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Table S1. Primers, recipes, and thermal conditions for amplifying a part of the 165 rRNA gene.

Primers for assaying the bacterial community

Primer  Gene _ Location Primer sequence Primer length Product size PCR recipe PCR 1 conditions
16S_F 16S rDNA V3 CCTACGGGNGGCWGCAG 17 464 Ingredients Volume (ul) Step Time Temperature
16S_R 168 rDNA v4 GACTACHVGGGTATCTAATCC 21 Kapa Ready Mix (2x) 12,5 Initial denaturation 3 min 95°C
F Primer 0.75 Denaturation 30s 95°C
p adaptor (with primer underlined) R Primer 0.75 Anneling 30s 55°C 25 cycles
TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCCTACGGGNGGCWGCAG gDNA 2 Extension 30s 72°C
GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGACTACHVGGGTATCTAATCC DNase-, RNase-free water 9 Final extension 5 min 72°C
Total: 25
PCR 2 conditions
Step Time Temperature
Initial denaturation 3 min 95°C
Denaturation 30s 95°C
Anneling 30s  55°C 8 cycles
Extension 30s 72°C

Final extension 5 min 72°C



Table S2. Number of biological replicates for each sea urchin species before and after quality control of 16S rRNA sequences.

Species n before n after
Echinometra sp. A 3 3
Echinometra sp. B 4 4

Echinometra lucunter 15 15
Echinometra vanbrunti 15 11

Echinometra viridis 15 15



Table S3. Summary of one-way ANOVA and post-hoc test results comparing alpha diveristy species.

DF  Sum of Squares F Ratio Prob >F Observed ASVs

Observed ASVs 4 27,624.000 6.052  <0.001 Summary P Value
Phylogenetic diversity 4 172.800 6.896  <0.001 E sp.A vs E sp.B ns 0.997
Dominance 4 0.054 1.553 0.204 E. sp. A vs E. lucunter i 0.004
Evenness 4 0.057 1.249 0.305 E. sp. A vs E. vanbrunti ns 0.152

E. sp. A vs E.viridis ns 0.051

E. sp.B vs E. lucunter ok 0.005

E. sp.B vs E. vanbrunti ns 0.218

E. sp. B vs E. viridis ns 0.068

E. lucunter vs E. vanbrunti ns 0.219

E. lucunter vs E. viridis ns 0.509

E. vanbrunti vs E. viridis ns 0.959

Phylogenetic diversity
Summary P Value

E sp.A vs E. sp.B ns 0.994
E. sp. A vs E. lucunter ok 0.002
E. sp. A vs E.vanbrunti ® 0.045

E. sp. A vs E. viridis ns 0.082
E. sp.B vs E. lucunter w* 0.002
E. sp. B vs E. vanbrunti ns 0.071

E. sp.B vs E. viridis ns 0.131

E. lucunter vs E. vanbrunti ns 0.440
E. lucunter vs E. viridis ns 0.123
E. vanbrunti vs E. viridis ns 0.982

Dominance
Summary P Value

E sp.A vs E sp.B ns 0.562
E. sp. A vs E. lucunter ns 0.377
E. sp. A vs E. vanbrunti ns 0.117

E. sp. A vs E.viridis ns 0.317
E. sp.B vs E. lucunter ns >0.999
E. sp.B vs E. vanbrunti ns 0.935

E. sp. B vs E. viridis ns >0.999

E. lucunter vs E. vanbrunti ns 0.774
E. lucunter vs E. viridis ns 1.000
E. vanbrunti vs E. viridis ns 0.864

Evenness
Summary P Value

E sp.A vs E. sp.B ns 0.661
E. sp. A vs E. lucunter ns 0.853
E. sp. A vs E.vanbrunti ns 0.304

E. sp. A vs E. viridis ns 0.704
E. sp.B vs E. lucunter ns 0.953
E. sp. B vs E. vanbrunti ns 0.994

E. sp.B vs E. viridis ns 0.995

E. lucunter vs E. vanbrunti ns 0.495
E. lucunter vs E. viridis ns 0.989

E. vanbrunti vs E. viridis ns 0.767



Table S4. PERMANOVA results and pairwise comparisons for unweighted and weighted UniFrac for Echinometra .

method name
test statistic name
sample size
number of groups
test statistic
p-value
number of permutations

method name
test statistic name
sample size
number of groups
test statistic
p-value
number of permutations

PERMANOVA
pseudo-F
48
5
2.562
0.001
999

PERMANOVA
pseudo-F
48
5
5.350
0.001
999

UNWEIGHTED UNIFRAC

Group 1
Echinometra sp. A
Echinometra sp. A
Echinometra sp. A
Echinometra sp. A
Echinometra sp. B
Echinometra sp. B
Echinometra sp. B

Echinometra lucunter
Echinometra lucunter
Echinometra vanbrunti

Group 2
Echinometra sp. B
Echinometra lucunter
Echinometra vanbrunti
Echinometra viridis
Echinometra lucunter
Echinometra vanbrunti
Echinometra viridis
Echinometra vanbrunti
Echinometra viridis
Echinometra viridis

WEIGHTED UNIFRAC

Group 2
Echinometra sp. B
Echinometra lucunter

Group 1
Echinometra sp. A
Echinometra sp. A
Echinometra sp. A Echinometra vanbrunti
Echinometra sp. A
Echinometra sp. B Echinometra lucunter
Echinometra sp. B
Echinometra sp. B Echinometra viridis

Echinometra lucunter
Echinometra lucunter
Echinometra vanbrunti

Echinometra viridis
Echinometra vanbrunti
Echinometra vanbrunti

Echinometra viridis
Echinometra viridis

Sample size Permutations pseudo-F p-value

7 999 1.653 0.030
18 999 1.906 0.002
14 999 2.052 0.006
18 999 1.932 0.002
19 999 3.290 0.001
15 999 3.342 0.003
19 999 3.225 0.002
26 999 3.003 0.001
30 999 1.153 0.100
26 999 3.884 0.001

Sample size Permutations pseudo-F p-value

7 999 2.520 0.024
18 999 2.658 0.015
14 999 2237 0.012
18 999 5.487 0.002
19 999 3.816 0.001
15 999 3.632 0.002
19 999 7.382 0.001
26 999 6.873 0.001
30 999 1.600 0.088
26 999 14.444  0.001



Table S4. PERMDISP results and pairwise comparisons for unweighted and weighted UniFrac for Echinometra .

UNWEIGHTED UNIFRAC

method name PERMDISP Group 1 Group 2 Sample size Permutations pseudo-F p-value
test statistic name F-value Echinometra sp. A Echinometra sp. B 7 999 1.243 0.397
sample size 48 Echinometra sp. A Echinometra lucunter 18 999 11.811 0.686
number of groups 5 Echinometra sp. A Echinometra vanbrunti 14 999 2.846 0.675
test statistic 22.326 Echinometra sp. A Echinometra viridis 18 999 12.405  0.731
p-value 0.018 Echinometra sp. B Echinometra lucunter 19 999 135.038  0.001
number of permutations 999 Echinometra sp. B~ Echinometra vanbrunti 15 999 38.337  0.001
Echinometra sp. B Echinometra viridis 19 999 145.967  0.001
Echinometra lucunter  Echinometra vanbrunti 26 999 10.476  0.003
Echinometra lucunter Echinometra viridis 30 999 0.036 0.827
Echinometra vanbrunti  Echinometra viridis 26 999 11.731 0.008

WEIGHTED UNIFRAC

method name PERMDISP Group 1 Group 2 Sample size Permutations pseudo-F p-value
test statistic name F-value Echinometra sp. A Echinometra sp. B 7 999 0.500 0.561
sample size 48 Echinometra sp. A Echinometra lucunter 18 999 9.448 0.145
number of groups 5 Echinometra sp. A Echinometra vanbrunti 14 999 3.851 0.173
test statistic 9.340 Echinometra sp. A Echinometra viridis 18 999 4.264 0.172
p-value 0.001 Echinometra sp. B Echinometra lucunter 19 999 31.391 0.001
number of permutations 999 Echinometra sp. B Echinometra vanbrunti 15 999 23.981 0.001
Echinometra sp. B Echinometra viridis 19 999 20.105  0.012
Echinometra lucunter  Echinometra vanbrunti 26 999 6.222 0.007
Echinometra lucunter Echinometra viridis 30 999 6.143 0.028

Echinometra vanbrunti ~ Echinometra viridis 26 999 0.022 0.861



Table S6. Statistical tables for testing phylosymbiosis across the five Echinnometra species.

Unrooted Robinson-Foulds
Host-Microbe Score: 0.0
Max Stochastic Metric: 2.0
Normalized Score: 0.0
Random Trees with Equivalent or More Congruent Score: 692
Total Trees: 10,000
P-Value: 0.0692

Unrooted Matching Split
Host-Microbe Score: 0.0
Max Stochastic Metric: 4.0
Normalized Score: 0.0
Random Trees with Equivalent or More Congruent Score: 692
Total Trees: 10,000
P-Value: 0.0692
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Table S7. Statistical tables for testing phylosymbiosis across the ten echinoid species.

CORE ACROSS 5 (ALL) SPECIES

Taxa
d__Bacteria; p__B: ;e B idia; o__B: idales; f _Prolixibacteraceae; g Roseimarinus; s__uncultured_Bacteroidetes
d__Bacteria; p__Bacteroidota; ¢ B idia; o__Cytophagales; f _Cyclobacteriaceae; g__Cyclobacteriaceae; s__Persicobacter_sp.

d__Bacteria; p__Firmicutes; ¢__Bacilli; o__Erysipelotrichales; f _Erysipelotrichaceae; g_ ZOR0006; s__uncultured_bacterium
d__Bacteria; p__Firmicutes; ¢__Clostridia; o__Peptostreptococcales-Tissierellales; f _Fusibacteraceae; g Fusibacter; s__uncultured_bacterium

d__Bacteria; p__Fusot iota; ¢__Fusot iia; o__Fusot iales; f_Fusot iaceae; g_ Prc s__uncultured_bacterium
d__Bacteria; p__Proteobacteria; c__G bacteria; o__ Alter dales; f _Ps 1 i _ Pseudoal onas; s__P: omonas_phenolica
d__Bacteria; p__Proteot ia;c_ G t ia; 0__ O irillales; f__ O pirillaceae; g Oceanospirillum; s__uncultured_Oceanospirillum

d__Bacteria; p__Proteobacteria; c_ Gammaproteobacteria; o__Vibrionales; f _Vibrionaceae; g_ Photobacterium; s__Photobacterium_sp.
d__Bacteria; p__Proteot ia;c_ G ia; o__Vibrionales; f _Vibrionaceae; g_ Photobacterium; s__uncultured_gamma
d__Bacteria; p__Proteobacteria; c_ Gammaproteobacteria; o__Vibrionales; f _Vibrionaceae; g_ Vibrio; s__ Vibrio_fortis
d__Bacteria; p__Proteot ia;c_ G ia; 0__Vibrionales; f__Vibrionaceae; g_ Vibrio; s__ Vibrio_fortis
d__Bacteria; p__Proteobacteria; c_ Gammaproteobacteria; o__Vibrionales; f _Vibrionaceae; g_ Vibrio; s__ Vibrio_fortis

d__Bacteria; p__Proteot ia;c_ G t ia; 0__Vibrionales; f _Vibrionaceae; g_ Vibrio; s__ Vibrio_harveyi
CORE ACROSS 4 SPECIES
Taxa
d__Bacteria; p__B: ;e B idia; 0__B: idales; f _Prolixibacteraceae; g Roseimarinus; s__uncultured_Bacteroidetes

g R inus;s__ 1

d__Bacteria; p__Bacteroidota; ¢ Bacteroidia; o__Bacteroidales; f__Prolixi ] | ]
d__Bacteria; p__B: ;e B idia; o__B: idales; f _Prolixibacteraceae; g Roseimarinus; s__uncultured_Bacteroidetes

d__Bacteria; p__Bacteroidota; ¢ B idia; o__Cy! s; f__Cyclobacteriaceae; g__Cyclobacteriaceae; s__Persicobacter_sp.

d__Bacteria; p__Bacteroidota; ¢ Bacteroidia; o__Flavobacteriales; f Cryomorphaceae; g NS10_marine_group; s__uncultured_Bacteroidetes
d__Bacteria; p__Desulfobacterota; ¢__Desulfovibrionia; o__Desulfovibrionales; f _Desulfovibrionaceae; g Desulfovibrio; s__uncultured_bacterium
d__Bacteria; p__Firmicutes; ¢__Bacilli; o__Erysipelotrichales; f _Erysipelotrichaceae; g_ ZOR0006; s__uncultured_bacterium

d__Bacteria; p__Firmicutes; ¢__Clostridia; o__Peptostreptococcales-Tissierellales; f _Fusibacteraceae; g Fusibacter; s__uncultured_bacterium
d__Bacteria; p__Fusot iota;c__F iia; o__Fusot iales; f_Fi ioni s__uncultured_bacterium
d__Bacteria; p__Fusobacteriota; ¢ __Fusobacteriia; o__F iales; f_Fi 1 Itured_bacterium
d__Bacteria; p__Proteot ia; c__Alphap ia; o Rhodospirillales; f _uncultured; g uncultured; s__gut_metagenome

d__Bacteria; p__Proteobacteria; ¢__Alphaproteobacteria; o__Rhodospirillales; f _uncultured; g__uncultured; s__gut metagenome

d__Bacteria; p__Proteot ia; ¢ Alpk ia; 0__Rhodospirillales; f _uncultured; g uncultured; s__marine_metagenome

haoal

iaceae; g__ Prc

iaceae; g Propionigenil s

d__Bacteria; p__Proteobacteria; ¢__Alphapr ia; o__Sphi i f_Spt d g__ Altererythrobacter; s__uncultured_organism
d__Bacteria; p__Proteot ia;c_ G t ia; o Alter dales; f__Colwelli ¥ -8 Itured; s_ 1 Itured_bacterium

d__Bacteria; p__Proteobacteria; c__G bacteria; o__Alter dales; f _Idiomarinaceae; g__Idiomarina; s__Idiomarina_baltica

d__Bacteria; p__Proteot ia;c_ G t ia; 0__ Alter dales; f__Pseudoalteromonad ; g Pseudoall ; s__Pseudoalteromonas_phenoli
d__Bacteria; p__Proteobacteria; c__G bacteria; o__Alter dales; f_Ps I d g Pseudoal onas; s__Pseud omonas_s
d__Bacteria; p__Proteot ia;c_ G t ia; o__ Alter dales; f__Sh 11 g_ Ferrimonas; s__Ferrimonas_marina

d__Bacteria; p__Proteobacteria; c__ G bacteria; o__Alter dales; f St 11: g_ Ferrimonas; s__Ferrimonas_marina

d__Bacteria; p__Proteol ia;c_ G t ia; o Alter dales; f Sk 11 g_ Ferrimonas; s__Ferrimonas_sp.

d__Bacteria; p__Proteobacteria; c__ G bacteria; o__ O« irillales; f O spirillaceae; g Oc spirillum; s__uncultured_Oceanospirillum

d__Bacteria; p__Prc ia;c_ G ia; 0__Vibrionales; f__Vibrionaceae; g_ Photobacterium; s__Photobacterium_sp.
d__Bacteria; p__Proteobacteria; c_ Gammaproteobacteria; o__Vibrionales; f _Vibrionaceae; g_ Photobacterium; s__Photobacterium_sp.
d__Bacteria; p__Proteot ia;c_ G ia; 0__Vibrionales; f__Vibrionaceae; g_ Photobacterium; s__Photobacterium_sp.
d__Bacteria; p__Proteobacteria; c_ Gammaproteobacteria; o__Vibrionales; f _Vibrionaceae; g Photobacterium; s__uncultured_gamma
d__Bacteria; p__Proteot ia;c_ G ia; 0__Vibrionales; f__Vibrionaceae; g_ Photobacterium; s__uncultured_gamma
d__Bacteria; p__Proteobacteria; c_ Gammaproteobacteria; o__Vibrionales; f _Vibrionaceae; g Photobacterium; s__uncultured_gamma
d__Bacteria; p__Proteot ia;c_ G ia; 0__Vibrionales; f__Vibrionaceae; g_ Photobacterium; s__uncultured_gamma
d__Bacteria; p__Proteobacteria; c_ Gammaproteobacteria; o__Vibrionales; f _Vibrionaceae; g Vibrio; s_ Vibrio_brasiliensis
d__Bacteria; p__Proteot ia;c_ G ia; 0__Vibrionales; f__Vibrionaceae; g_ Vibrio; s__ Vibrio_coralliilyticus
d__Bacteria; p__Proteobacteria; c_ Gammaproteobacteria; o__Vibrionales; f _Vibrionaceae; g_ Vibrio; s__ Vibrio_fortis

d__Bacteria; p__Proteot ia;c_ G ia; 0__Vibrionales; f__Vibrionaceae; g_ Vibrio; s__ Vibrio_fortis

d__Bacteria; p__Proteobacteria; c_ Gammaproteobacteria; o__Vibrionales; f _Vibrionaceae; g Vibrio; s__ Vibrio_harveyi

d__Bacteria; p__Proteot ia;c_ G ia; 0__Vibrionales; f__Vibrionaceae; g_ Vibrio; s__ Vibrio_xuii




Table 8. One-way ANOVA results comparing evolutionary divergence.

DF Sum of Squares F Ratio Prob>F Adjusted P Value

Species age vs microbiome divergence per million years 3 33.12 2449 <0.0001 Echi a vanbrunti, Echi a lucunter vs. Echi a vanbrunti, Echiy a viridis 0.155
E vanbrunti, Echir lucunter vs. Echi ‘a lucunter, Echi a viridis <0.0001

Ech a vanbrunti, Echiy a lucunter vs. Echinometra sp. A, Echinometra sp. B <0.0001

Ech ‘a vanbrunti, Echir ‘a viridis vs. Echir ‘a lucunter, Echir a viridis <0.0001

Ech a vanbrunti, Echi a viridis vs. Echi a sp. A, Echi asp. B <0.0001

Ech a lucunter, E viridis vs. Echir sp. A, Echi asp. B <0.0001



‘Table $9. Means of adjusted p-values for each individual link among Echinometra spp. and core ASVs assigned to Photobacierium .

Species Bacterial ASV. Adjusted mean p-value
Echinometra sp. A 622daf3b69b666b143c81329bfe2650¢ 0.128
Echinometra sp. A dce9fT0a62679%149c1eTbcafc72737F 0.034
Echinometra sp. A 9a323¢8701432695¢8daal 420c5f1 8¢ 0.112
Echinometra sp. A Sed1218ffeda793df494ed2a08cfefd7 0.082
Echinometra sp. A ©42824761d07d239b 1€2a7fafbb6c27 0.022
Echinometra sp. A 242¢1984fc] 4a3baef0e625a2b8ad 11 0.052
Echinometra sp. A 292¢9129¢a9175bf1423¢1b3ub86¢385 0.007
Echinometra sp. A €fa04217e0a3¢9858e6ee1 942c0ad6b 0.995
Echinometra sp. A 12adca95060372b400a868b17¢1381d6 0.026
Echinometra sp. A 888b1d47bd50adef51473dba0747439% 0.016
Echinometra sp. B 622daf3b69b666b143¢8139bfe2650¢ 0.128
Echinometra sp. B SfFAM266¢17d14€0628267253a291474 0220
Echinometra sp. B 61df8fb75d0bddd 14£e26330890eea33 0.059
Echinometra sp. B 9c410204ca8ee62a3583503b61£253 0310
Echinometra sp. B 9a323¢8701432695¢8daal 420c5f1 8¢ 0.115
Echinometra sp. B ade3d4Tcs 14a93c04377312127a0a8 0478
Echinometra sp. B 5cd1218ffeda793d494ed2a08cfefo7 0.082
Echinometra sp. B 27¢92dbe50706447e530c4e48£35325 0.052
Echinometra sp. B €42824761407d239b 12474 bb6c27 0.021
Echinometra sp. B 44b40429296a17ef1465a4¢b91b302b 0.057
Echinometra sp. B 5¢7031239dd20067e2b95ca068fed2eb 0350
Echinometra sp. B 14£27bc908080422¢7fc b9 7876714 0.529
Echinometra sp. B 292¢9129¢a9175bf1423¢1b3ab86¢385 0.008
Echinometra sp. B 238¢£522372600cbdf02613380c41¢52 0.137
Echinometra sp. B 12adca95060372b400a868b17¢1381d6 0.024
Echinometra sp. B 888b1d47bd50adef51473dba0747439% 0.017
Echinometra lucunter — 494d18¢f308c4b1d426df8875034daa 0332
Echinometra lucunter  61f8fb75d0b4dd14fe26330890cea33 0.942
Echinometra lucunter — e09a065721903930ec97339b883810ac 0.114
Echinometra lucunter  c17f62a81768b5c2127656167aceTc75 0.982
Echinometra lucunter  9a323¢8701{432¢95¢8daal 420¢5f18¢ 0.824

chinometra lucunter — ddSc7a968cedSec7787934643¢543202 0.756
Echinometra lucunter  6490b2aeb9908c89fea78697dbf0b360 0.705
Echinometra lucunter  030b4a7142434129¢14ed2a1 647e88fd 0.063
Echinometra lucunter  57984874807b5421¢fc1b60b86e49067 0415
Echinometra lucunter — a4e344ffc514a93c04377311227a0a8 0.664
Echinometra lucunter  cf241081cc9cecc2de6bA67c89cTdf19 0.942
Echinometra lucunter  5cd1218ffeda793df494ed2a08cfefo7 0.921
Echinometra lucunter — b43b984df604724767da399¢651fed 74 0.110
Echinometra lucunter — df915a97¢ffea9a6744301£773416c93 0.948
Echinometra lucunter  44b40429296ala7ef1465a4eb91b802b 0957
Echinometra lucunter  8b44045¢4de649d0cf312632a5c9a3a3 0.079
Echinometra lucunter  dcd7df5962236428¢2061¢b97ed3 1a18 0.350

chinometra lucunter  9d8f5656b694d250ad8 13463158380 0.078
Echinometra lucunter  ded8eac66eb7d6bbal 38a9adectf73fe 0.083
Echinometra lucunter  5¢703£239d20067¢2b95ca068fed2eb 0.819
Echinometra lucunter  d7a54¢5£d384823615b24db6dbad3867 0322
Echinometra lucunter  14127bc908080422¢7c16c9787d6714 0.675
Echinometra lucunter  f72e2af05aee9acee0485160c491636 0450
Echinometra lucunter  1408d17347dfacf2bdc4a086¢20976 0722
Echinometra lucunter — 12b26d67b36812868d5bc6e8c3829¢4b. 0.069
Echinometra lucunter  992ach0a28a7578adc966dc618525¢71 0410
Echinometra lucunter  0f2¢9fal 46509dal 64faadd26aae76d 0473
Echinometra lucunter  43db42e823cd0ce2c409a8dbal c622 0.108
Echinometra lucunter — 3bd46ea325adc0306b2362(793149999 0.078
Echinometra lucunter  £7678400038edccfecd 1 73f8dcb0cS I 0.079
Echinometra lucunter  €f0a04217e0a3¢9858ebee1942c0ad6b 0.080
Echinometra lucunter  12adca950¢0372b400a868b17f1381d6 0.956
Echinometra lucunter — 40c4b3a90bbd 132¢5¢791277d782¢6ab 0.930
Echinometra lucunter  4887d2c3d912f4824143becTbac808db 0.085
Echinometra lucunter  888b1d47bd50adef51473dba0747439% 0.969
Echinometra lucunter  73f4d322ceSaaf1ef24f07e8b18648¢3 0.598
Echinometra lucunter  475acbacd0ff7ada80d3135f13113a68 0.762
Echinometra lucunter — 219676e60119¢2f33¢88 1a27fc3a9¢6¢ 0.928
Echinometra vanbrunti  622daf3b69b666b143c8£329bfe2650¢ 0.880
Echinometra vanbrunti - 61df$fb75d0b4dd14£e26330890eea33 0.859
Echinometra vanbrunti  9323¢8701{432¢95¢8daal 420c5f18¢ 0.814
Echinometra vanbrunti  030b4a714a43419¢14ed2al 647¢88d 0.128
Echinometra vanbrunti  a4€3441fc5 14293043 77312272008 0.688
Echinometra vanbrunti 266476948 fcb77f1 1 fefel cef898bces 0.883
Echinometra vanbrunti  5cd1218ffeda793df494ed2a08cfefd7 0.884
Echinometra vanbrunti  27692dbe506706447¢530c4e48135325 0918
Echinometra vanbrunti  957e72d2¢3893¢96e30a42605¢85 12 0.941
Echinometra vanbrunti  14£2Tbc908080422¢7fc1bc9787d6714 0.646
Echinometra vanbrunti  ¢5c0485¢1¢f283b04af6886¢5d30ddes 0,999
Echinometra vanbrunii 1262667b36812868d5be6c8c3829edb 0.140
Echinometra vanbrunti  242e1984fc14a3baefe625a2b8ad el 0897
Echinometra vanbrunti - 292691a9¢a9175bf1423¢1b3ab86e385 0.984
Echinometra vanbrunti - 12adca950¢0372b400a868b17f1381d6 0.888
Echinometra vanbrunii  888b1d47bd50adefs1473dba0747439¢ 0913
Echinometra vanbrunti  17631ed189b410ad3f441£287b90c54d 0.701
Echinometra vanbrunti  73f4d322ceSaaf1 ef24f07e8b18648¢3 0.587
Echinometra vanbrunti  89edfbe]e74daas5154£59498a015d91 0.940
Echinometra viridis 494d18¢f308c4b1ed426d18875034daa 0335
Echinometraviridis  5177376556934cea2d484bTalbladse? 0.994
Echinometra viridis d72£e9¢9 1 2eaed26cf0424749dd82d9 0.109
Echinometra viridis STFA266¢17d14¢0¢28267253a291474 0.942

chinometra viridis 61df81b75d0b4dd 14£e26330890cea33 0.940
Echinometra viridis 9c4102D4fca8ee62a3583503b61£253 0.899
Echinometra viridis 9a323¢8701£432695c8daal 420c5f1 8¢ 0.824
Echinometra viridis dd8cTa968ced8ecT787934643¢5d3202 0.740
Echinometra viridis 6490b2acb9908c89fca78697db0b360 0712
Echinometra viridis 030b4a714a4341a9¢ ] 4ed2al 647e88fd 0.080
Echinometra viridis 762419068 1af619770cedbeb9d22f1dd 0.391
Echinometra viridis 4704919529975 309349dcabe6377 0911
Echinometra viridis 4e344fTcS 14293043 77320272028 0.681
Echinometra viridis 266d7b9d8fcb77f1 Ifefel cefS98bces 0952
Echinometra viridis 241081 cc9cecc2de6b467c89cTdf19 0.925
Echinometra viridis 27¢92dbe50706447¢530c4e48135325 0.964

chinometra viridis €42824761d07d239b1 €247 F4fbfb627 0.980
Echinometra viridis df915a97effeada6744301£7734f6¢93 0.942
Echinometra viridis 44b40429296ala7ef1465a4¢b91b802b 0.958
Echinometra viridis 192£e30¢6024fabSSeecTf5553¢192¢9 0.873
Echinometra viridis 8b44045e4de649d0cf312632a5c9a3a3 0.093
Echinometraviridis  90597al 10680c19699660814a86¢61b. 0.889
Echinometra viridis 318a7a3927706£3f1 fbfec968e37e7 0413
Echinometra viridis ded7df5962236428¢2061¢b97ed3 1al§ 0.348
Echinometra viridis 132917bfd8037bS516840670f0ddb2e 0.924
Echinometra viridis 9d8F565616694d250ad8 13d63£58380d 0.096
Echinometra viridis abd83b29e66840bbf41230b0ee70930b 0977
Echinometra viridis de48eac66ebTd6bbal 38aadectiT3fe 0.087
Echinometra viridis 5¢7031239dd2006762b95ca068fed2ch 0.821
Echinometraviridis  d7a54¢5£d384823615b24db6dbad3867 0329
Echinometra viridis d52feaed86cfedbf39e285£82e08874d 0.988
Echinometra viridis 1a7bbaf679b6d83da045ab953a6b6307 0,999
Echinometraviridis  3d60115a35241667143d7497abda329¢ 0977
Echinometra viridis 621424dd0415813£49510b1396dbacc. 0923
Echinometra viridis 14£27bc908080422¢7fc b9 7876714 0.659
Echinometra viridis 1220¢4deb38499a800304652bc02989 0.120
Echinometra viridis 1b7262af05ace9acec0485160c491636 0.449
Echinometra viridis 1408d17347dfacf2bdc4fa0a86¢20976 0712
Echinometra viridis  12b26d67b36812868d5bc6c8c3829e4b. 0.083
Echinometra viridis b491b40521866¢490aeef86966717430 0.680
Echinometra viridis 242¢1984fc] 4a3bacfle625a2bSad 11 0.966
Echinometra viridis 4774ecddTHd86d06287e5FTe48ab6751 0.886
Echinometra viridis Sbf41b638369849fec0c9cI48242937c 0.400
Echinometra viridis 992ach0a28a7578adcI66dc618525¢71 0.403
Echinometra viridis f0269fal 46509dal 64faadd26aacT6d 0471
Echinometra viridis 85af9818cc6el 7481 88302be962Tefa 0977
Echinometraviridis  3bd46ea325adc0306b2362£793149999 0.088
Echinometra viridis £7678400038edocfecd1 73f8dcb0cs I 0.089
Echinometra viridis beel 106334dfT2d9ae7fSbee3bes74d 1 0.105
Echinometra viridis €f0a04217e0a3c9858e6eel 942c0ad6b 0.097
Echinometra viridis 12adcad5060372b400a868b17f1381d6 0.962
Echinometraviridis  40c4b3a90bbd132¢5¢791277d782¢6ab 0919
Echinometra viridis 4887d2c3d91af4824143becl bac808db 0.089
Echinometra viridis 5d363819d26£fb9d1285¢7al 038f0dT 0.098
Echinometra viridis  888b1d47bd50a4ef51473dba0747439% 0.965
Echinometra viridis 17631¢d189b410ad3f441287690c54d 0.742
Echinometra viridis 73f4d322ceSaaf1eR24M07c8b18648¢3 0.599
Echinometra viridis 475acbacd0ff7ada80d3135¢13113a68 0.737

Echinometra viridis 219676e60119c233e88 1a27fe3a%e6c 0921
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