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Supplemental Figure S1. The schematic illustration of the breeding strategy of osteoclastic miR17~92 conditional overexpression transgenic mice.


[bookmark: _Hlk166871586]Supplemental Table S1. Sequence of PCR primer sets for the test mouse genes.
	Gene
	Gene Accession #
	Forward Primer
	Reverse Primer
	Tm (oC)

	PTP-oc
	U32587.1
	5'-TGACTTTAGCCGAGTGAGATTAC-3'
	5'-GGTGAGTTGTACCCAGGAATATAG-3'
	60

	Cre
	DQ023272.1
	5’-GTGTAGAGAAGGCATTAGC-3’
	5’-CTGACCAGAGTCATCCTTAG-3’
	60

	Atp6v0d2
	NM_175406.3
	5'-TGGACATGACCACAACCTGCAGTA-3'
	5'-TCGCACAGAGGGATCCATGAAGTT-3'
	60

	Calcr
	NM_007588.2
	5'-TACTTCCCGGACTTTGACACAGCA-3'
	5'-TCGGTTGCTGTCAGGGTGTCTAAA-3'
	60

	Clcn7
	NP_036060
	5’-ATCGTGGCCTTCATAGAGCCTGTT-3’
	5’-ATCCTGAGTGGATCATTGGCCCTT-3’
	60

	Itgb3
	EDL34227
	5’-TTCAATGCCACCTGCCTCAACAAC-3’
	5’-ACGCACCTTGGCCTCGATACTAAA-3’
	60

	Mmp3
	AAO37583.1
	5’-AGCTGAGGACTTTCCAGGTGTTGA-3’
	5’-ACACAGGATGCCTTCCTTGGATCT-3’
	60

	Oscar
	AAI37777.1
	5’-GTCAGGCTTGTTGAAGGATTAAAG-3’
	5’-AAGGCACAGGAAGGAAATAGAG-3’
	60

	Oc-Stamp
	AB109560
	5’-TGGGCCTCCATATGACCTCGAGTAG-3’
	5’-TCAAAGGCTTGTAAATTGGAGGAGT-3’
	60

	Rank
	NM_009399.3
	5’-TAGGACGTCAGGCCAAAGGACAAA-3'
	5’-AGGGCCTACTGCCTAAGTGTGTTT-3'
	60

	Fos
	NM_010234
	5’-TTGATGGATCCGGCCTTGCAAATG-3’
	5’-TATGTTGGGAAGGTTGGCTGGACA-3’
	60

	Nfact1
	AF239169.1
	5’-AGATGGTGCTGTCTGGCCATAACT-3’
	5’-TGGTTGCGGAAAGGTGGTATCTCA-3’
	60

	Acp5
	BC029644.1
	5’-AAGAACTTGCGACCATTGTTAGC-3’
	5’-AGCCGCCCAGGGAGTCCTCAGATC-3’
	60

	Mitf
	NM_001113198.1
	5’-ACATGTCCACTGGAAGCCCAGTAA-3’
	5’-ATGAACGTATGAGGCCAGTGAGCA-3’
	60

	TNFα
	D84199.2
	5’-TAGGACGTCAGGCCAAAGGACAAA-3’
	5’-AGGGCCTACTGCCTAAGTGTGTTT-3’
	60

	Traf6
	D84655.1
	5’-AGCTGTCCTCTGGCAAATATC-3’
	5’-GTTGGGCAGTCCAGATCATAA-3’
	60

	Ppia
	NM_008907
	5’-AATAGAAGCAGCAGGACCTGGGAA-3’
	5’-AAAGCAAAGCCTGCCAGAAGACAC-3’
	60
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