
TGTATCTAAACCATGGGGTGTGTTTAGGGTGTGTGCCTGTAAGAAAAAAAAAAAAAAAAAAAAAAAAAAA---CCGTGAAAAGCCTTAAGAATGAGGCTTTATGGCGTACTTCATTTCCTTGCCACAGGTAGGGACAGTGACCATGACCCCTTT
TGTATCTAAACCATGGGGTGTGTTTAGGGTGTGTGCCTGTAACAAAAAAAAAAAGAAAAA------------CCCGTGAAAACCCTTAAGAATGAGGCTTTATGGCGTACTTCATTTCCTTGCTACAGGTAGGGGCAATGACCATGACCCCTTT
TGT-TCTAAAA-ACGCGGCGTGTAAAGGATTTGTGCTAGTAACAGGCAAAAACAAAAAAA-------------CCGTGGAAACCCTTAAGAATGAGGTTTTATAGTGTACCGCATTTCCT-GTCACCGGCCGGTACAGTGACCGTAAGGCCTGT

AAACACT
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Supplementary Fig 2 The part of the M-type VD1 primary structure from two reference Canadian M. trossulus M and F genomes (HM462081, 

HM462080) and corresponding part of M. trossulus recombinant genome from Bergen. Presented sequence domain is suggested to be crucial 

in paternal transmission of mtDNA. The adenine tract (frame) and the binding site (gray box) are key for the formation of specific complex 

with protein factor that occurs only in male gonads (Kyriakou et al. 2015).
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