	-28
	-9

	PFHpA
	8.4
	quantifier
	363.1
	318.9
	-5
	-10
	-14
	-9

	
	
	qualifier
	
	168.9
	
	-10
	-26
	-15

	PFOA
	8.9
	quantifier
	413.1
	368.9
	-15
	-10
	-12
	-15

	
	
	qualifier
	
	168.8
	
	-10
	-24
	-15

	PFNA
	9.4
	quantifier
	463.1
	419.0
	-10
	-10
	-14
	-11

	
	
	qualifier
	
	218.9
	
	-10
	-26
	-9

	PFDA
	9.8
	quantifier
	513.1
	469.0
	-20
	-10
	-14
	-21

	
	
	qualifier
	
	218.9
	
	-10
	-24
	-15

	PFUdA
	10.1
	quantifier
	563.1
	518.9
	-20
	-10
	-16
	-9

	
	
	qualifier
	
	268.9
	
	-10
	-22
	-17

	PFDoA
	10.4
	quantifier
	613.0
	568.9
	-20
	-10
	-16
	-27

	
	
	qualifier
	
	268.9
	
	-10
	-30
	-9

	PFTeDA
	10.9
	quantifier
	713.1
	668.9
	-25
	-10
	-18
	-29

	
	
	qualifier
	
	218.9
	
	-10
	-34
	-15

	PFBS
	6.8
	quantifier
	299.2
	79.9
	-25
	-10
	-70
	-11

	
	
	qualifier
	
	98.9
	
	-10
	-38
	-9

	PFHxS
	8.4
	quantifier
	399.1
	79.9
	-115
	-10
	-78
	-7

	
	
	qualifier
	
	98.9
	
	-10
	-76
	-11

	PFOS
	9.3
	quantifier
	499.1
	98.9
	-105
	-10
	-122
	-15

	
	
	qualifier
	
	79.9
	
	-10
	-108
	-7

	M5PFHxA
	7.6
	quantifier
	317.9
	272.9
	-5
	-10
	-14
	-23

	M4PFHpA
	8.4
	quantifier
	366.9
	321.9
	-5
	-10
	-14
	-9

	M8PFOA
	8.9
	quantifier
	420.9
	375.9
	-15
	-10
	-12
	-15

	M9PFNA
	9.4
	quantifier
	471.9
	426.9
	-10
	-10
	-14
	-11

	M6PFDA
	9.8
	quantifier
	518.9
	473.9
	-20
	-10
	-14
	-21

	M7PFUdA
	10.1
	quantifier
	569.9
	524.9
	-20
	-10
	-16
	-9

	MPFDoA
	10.4
	quantifier
	614.9
	569.9
	-20
	-10
	-16
	-27

	M2PFTeDA
	10.9
	quantifier
	714.9
	669.9
	-25
	-10
	-18
	-29

	M3PFBS
	6.8
	quantifier
	301.9
	79.9
	-25
	-10
	-70
	-11

	M3PFHxS
	8.4
	quantifier
	401.9
	79.9
	-115
	-10
	-78
	-7

	M8PFOS
	9.3
	quantifier
	506.9
	98.9
	-105
	-10
	-122
	-15
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	Fig. S1 Absolute recoveries (%) after fortification of kidney homogenates (upper panel) or lung homogenates (lower panel) with isotope-labeled PFAA (~ 190 ng/g) and extraction with MTBE after addition of TBA (yellow), 100 mM sodium hydroxide in methanol (blue), methanol/formic acid (1:1) (orange), or methanol alone (green). The bars and error bars show means and standard deviations of three samples.
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	Fig. S2 Signal intensities reflect recoveries of PFAA extractions from kidney homogenates (upper panel) and lung homogenates (lower panel) with MTBE after addition of TBA (yellow), 100 mM sodium hydroxide in methanol (blue), methanol/formic acid (1:1) (orange), or methanol without any additives (green). The bars and error bars show means and standard deviations of three samples.
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	Fig. S3 Absolute recoveries (%) after fortification of liver homogenates with isotope-labeled PFAA (~ 190 ng/g), pre-incubation of the samples with pepsin, and extraction with MTBE after addition of TBA (yellow), sodium hydroxide in methanol (blue), formic acid in methanol (orange), or methanol alone (green). The bars and error bars show means and standard deviations of three samples. The reduction of recoveries observed for the methanol-based extraction methods is probably due to the matrix enrichment in the extracts, which were visibly cloudier compared to those obtained without pepsin pre-incubation.
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	Fig. S4 Absolute recoveries (%) of isotope-labeled PFAAs from fortified wild boar kidney (upper panel) and lung (lower panel) after methanol extraction and application of different SPE methods using dispersive SPE Dsp1 (yellow), the SPE columns Hybr (pink) or EnvC (white), or the combinations of the columns EnvC-Hybr (blue), Hybr-EnvC (green), or OWax-EnvC (orange). Dsp2 was omitted for clarity and the OWax alone was not tested with homogenate extracts from lung and kidney. The bars and error bars show means and standard deviations of three samples.
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	Fig. S5 Signal intensities of PFAA detection after methanol extraction and application of different SPE methods using dispersive SPE Dsp1 (yellow), the SPE columns Hybr (pink) or EnvC (white), or the combinations of the columns EnvC-Hybr (blue), Hybr-EnvC (green), or OWax-EnvC (orange). Dsp2 was omitted for clarity and the OWax alone was not tested with homogenate extracts from lung and kidney. The bars and error bars show means and standard deviations of three samples.
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	Fig. S6 The linearity of detection was determined using 16 dilutions of the isotope-labeled standard mixture prepared from MPFAC-24ES (Wellington) with nominal concentrations between 0.00025 and 25 µg/L. The samples were injected in the presence of 125 mg processed wild boar liver homogenate. The concentrations of the standards solutions prepared from the alkali metal salts of M3PFBS, M3PFHxS and M8PFOS were corrected for the molecular weight of the respective ions. The data (distributed on two panels for enhanced clarity) were fitted with trend lines by linear regression with R in the range of 0.9870 and 0.9999.
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Fig. S7 UPLC-MS/MS chromatograms of the quantifier traces (blue lines) from an extract sample of human lung containing PFHpA (a, m/z 363.1 → 318.9, < LOQ), PFOA (b, m/z 413.1 → 368.9), PFNA (c, m/z 463.1 → 419.0), PFDA (d, m/z 513.1 → 469.0), PFUdA (e, m/z 563.1 → 518.9), PFDoA (f, m/z 613.0 → 568.9), PFHxS (g, m/z 399.1 → 79.9), and PFOS (h, m/z 499.1 → 98.9), which were normalized to 100% signal intensity. The transitions of the respective isotope-labeled standard compounds (black lines) were adjusted to 50% signal intensity. Absolute intensities of analyte peaks and standard compounds are given.
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[µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max

PFHxA 0 4.5 0 0 0 1.2 0 0

PFHpA 0.10 0.01 3.9 5.9 0.14 0.02 3.1 5.2 0.16 0.03 7.3 8.6 0.11 0.03 4.0 5.9

PFOA 0.36 0.06 11.6 14.1 1.7 1.9 0.23 0.03 6.3 7.1 0.45 0.01 6.8 7.7

PFNA 1.09 0.05 30.5 35.2 1.10 0.04 17.6 19.8 0.98 0.24 10.4 13.0 0.94 0.05 14.2 18.2

PFDA 0.85 0.02 16.3 19.0 0.82 0.04 8.4 8.6 0.73 0.14 7.4 9.3 0.72 0.00 8.0 8.9

PFUdA 0.90 0.04 28.4 35.7 0.94 0.04 37.8 47.5 1.05 0.03 29.1 33.7 0.88 0.03 32.3 36.1

PFDoA 0.72 0.07 25.2 32.9 0.71 0.01 18.7 23.5 0.87 0.14 3.8 4.8 0.72 0.05 19.7 21.3

PFTeDA 0.66 0.07 19.8 26.7 0.54 0.05 15.4 26.8 0 0 0.56 0.06 7.5 26.5

PFBS 0 0 0 0 0 12.8 0.11 0.03 11.0 19.0

PFHxS 0 0 0 0 0 7.2 0 11.5

PFOS 25.70 3.77 748 1050 15.01 14.19 326 651 26.80 3.41 460 479 28.24 6.79 545 966

[µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max

PFHxA 0 4.4 0 0 0 0 0 0.43

PFHpA 0.18 0.04 6.3 10.6 0.14 0.05 6.0 9.4 0.14 0.04 6.3 9.6 0.15 0.03 6.6 10.3

PFOA 0.20 0.03 6.5 10.1 1.1 1.5 0.17 0.06 5.0 8.8 0.20 0.04 9.1 11.8

PFNA 0.21 0.06 9.5 10.4 0.25 0.03 8.2 9.0 0.20 0.09 3.5 6.1 0.20 0.04 10.8 13.0

PFDA 0.08 0.03 3.8 6.9 0.09 0.02 4.4 6.7 0 4.0 0.08 0.02 4.5 5.3

PFUdA 0.16 0.04 6.1 9.2 0.17 0.04 15.1 17.0 0.24 0.04 12.7 20.5 0.14 0.02 8.7 10.8

PFDoA 0.14 0.03 5.2 8.5 0.20 0.02 10.3 13.5 0.18 0.08 3.4 5.2 0.17 0.02 7.9 9.2

PFTeDA 0.17 0.01 8.0 9.8 0.27 0.06 3.1 4.7 0 3.2 0.16 0.02 14.7 25.0

PFBS 0 0 0 0 0 0 0 0

PFHxS 0 16.9 0 7.8 0 17.4 0 9.9

PFOS 1.52 0.35 38.7 45.4 1.71 0.44 58.9 80.1 1.66 0.05 39.5 58.7 1.59 0.18 52.9 103

[µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max

PFHxA 0 0 0 0 0 0 0.19 0.23

PFHpA 0.25 0.04 7.7 10.5 0.20 0.06 8.4 16.5 0.17 0.02 6.7 10.2 0.19 0.02 6.3 12.2

PFOA 0.17 0.02 6.8 8.1 1.0 1.4 0.16 0.06 4.7 5.4 0.19 0.07 6.4 10.4

PFNA 0.20 0.01 5.8 6.3 0.21 0.07 4.5 4.9 0 3.8 0.17 0.02 5.7 6.4

PFDA 0.14 0.07 3.5 13.0 0 6.3 0 4.0 0.12 0.02 6.7 7.3

PFUdA 0.31 0.07 14.7 19.0 0.31 0.02 19.0 24.2 0.37 0.06 13.1 19.2 0.28 0.03 14.1 20.7

PFDoA 0.34 0.02 12.3 15.5 0.31 0.02 11.4 16.5 0.47 0.11 6.0 7.4 0.33 0.01 14.4 17.4

PFTeDA 0.34 0.03 12.4 16.6 0.48 0.17 5.9 10.4 0.44 0.75 0 3.3 0.33 0.01 19.8 31.0

PFBS 0 0 0 8.4 0 0 0 0

PFHxS 0.16 0.07 12.2 23.4 0 10.2 0 14.0 0 20.5

PFOS 2.22 0.48 83.5 102 2.57 1.46 64.8 92.0 2.44 0.64 24.8 54.2 2.18 0.54 58.1 108

< LOD

< LOD < LOD < LOD

a Table cells shaded in red, yellow or green reflect PFAA peak intensities with S/N < 3 (below the LOD), S/N > 3 and < 10, or S/N > 10 (above the LOQ), 

respectively.

b For this overview, quantification data were set to “< LOD” if at least one out of three signals measurements showed a S/N < 3.

< LOD

< LOD < LOD < LOD

< LOD

< LOD

< LOD

Quantification S/N Quantification S/N

< LOD < LOD < LOD < LOD

PFAS

Quantification S/N Quantification S/N

S/N

Table S4. Minimum and maximum S/N of PFAA peak intensities and quantification results (means and standard deviation (SD)) after extraction from wild boar lung 

samples (n = 3) with four different methods.

a,b 

MTBE/TBA Methanol/NaOH Methanol/FA Methanol

a Table cells shaded in red, yellow or green reflect PFAA peak intensities with S/N < 3 (below the LOD), S/N > 3 and < 10, or S/N > 10 (above the LOQ), 

respectively.

b For this overview, quantification data were set to “< LOD” if at least one out of three signals measurements showed a S/N < 3.

< LOD

< LOD

< LOD

< LOD

< LOD

< LOD

< LOD

< LOD

< LOD

< LOD

< LOD

< LOD

< LOD

< LOD

< LOD

PFAS

Quantification Quantification Quantification Quantification S/N S/N S/N

< LOD

Table S3. Minimum and maximum S/N of PFAA peak intensities and quantification results (means and standard deviation (SD)) after extraction from wild boar kidney 

samples (n = 3) with four different methods.

a,b 

MTBE/TBA Methanol/NaOH Methanol/FA Methanol

S/N



a Table cells shaded in red, yellow or green reflect PFAA peak intensities with S/N < 3 (below the LOD), S/N > 3 and < 10, or S/N > 10 (above the LOQ), 

respectively.

b For this overview, quantification data were set to “< LOD” if at least one out of three signals measurements showed a S/N < 3.

< LOD < LOD

< LOD

< LOD < LOD < LOD

< LOD

< LOD

< LOD

< LOD

< LOD

< LOD

Table S2. Minimum and maximum S/N of PFAA peak intensities and quantification results (means and standard deviation (SD)) after extraction from wild boar liver 

samples (n = 3) with four different methods.

a,b 

MTBE/TBA Methanol/NaOH Methanol/FA Methanol

PFAS

Quantification Quantification Quantification Quantification S/N S/N S/N
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image11.emf
[µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max

PFHxA 0 0 0 2.4 0 0.1 0 0 0 2.1 0.05 0.06 0 14.4 0.04 0.01 4.6 14.2 0 8.5

PFHpA 0.19 0.01 155 164 0.23 0.04 147 166 0.17 0.01 5.9 12.1 0.21 0.00 23.0 28.2 0.19 0.02 23.2 64.1 0.23 0.02 16.4 43.7 0.17 0.00 27.4 39.6 0.21 0.01 310 385

PFOA 0.42 0.01 0.9 2.0 0.34 0.07 2.2 2.4 0.40 0.01 45.8 70.8 0.41 0.02 33.9 206 0.41 0.01 91.0 157 0.46 0.03 150 203 0.41 0.01 12.1 25.0 0.41 0.01 1.6 2.5

PFNA 1.15 0.05 11.5 12.9 1.16 0.07 5.6 6.3 1.16 0.04 210 323 1.23 0.08 469 514 1.12 0.03 757 1130 1.27 0.13 684 1140 1.21 0.08 1060 1670 1.20 0.02 21.2 28.5

PFDA 0.85 0.03 476 604 0.85 0.02 472 704 0.89 0.03 182 266 0.90 0.06 241 320 0.80 0.05 280 830 0.94 0.10 544 693 0.84 0.04 166 249 0.88 0.02 460 538

PFUdA 0.95 0.04 458 506 0.93 0.03 607 769 0.96 0.05 508 739 0.97 0.02 881 1030 0.87 0.04 996 1440 0.99 0.10 118 701 0.91 0.04 801 852 0.93 0.04 1160 1270

PFDoA 0.74 0.03 346 476 0.79 0.09 961 1490 0.79 0.11 410 653 0.76 0.01 470 570 0.74 0.04 952 1220 0.83 0.10 561 1060 0.74 0.04 231 359 0.68 0.01 911 1290

PFTeDA 0.55 0.06 52.0 69.0 0.49 0.20 162 373 0.59 0.03 198 280 0.55 0.03 75.4 119 0.56 0.01 143 197 0.53 0.04 35.0 154 0.58 0.01 143 366 0.56 0.04 760 1150

PFBS 0 0 0 0 0.11 0.01 25.1 28.8 0 0 0.10 0.02 18.3 23.5 0.11 0.02 16.5 33.8 0 0 0 0

PFHxS 0.23 0.02 5.2 6.8 0.22 0.04 8.2 13.9 0.29 0.12 5.8 8.9 0.22 0.00 7.0 8.3 0.20 0.05 14.2 28.5 0.21 0.04 21.6 25.7 0.13 0.00 74.5 95.8 0.49 0.03 15.7 16.9

PFOS 30.88 1.53 121 147 23.85 1.24 53.1 69.5 31.94 4.92 1620 2270 22.37 2.37 2810 3130 26.55 4.75 4270 5910 28.89 4.08 4490 6660 29.85 0.37 10300 12100 28.24 3.03 94.4 109

[µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max

PFHxA 0 0 0 0 n.d. n.d. n.d. n.d. 0 0 0.04 0.01 3.4 6.3 0.04 0.01 7.3 12.0 0.03 0.01 11.2 15.0 0 0

PFHpA 0.21 0.01 10.6 11.1 0.71 0.05 15.6 17.4 n.d. n.d. n.d. n.d. 0.22 0.01 38.8 55.7 0.22 0.01 63.0 82.3 0.23 0.01 1.7 53.6 0.20 0.01 43.5 49.0 0.23 0.00 19.7 29.7

PFOA 0.23 0.00 2.3 2.3 0.50 0.01 2.1 2.6 n.d. n.d. n.d. n.d. 0.23 0.01 155 212 0.26 0.01 172 246 0.26 0.01 166 280 0.24 0.02 125 180 0.24 0.01 0.6 9.0

PFNA 0.24 0.01 8.6 17.4 0.42 0.01 18.4 29.0 n.d. n.d. n.d. n.d. 0.24 0.01 186 282 0.26 0.00 280 469 0.26 0.00 197 346 0.24 0.01 181 236 0.25 0.01 0.7 43.5

PFDA 0.10 0.00 759 955 0.18 0.00 868 1130 n.d. n.d. n.d. n.d. 0.10 0.01 38.6 44.4 0.10 0.01 162 224 0.12 0.00 95.1 147 0.10 0.00 166 174 0.10 0.00 858 1280

PFUdA 0.13 0.01 97.2 133 0.19 0.01 149 164 n.d. n.d. n.d. n.d. 0.15 0.01 175 197 0.15 0.01 327 390 0.16 0.01 57.5 307 0.14 0.00 173 214 0.14 0.01 217 240

PFDoA 0.15 0.01 741 865 0.24 0.00 1190 2000 n.d. n.d. n.d. n.d. 0.17 0.01 117 169 0.17 0.01 298 314 0.17 0.02 185 264 0.17 0.01 151 181 0.15 0.01 1620 1730

PFTeDA 0.16 0.01 11.5 74.0 0.30 0.00 99.7 108 n.d. n.d. n.d. n.d. 0.14 0.01 18.9 30.8 0.18 0.01 45.8 96.6 0.12 0.20 0 6.0 0.17 0.01 72.4 102 0.16 0.02 179 250

PFBS 0 0 0 0 n.d. n.d. n.d. n.d. 0 0 0.07 0.01 19.7 23.8 0.04 0.01 6.4 21.3 0 0 0 0

PFHxS 0.15 0.02 26.5 37.9 0.14 0.01 32.0 36.3 n.d. n.d. n.d. n.d. 0.12 0.01 24.6 36.4 0.16 0.07 31.4 37.3 0.13 0.02 23.7 47.1 0.09 0.00 57.2 91.5 0.18 0.04 51.4 58.7

PFOS 2.03 0.44 96.9 115 2.01 0.05 50.9 54.3 n.d. n.d. n.d. n.d. 1.86 0.26 490 771 1.87 0.19 517 590 2.18 0.08 467 1320 1.91 0.24 1470 2870 2.04 0.19 131 157

[µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max [µg/kg] SD min max

PFHxA 0 0 0 4.7 n.d. n.d. n.d. n.d. 0 0 0.07 0.01 16.4 23.1 0.08 0.03 10.0 25.7 0.03 0.00 22.6 33.0 0 3.0

PFHpA 0.24 0.00 29.5 40.5 0.60 0.01 31.3 50.6 n.d. n.d. n.d. n.d. 0.25 0.01 39.2 43.6 0.31 0.00 83.0 116 0.28 0.04 89.9 162 0.23 0.01 47.6 54.7 0.24 0.01 73.2 92.5

PFOA 0.24 0.01 3.1 4.3 0.48 0.04 4.6 6.6 n.d. n.d. n.d. n.d. 0.23 0.01 176 240 0.32 0.01 350 409 0.31 0.03 288 427 0.24 0.02 104 179 0.22 0.01 1.1 3.0

PFNA 0.16 0.01 11.3 13.4 0.29 0.01 12.8 19.2 n.d. n.d. n.d. n.d. 0.16 0.01 96.1 199 0.21 0.01 334 348 0.19 0.02 243 338 0.16 0.00 100 104 0.15 0.01 25.1 39.3

PFDA 0.12 0.01 475 785 0.22 0.02 977 1280 n.d. n.d. n.d. n.d. 0.12 0.00 106 132 0.16 0.00 277 360 0.15 0.02 201 263 0.12 0.00 181 218 0.12 0.01 1260 1920

PFUdA 0.22 0.02 94.9 166 0.34 0.01 279 291 n.d. n.d. n.d. n.d. 0.24 0.01 219 294 0.31 0.02 465 622 0.29 0.03 603 746 0.23 0.00 283 358 0.24 0.01 423 489

PFDoA 0.25 0.02 268 897 0.41 0.01 1680 1740 n.d. n.d. n.d. n.d. 0.29 0.01 239 257 0.37 0.00 670 736 0.36 0.04 508 757 0.28 0.01 236 284 0.26 0.00 2100 3030

PFTeDA 0.19 0.17 0 92.7 0.34 0.03 122 127 n.d. n.d. n.d. n.d. 0.28 0.04 25.6 39.2 0.40 0.02 95.8 113 0.30 0.27 0 15.3 0.32 0.04 87.1 181 0.33 0.05 527 624

PFBS 0 0 0 0 n.d. n.d. n.d. n.d. 0 0 0.11 0.02 23.4 36.9 0.07 0.02 33.8 41.6 0 0 0 0

PFHxS 0.13 0.01 39.0 49.0 0.16 0.02 40.7 49.0 n.d. n.d. n.d. n.d. 0.14 0.02 44.0 60.3 0.16 0.01 45.9 54.7 0.14 0.02 62.1 79.0 0.11 0.01 104 148 0.13 0.01 83.3 98.8

PFOS 2.00 0.14 78.4 104 2.23 0.06 47.2 52.9 n.d. n.d. n.d. n.d. 2.13 0.28 491 932 2.57 0.03 665 1230 2.35 0.25 838 1190 2.32 0.13 1830 4350 1.94 0.14 121 171

S/N Quantification S/N

Table S5. Minimum and maximum S/N of peak intensities and quantification results (means and standard deviation (SD)) after SPE from primary methanolic extracts of PFAAs from wild boar liver samples (n = 3) with eight different methods.

a,b 

Quantification S/N Quantification S/N Quantification S/N Quantification S/N Quantification S/N Quantification S/N

Liver

PFAS

Dsp1 Dsp2 OWax Hybr EnvC EnvC-Hybr Hybr-EnvC OWax-EnvC

Quantification

a Table cells shaded in red, yellow or green reflect PFAA peak intensities with S/N < 3 (below the LOD), S/N > 3 and < 10, or S/N > 10 (above the LOQ), respectively.

b For this overview, quantification data were set to “< LOD” if at least one out of three signals measurements showed a S/N < 3.

PFAS

OWax-EnvC Dsp2 OWax EnvC-Hybr

Quantification S/N Quantification S/N Quantification

Kidney

Table S6. Minimum and maximum S/N of peak intensities and quantification results (means and standard deviation (SD)) after SPE from primary methanolic extracts of PFAAs from wild boar kidney samples (n = 3) with eight different methods.

a,b 

EnvC Hybr Dsp1 Hybr-EnvC

Quantification S/N S/N Quantification

a Table cells shaded in red, yellow or green reflect PFAA peak intensities with S/N < 3 (below the LOD), S/N > 3 and < 10, or S/N > 10 (above the LOQ), respectively.

b For this overview, quantification data were set to “< LOD” if at least one out of three signals measurements showed a S/N < 3.

S/N Quantification S/N Quantification S/N Quantification S/N

< LOD 

< LOD  < LOD < LOD 

< LOD

< LOD 

< LOD

< LOD

a Table cells shaded in red, yellow or green reflect PFAA peak intensities with S/N < 3 (below the LOD), S/N > 3 and < 10, or S/N > 10 (above the LOQ), respectively.

b For this overview, quantification data were set to “< LOD” if at least one out of three signals measurements showed a S/N < 3.

Lung

S/N

OWax

Quantification S/N

Dsp1

Quantification S/N S/N Quantification S/N Quantification S/N Quantification S/N Quantification S/N Quantification

PFAS

Owax-EnvC Dsp2 EnvC Hybr-EnvC

< LOD

< LOD

< LOD < LOD

< LOD < LOD

< LOD

< LOD

< LOD < LOD

< LOD

< LOD

< LOD

< LOD  < LOD < LOD 

< LOD

< LOD

< LOD

< LOD

< LOD

Table S7. Minimum and maximum S/N of peak intensities and quantification results (means and standard deviation (SD)) after SPE from primary methanolic extracts of PFAAs from wild boar lung samples (n = 3) with eight different methods.

a,b 

EnvC-Hybr Hybr

Quantification
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