Table S1. OPT protein sequences included in this study.  Proteins are listed in alphabetical order according to genus and species.  Protein abbreviation, GenBank Index#, kingdom, domain, and protein size are also presented. 

	Abberviation
	Organism
	GenBank Index#
	Kingdom
	Domain
	Protein Size (aas)

	Aba1
	Acidobacteria bacterium Ellin345
	94969462
	Acidobacteria
	Bacteria
	664

	Aba2
	Acidobacteria bacterium Ellin345
	94971229
	Acidobacteria
	Bacteria
	675

	Apl1
	Actinobacillus pleuropneumoniae L20
	126209177
	Gammaproteobacteria
	Bacteria
	668

	Asu1
	Actinobacillus succinogenes 130Z
	152977801
	Gammaproteobacteria
	Bacteria
	670

	Aod1
	Actinomyces odontolyticus ATCC 17982
	154508464
	Actinobacteria
	Bacteria
	666

	Aca1
	Ajellomyces capsulatus NAm1
	154279250
	Fungi
	Eukaryota
	759

	Ade1
	Anaeromyxobacter dehalogenans 2CP-C
	86156672
	Deltaproteobacteria
	Bacteria
	690

	Ade2
	Anaeromyxobacter dehalogenans 2CP-C
	86158243
	Deltaproteobacteria
	Bacteria
	540

	Asp3
	Anaeromyxobacter sp. Fw109-5
	153005805
	Deltaproteobacteria
	Bacteria
	605

	Asp4
	Anaeromyxobacter sp. Fw109-5
	163766993
	Deltaproteobacteria
	Bacteria
	583

	Asp5
	Anaeromyxobacter sp. Fw109-5
	163767022
	Deltaproteobacteria
	Bacteria
	706

	Asp1
	Anaeromyxobacter sp. K
	153003141
	Deltaproteobacteria
	Bacteria
	540

	Asp2
	Anaeromyxobacter sp. K
	153003206
	Deltaproteobacteria
	Bacteria
	583

	Ath1
	Arabidopsis thaliana
	15218331
	Viridiplantae
	Eukaryota
	664

	Ath2
	Arabidopsis thaliana
	15218799
	Viridiplantae
	Eukaryota
	734

	Ath3
	Arabidopsis thaliana
	15234254
	Viridiplantae
	Eukaryota
	737

	Ath4
	Arabidopsis thaliana
	15236800
	Viridiplantae
	Eukaryota
	673

	Ath5
	Arabidopsis thaliana
	15236912
	Viridiplantae
	Eukaryota
	670

	Ath6
	Arabidopsis thaliana
	15238761
	Viridiplantae
	Eukaryota
	675

	Ath7
	Arabidopsis thaliana
	15238763
	Viridiplantae
	Eukaryota
	755

	Ath8
	Arabidopsis thaliana
	15241078
	Viridiplantae
	Eukaryota
	724

	Ath9
	Arabidopsis thaliana
	18402162
	Viridiplantae
	Eukaryota
	733

	Ath11
	Arabidopsis thaliana
	25083021
	Viridiplantae
	Eukaryota
	677

	Ath12
	Arabidopsis thaliana
	41352045
	Viridiplantae
	Eukaryota
	729

	Ath13
	Arabidopsis thaliana
	42568235
	Viridiplantae
	Eukaryota
	688

	Ath14
	Arabidopsis thaliana
	67460718
	Viridiplantae
	Eukaryota
	766

	Ath15
	Arabidopsis thaliana
	79484897
	Viridiplantae
	Eukaryota
	753

	Ath16
	Arabidopsis thaliana
	79518939
	Viridiplantae
	Eukaryota
	741

	Ath17
	Arabidopsis thaliana
	145359208
	Viridiplantae
	Eukaryota
	736

	Ago1
	Ashbya gossypii ATCC 10895
	45185387
	Fungi
	Eukaryota
	890

	Ago2
	Ashbya gossypii ATCC 10895
	45185483
	Fungi
	Eukaryota
	704

	Ago3
	Ashbya gossypii ATCC 10895
	45187474
	Fungi
	Eukaryota
	885

	Ago4
	Ashbya gossypii ATCC 10895
	45198503
	Fungi
	Eukaryota
	877

	Ago5
	Ashbya gossypii ATCC 10895
	45201069
	Fungi
	Eukaryota
	796

	Acl1
	Aspergillus clavatus NRRL 1
	121699197
	Fungi
	Eukaryota
	788

	Acl2
	Aspergillus clavatus NRRL 1
	121699721
	Fungi
	Eukaryota
	800

	Acl3
	Aspergillus clavatus NRRL 1
	121701255
	Fungi
	Eukaryota
	775

	Acl4
	Aspergillus clavatus NRRL 1
	121705906
	Fungi
	Eukaryota
	793

	Acl5
	Aspergillus clavatus NRRL 1
	121709515
	Fungi
	Eukaryota
	761

	Afu2
	Aspergillus fumigatus Af293
	70999364
	Fungi
	Eukaryota
	792

	Afu3
	Aspergillus fumigatus Af293
	71002356
	Fungi
	Eukaryota
	843

	Ani3
	Aspergillus nidulans FGSC A4
	67542049
	Fungi
	Eukaryota
	746

	Ani4
	Aspergillus nidulans FGSC A4
	67901220
	Fungi
	Eukaryota
	794

	Ani11
	Aspergillus nidulans FGSC A4
	145249626
	Fungi
	Eukaryota
	754

	Ani1
	Aspergillus niger CBS 513.88
	67516837
	Fungi
	Eukaryota
	792

	Ani2
	Aspergillus niger CBS 513.88
	67540564
	Fungi
	Eukaryota
	778

	Ani6
	Aspergillus niger CBS 513.88
	145241488
	Fungi
	Eukaryota
	859

	Ani8
	Aspergillus niger CBS 513.88
	145243688
	Fungi
	Eukaryota
	799

	Ani12
	Aspergillus niger CBS 513.88
	145251507
	Fungi
	Eukaryota
	771

	Aor1
	Aspergillus oryzae
	83766128
	Fungi
	Eukaryota
	725

	Aor2
	Aspergillus oryzae
	83768389
	Fungi
	Eukaryota
	765

	Aor3
	Aspergillus oryzae
	83768538
	Fungi
	Eukaryota
	751

	Aor4
	Aspergillus oryzae
	83768691
	Fungi
	Eukaryota
	774

	Aor5
	Aspergillus oryzae
	83768732
	Fungi
	Eukaryota
	770

	Aor6
	Aspergillus oryzae
	83770379
	Fungi
	Eukaryota
	851

	Aor7
	Aspergillus oryzae
	83770544
	Fungi
	Eukaryota
	778

	Aor8
	Aspergillus oryzae
	83772997
	Fungi
	Eukaryota
	793

	Aor9
	Aspergillus oryzae
	83775779
	Fungi
	Eukaryota
	768

	Ate1
	Aspergillus terreus NIH2624
	115397517
	Fungi
	Eukaryota
	788

	Ate2
	Aspergillus terreus NIH2624
	115401822
	Fungi
	Eukaryota
	780

	Bcl1
	Bacillus clausii KSM-K16
	56962356
	Firmicutes
	Bacteria
	526

	Bsp1
	Bacillus sp. B14905
	126653239
	Firmicutes
	Bacteria
	524

	Bfr1
	Bacteroides fragilis YCH46
	53713327
	Bacteroidetes
	Bacteria
	662

	Bun1
	Bacteroides uniformis ATCC 8492
	160890502
	Bacteroidetes
	Bacteria
	663

	Bvu1
	Bacteroides vulgatus ATCC 8482
	150005284
	Bacteroidetes
	Bacteria
	663

	Bav1
	Bordetella avium 197N
	115422286
	Betaproteobacteria
	Bacteria
	677

	Bbr1
	Bordetella bronchiseptica RB50
	33602645
	Betaproteobacteria
	Bacteria
	693

	Bpe1
	Bordetella petrii DSM 12804
	163856141
	Betaproteobacteria
	Bacteria
	689

	Bfu1
	Botryotinia fuckeliana B05.10
	154292901
	Fungi
	Eukaryota
	767

	Bfu2
	Botryotinia fuckeliana B05.10
	154313655
	Fungi
	Eukaryota
	779

	Bfu3
	Botryotinia fuckeliana B05.10
	154321612
	Fungi
	Eukaryota
	829

	Cco1
	Campylobacter coli RM2228
	57168345
	Epsilonproteobacteria
	Bacteria
	668

	Cla1
	Campylobacter lari RM2100
	57241657
	Epsilonproteobacteria
	Bacteria
	661

	Cup1
	Campylobacter upsaliensis RM3195
	57506152
	Epsilonproteobacteria
	Bacteria
	657

	Cal1
	Candida albicans
	2367386
	Fungi
	Eukaryota
	945

	Cal4
	Candida albicans
	68485275
	Fungi
	Eukaryota
	783

	Cal6
	Candida albicans
	87045975
	Fungi
	Eukaryota
	904

	Cal7
	Candida albicans
	87045979
	Fungi
	Eukaryota
	747

	Cal2
	Candida albicans SC5314
	68475797
	Fungi
	Eukaryota
	718

	Cal3
	Candida albicans SC5314
	68476729
	Fungi
	Eukaryota
	921

	Cal5
	Candida albicans SC5314
	87045969
	Fungi
	Eukaryota
	929

	Cgl2
	Candida glabrata CBS 138
	116182960
	Fungi
	Eukaryota
	724

	Chy1
	Carboxydothermus hydrogenoformans Z-2901
	78045182
	Firmicutes
	Bacteria
	640

	Ccr1
	Caulobacter crescentus CB15
	16126881
	Alphaproteobacteria
	Bacteria
	666

	Csp1
	Caulobacter sp. K31
	113935253
	Alphaproteobacteria
	Bacteria
	662

	Cgl1
	Chaetomium globosum CBS 148.51
	50287709
	Fungi
	Eukaryota
	753

	Cgl3
	Chaetomium globosum CBS 148.51
	116193201
	Fungi
	Eukaryota
	1027

	Cgl5
	Chaetomium globosum CBS 148.51
	116198757
	Fungi
	Eukaryota
	871

	Cba1
	Clostridium bartlettii DSM 16795
	164687644
	Firmicutes
	Bacteria
	648

	Cbe1
	Clostridium beijerinckii NCIMB 8052
	150016123
	Firmicutes
	Bacteria
	640

	Cbo1
	Clostridium botulinum F str. Langeland
	153941447
	Firmicutes
	Bacteria
	651

	Cce1
	Clostridium cellulolyticum H10
	118726871
	Firmicutes
	Bacteria
	537

	Cdi2
	Clostridium difficile 630
	126699006
	Firmicutes
	Bacteria
	642

	Ckl1
	Clostridium kluyveri DSM 555
	153954672
	Firmicutes
	Bacteria
	639

	Cno1
	Clostridium novyi NT
	118445126
	Firmicutes
	Bacteria
	679

	Cpe1
	Clostridium perfringens str. 13
	18310260
	Firmicutes
	Bacteria
	638

	Csp2
	Clostridium sp. L2-50
	160894507
	Firmicutes
	Bacteria
	632

	Cim1
	Coccidioides immitis RS
	119186699
	Fungi
	Eukaryota
	797

	Cim2
	Coccidioides immitis RS
	119190959
	Fungi
	Eukaryota
	810

	Cim3
	Coccidioides immitis RS
	119194107
	Fungi
	Eukaryota
	812

	Cae1
	Collinsella aerofaciens ATCC 25986
	139438467
	Actinobacteria
	Bacteria
	558

	Cci1
	Coprinopsis cinerea okayama7#130
	116500528
	Fungi
	Eukaryota
	757

	Cci2
	Coprinopsis cinerea okayama7#130
	116504373
	Fungi
	Eukaryota
	824

	Cci3
	Coprinopsis cinerea okayama7#130
	116506493
	Fungi
	Eukaryota
	1292

	Cci4
	Coprinopsis cinerea okayama7#130
	116509017
	Fungi
	Eukaryota
	726

	Cci5
	Coprinopsis cinerea okayama7#130
	116509020
	Fungi
	Eukaryota
	771

	Cci6
	Coprinopsis cinerea okayama7#130
	116510327
	Fungi
	Eukaryota
	772

	Cdi1
	Corynebacterium diphtheriae NCTC 13129
	38232950
	Actinobacteria
	Bacteria
	658

	Cne4
	Cryptococcus neoformans var. neoformans B-3501A
	134113154
	Fungi
	Eukaryota
	797

	Cne1
	Cryptococcus neoformans var. neoformans JEC21
	58259793
	Fungi
	Eukaryota
	812

	Cne2
	Cryptococcus neoformans var. neoformans JEC21
	58265596
	Fungi
	Eukaryota
	740

	Cne3
	Cryptococcus neoformans var. neoformans JEC21
	58268358
	Fungi
	Eukaryota
	961

	Dha1
	Debaryomyces hansenii CBS767
	50413511
	Fungi
	Eukaryota
	776

	Dha2
	Debaryomyces hansenii CBS767
	50417315
	Fungi
	Eukaryota
	850

	Dha3
	Debaryomyces hansenii CBS767
	50419775
	Fungi
	Eukaryota
	907

	Dha4
	Debaryomyces hansenii CBS767
	50423315
	Fungi
	Eukaryota
	723

	Dre1
	Desulfotomaculum reducens MI-1
	134300485
	Firmicutes
	Bacteria
	656

	Ddi1
	Dictyostelium discoideum AX4
	66802892
	Slime Mold
	Eukaryota
	777

	Eve1
	Eubacterium ventriosum ATCC 27560
	154484314
	Firmicutes
	Bacteria
	649

	Gze1
	Gibberella zeae PH-1
	46115170
	Fungi
	Eukaryota
	874

	Gze2
	Gibberella zeae PH-1
	46115236
	Fungi
	Eukaryota
	789

	Gze3
	Gibberella zeae PH-1
	46120458
	Fungi
	Eukaryota
	782

	Gze4
	Gibberella zeae PH-1
	46124369
	Fungi
	Eukaryota
	851

	Gze5
	Gibberella zeae PH-1
	46125699
	Fungi
	Eukaryota
	1060

	Gze7
	Gibberella zeae PH-1
	46134295
	Fungi
	Eukaryota
	799

	Gze8
	Gibberella zeae PH-1
	46136533
	Fungi
	Eukaryota
	839

	Gze9
	Gibberella zeae PH-1
	46138015
	Fungi
	Eukaryota
	743

	Gdi1
	Gluconacetobacter diazotrophicus PAl 5
	162148874
	Alphaproteobacteria
	Bacteria
	659

	Gox1
	Gluconobacter oxydans 621H
	58038663
	Alphaproteobacteria
	Bacteria
	648

	Hdu1
	Haemophilus ducreyi 35000HP
	33152874
	Gammaproteobacteria
	Bacteria
	669

	Hin1
	Haemophilus influenzae R2866
	53733327
	Gammaproteobacteria
	Bacteria
	662

	Hso1
	Haemophilus somnus 2336
	32029457
	Gammaproteobacteria
	Bacteria
	668

	Hsp1
	Halobacterium sp. NRC-1
	16120189
	Euryarchaeota
	Archaea
	655

	Hor1
	Halothermothrix orenii H 168
	89210028
	Firmicutes
	Bacteria
	636

	Hvu1
	Hordeum vulgare subsp. vulgare
	84453180
	Viridiplantae
	Eukaryota
	678

	Kla1
	Kluyveromyces lactis NRRL Y-1140
	50307527
	Fungi
	Eukaryota
	794

	Kla2
	Kluyveromyces lactis NRRL Y-1140
	50307927
	Fungi
	Eukaryota
	869

	Kla3
	Kluyveromyces lactis NRRL Y-1140
	50307929
	Fungi
	Eukaryota
	793

	Kla4
	Kluyveromyces lactis NRRL Y-1140
	50311091
	Fungi
	Eukaryota
	732

	Lbi3
	Laccaria bicolor S238N-H82
	164637207
	Fungi
	Eukaryota
	646

	Lbi4
	Laccaria bicolor S238N-H82
	164640879
	Fungi
	Eukaryota
	757

	Lbi5
	Laccaria bicolor S238N-H82
	164641826
	Fungi
	Eukaryota
	730

	Lbi7
	Laccaria bicolor S238N-H82
	164643762
	Fungi
	Eukaryota
	706

	Lbi8
	Laccaria bicolor S238N-H82
	164643810
	Fungi
	Eukaryota
	749

	Lca1
	Lactobacillus casei ATCC 334
	116495639
	Firmicutes
	Bacteria
	641

	Lsa1
	Lactobacillus sakei subsp. sakei 23K
	81427933
	Firmicutes
	Bacteria
	645

	Lpn1
	Legionella pneumophila str. Corby
	148360634
	Gammaproteobacteria
	Bacteria
	666

	Lel2
	Lodderomyces elongisporus NRRL YB-4239
	149235877
	Fungi
	Eukaryota
	804

	Lel3
	Lodderomyces elongisporus NRRL YB-4239
	149236581
	Fungi
	Eukaryota
	862

	Lel4
	Lodderomyces elongisporus NRRL YB-4239
	149236916
	Fungi
	Eukaryota
	967

	Lel5
	Lodderomyces elongisporus NRRL YB-4239
	149237448
	Fungi
	Eukaryota
	919

	Lel6
	Lodderomyces elongisporus NRRL YB-4239
	149246053
	Fungi
	Eukaryota
	765

	Lel7
	Lodderomyces elongisporus NRRL YB-4239
	149246151
	Fungi
	Eukaryota
	924

	Mgr1
	Magnaporthe grisea 70-15
	39941802
	Fungi
	Eukaryota
	926

	Mgr2
	Magnaporthe grisea 70-15
	39944474
	Fungi
	Eukaryota
	783

	Mgr3
	Magnaporthe grisea 70-15
	39955178
	Fungi
	Eukaryota
	740

	Mgr4
	Magnaporthe grisea 70-15
	145602334
	Fungi
	Eukaryota
	870

	Mgr5
	Magnaporthe grisea 70-15
	145614314
	Fungi
	Eukaryota
	849

	Msu1
	Mannheimia succiniciproducens MBEL55E
	52424073
	Gammaproteobacteria
	Bacteria
	668

	Mtr1
	Medicago truncatula
	124359202
	Viridiplantae
	Eukaryota
	729

	Mth1
	Moorella thermoacetica ATCC 39073
	83589078
	Firmicutes
	Bacteria
	519

	Mac1
	Musa acuminata
	102140021
	Viridiplantae
	Eukaryota
	748

	Msm1
	Mycobacterium smegmatis str. MC2 155
	118470017
	Actinobacteria
	Bacteria
	663

	Mtu1
	Mycobacterium tuberculosis H37Rv
	15609532
	Actinobacteria
	Bacteria
	667

	Mxa2
	Myxococcus xanthus DK 1622
	108762092
	Deltaproteobacteria
	Bacteria
	606

	Mxa4
	Myxococcus xanthus DK 1622
	108763515
	Deltaproteobacteria
	Bacteria
	592

	Mxa5
	Myxococcus xanthus DK 1622
	108763588
	Deltaproteobacteria
	Bacteria
	631

	Ngo1
	Neisseria gonorrhoeae FA 1090
	59802215
	Betaproteobacteria
	Bacteria
	672

	Nfi1
	Neosartorya fischeri NRRL 181
	119467402
	Fungi
	Eukaryota
	788

	Nfi2
	Neosartorya fischeri NRRL 181
	119471104
	Fungi
	Eukaryota
	757

	Nfi3
	Neosartorya fischeri NRRL 181
	119471211
	Fungi
	Eukaryota
	770

	Nfi4
	Neosartorya fischeri NRRL 181
	119477757
	Fungi
	Eukaryota
	772

	Nfi5
	Neosartorya fischeri NRRL 181
	119488556
	Fungi
	Eukaryota
	757

	Nfi6
	Neosartorya fischeri NRRL 181
	119491377
	Fungi
	Eukaryota
	768

	Ncr2
	Neurospora crassa
	85075374
	Fungi
	Eukaryota
	738

	Ncr1
	Neurospora crassa OR74A
	9368956
	Fungi
	Eukaryota
	801

	Ncr3
	Neurospora crassa OR74A
	85093666
	Fungi
	Eukaryota
	864

	Ncr4
	Neurospora crassa OR74A
	85107500
	Fungi
	Eukaryota
	1094

	Ncr5
	Neurospora crassa OR74A
	85113749
	Fungi
	Eukaryota
	788

	Ncr6
	Neurospora crassa OR74A
	164422675
	Fungi
	Eukaryota
	1094

	Ncr7
	Neurospora crassa OR74A
	164423970
	Fungi
	Eukaryota
	793

	Nta1
	Nicotiana tabacum
	126567465
	Viridiplantae
	Eukaryota
	675

	Nmo1
	Nitrococcus mobilis Nb-231
	88812607
	Gammaproteobacteria
	Bacteria
	655

	Neu1
	Nitrosomonas eutropha C91
	114332234
	Betaproteobacteria
	Bacteria
	676

	Nar1
	Novosphingobium aromaticivorans DSM 12444
	87199977
	Alphaproteobacteria
	Bacteria
	650

	Osa1
	Oryza sativa Indica Group
	28144882
	Viridiplantae
	Eukaryota
	678

	Osa3
	Oryza sativa Indica Group
	41053195
	Viridiplantae
	Eukaryota
	755

	Osa10
	Oryza sativa Indica Group
	90265683
	Viridiplantae
	Eukaryota
	771

	Osa11
	Oryza sativa Indica Group
	115435562
	Viridiplantae
	Eukaryota
	771

	Osa14
	Oryza sativa Indica Group
	115459506
	Viridiplantae
	Eukaryota
	716

	Osa16
	Oryza sativa Indica Group
	115459700
	Viridiplantae
	Eukaryota
	1278

	Osa22
	Oryza sativa Indica Group
	116309354
	Viridiplantae
	Eukaryota
	717

	Osa30
	Oryza sativa Indica Group
	125562004
	Viridiplantae
	Eukaryota
	717

	Osa2
	Oryza sativa Japonica Group
	38347209
	Viridiplantae
	Eukaryota
	674

	Osa4
	Oryza sativa Japonica Group
	42409160
	Viridiplantae
	Eukaryota
	686

	Osa5
	Oryza sativa Japonica Group
	49387869
	Viridiplantae
	Eukaryota
	708

	Osa7
	Oryza sativa Japonica Group
	57834124
	Viridiplantae
	Eukaryota
	672

	Osa8
	Oryza sativa Japonica Group
	74267416
	Viridiplantae
	Eukaryota
	751

	Osa9
	Oryza sativa Japonica Group
	90265681
	Viridiplantae
	Eukaryota
	763

	Osa12
	Oryza sativa Japonica Group
	115440825
	Viridiplantae
	Eukaryota
	757

	Osa13
	Oryza sativa Japonica Group
	115455379
	Viridiplantae
	Eukaryota
	882

	Osa15
	Oryza sativa Japonica Group
	115459698
	Viridiplantae
	Eukaryota
	726

	Osa19
	Oryza sativa Japonica Group
	115462865
	Viridiplantae
	Eukaryota
	694

	Osa20
	Oryza sativa Japonica Group
	115466102
	Viridiplantae
	Eukaryota
	708

	Osa21
	Oryza sativa Japonica Group
	115466104
	Viridiplantae
	Eukaryota
	679

	Osa23
	Oryza sativa Japonica Group
	116310949
	Viridiplantae
	Eukaryota
	683

	Osa25
	Oryza sativa Japonica Group
	125540410
	Viridiplantae
	Eukaryota
	766

	Osa26
	Oryza sativa Japonica Group
	125549198
	Viridiplantae
	Eukaryota
	724

	Osa28
	Oryza sativa Japonica Group
	125553884
	Viridiplantae
	Eukaryota
	724

	Osa31
	Oryza sativa Japonica Group
	125583075
	Viridiplantae
	Eukaryota
	733

	Pdi1
	Parabacteroides distasonis ATCC 8503
	150008072
	Bacteroidetes
	Bacteria
	665

	Pme1
	Parabacteroides merdae ATCC 43184
	154492906
	Bacteroidetes
	Bacteria
	666

	Ppe1
	Pediococcus pentosaceus ATCC 25745
	116491982
	Firmicutes
	Bacteria
	639

	Pno1
	Phaeosphaeria nodorum SN15
	160705030
	Fungi
	Eukaryota
	845

	Ppa2
	Physcomitrella patens subsp. patens
	162689084
	Viridiplantae
	Eukaryota
	733

	Ppa3
	Physcomitrella patens subsp. patens
	162697041
	Viridiplantae
	Eukaryota
	661

	Pgu1
	Pichia guilliermondii ATCC 6260
	146416523
	Fungi
	Eukaryota
	658

	Pgu2
	Pichia guilliermondii ATCC 6260
	146416527
	Fungi
	Eukaryota
	784

	Pgu3
	Pichia guilliermondii ATCC 6260
	146416529
	Fungi
	Eukaryota
	922

	Pgu4
	Pichia guilliermondii ATCC 6260
	146417045
	Fungi
	Eukaryota
	760

	Pgu5
	Pichia guilliermondii ATCC 6260
	146419149
	Fungi
	Eukaryota
	922

	Pgu6
	Pichia guilliermondii ATCC 6260
	146419361
	Fungi
	Eukaryota
	754

	Pgu7
	Pichia guilliermondii ATCC 6260
	146420005
	Fungi
	Eukaryota
	944

	Pgu8
	Pichia guilliermondii ATCC 6260
	146421835
	Fungi
	Eukaryota
	881

	Pgu9
	Pichia guilliermondii ATCC 6260
	146422868
	Fungi
	Eukaryota
	849

	Pst2
	Pichia stipitis CBS 6054
	126139089
	Fungi
	Eukaryota
	771

	Pst3
	Pichia stipitis CBS 6054
	126139203
	Fungi
	Eukaryota
	917

	Pst4
	Pichia stipitis CBS 6054
	146280790
	Fungi
	Eukaryota
	891

	Pst5
	Pichia stipitis CBS 6054
	150864397
	Fungi
	Eukaryota
	765

	Pst6
	Pichia stipitis CBS 6054
	150864483
	Fungi
	Eukaryota
	722

	Pst7
	Pichia stipitis CBS 6054
	150864787
	Fungi
	Eukaryota
	782

	Pst8
	Pichia stipitis CBS 6054
	150866635
	Fungi
	Eukaryota
	907

	Pst9
	Pichia stipitis CBS 6054
	150866640
	Fungi
	Eukaryota
	913

	Pst10
	Pichia stipitis CBS 6054
	150951233
	Fungi
	Eukaryota
	911

	Pgi1
	Porphyromonas gingivalis W83
	34540265
	Bacteroidetes
	Bacteria
	659

	Pac1
	Propionibacterium acnes KPA171202
	50842040
	Actinobacteria
	Bacteria
	662

	Pae1
	Pseudomonas aeruginosa UCBPP-PA14
	116051974
	Gammaproteobacteria
	Bacteria
	678

	Ppu1
	Pseudomonas putida W619
	119857963
	Gammaproteobacteria
	Bacteria
	585

	Pst1
	Pseudomonas stutzeri A1501
	126134803
	Gammaproteobacteria
	Bacteria
	570

	Psy1
	Pseudomonas syringae pv. syringae B728a
	66044430
	Gammaproteobacteria
	Bacteria
	581

	Pho1
	Pyrococcus horikoshii OT3
	14590271
	Euryarchaeota
	Archaea
	527

	Pho2
	Pyrococcus horikoshii OT3
	14590884
	Euryarchaeota
	Archaea
	626

	Reu1
	Ralstonia eutropha H16
	73539143
	Betaproteobacteria
	Bacteria
	592

	Reu4
	Ralstonia eutropha H16
	116696492
	Betaproteobacteria
	Bacteria
	679

	Reu2
	Ralstonia eutropha JMP134
	73542650
	Betaproteobacteria
	Bacteria
	593

	Reu3
	Ralstonia eutropha JMP134
	113869213
	Betaproteobacteria
	Bacteria
	679

	Rme1
	Ralstonia metallidurans CH34
	94312045
	Betaproteobacteria
	Bacteria
	676

	Rme2
	Ralstonia metallidurans CH34
	94314714
	Betaproteobacteria
	Bacteria
	634

	Rpi1
	Ralstonia pickettii 12J
	121528839
	Betaproteobacteria
	Bacteria
	684

	Rso1
	Ralstonia solanacearum GMI1000
	17548014
	Betaproteobacteria
	Bacteria
	683

	Rgr1
	Rickettsiella grylli
	160871957
	Gammaproteobacteria
	Bacteria
	654

	Rgr2
	Rickettsiella grylli
	160872420
	Gammaproteobacteria
	Bacteria
	669

	Rgn1
	Ruminococcus gnavus ATCC 29149
	154504363
	Firmicutes
	Bacteria
	631

	Rob1
	Ruminococcus obeum ATCC 29174
	153810748
	Firmicutes
	Bacteria
	632

	Rob2
	Ruminococcus obeum ATCC 29174
	153812663
	Firmicutes
	Bacteria
	558

	Rto1
	Ruminococcus torques ATCC 27756
	153813838
	Firmicutes
	Bacteria
	633

	Sce1
	Saccharomyces cerevisiae
	6325452
	Fungi
	Eukaryota
	877

	Sce2
	Saccharomyces cerevisiae YJM789
	151943695
	Fungi
	Eukaryota
	799

	Sce4
	Saccharomyces cerevisiae YJM789
	162453039
	Fungi
	Eukaryota
	725

	Sde1
	Saccharophagus degradans 2-40
	90020298
	Gammaproteobacteria
	Bacteria
	672

	Sco1
	Schizophyllum commune
	6716399
	Fungi
	Eukaryota
	777

	Spo2
	Schizosaccharomyces pombe
	19115899
	Fungi
	Eukaryota
	785

	Spo3
	Schizosaccharomyces pombe
	63054465
	Fungi
	Eukaryota
	851

	Ssc1
	Sclerotinia sclerotiorum 1980
	156039822
	Fungi
	Eukaryota
	1055

	Ssc2
	Sclerotinia sclerotiorum 1980
	156046040
	Fungi
	Eukaryota
	790

	Ssc3
	Sclerotinia sclerotiorum 1980
	156046206
	Fungi
	Eukaryota
	812

	Ssc4
	Sclerotinia sclerotiorum 1980
	156049297
	Fungi
	Eukaryota
	827

	Spr1
	Serratia proteamaculans 568
	157369266
	Gammaproteobacteria
	Bacteria
	524

	Spe1
	Shewanella pealeana ATCC 700345
	157963678
	Gammaproteobacteria
	Bacteria
	577

	Sse1
	Shewanella sediminis HAW-EB3
	157373494
	Gammaproteobacteria
	Bacteria
	576

	Sus1
	Solibacter usitatus Ellin6076
	116620777
	Acidobacteria
	Bacteria
	674

	Sus2
	Solibacter usitatus Ellin6076
	116622365
	Acidobacteria
	Bacteria
	667

	Ssp1
	Sphingomonas sp. SKA58
	94496206
	Alphaproteobacteria
	Bacteria
	655

	Swi1
	Sphingomonas wittichii RW1
	148555886
	Alphaproteobacteria
	Bacteria
	658

	Sma2
	Stenotrophomonas maltophilia R551-3
	126466290
	Gammaproteobacteria
	Bacteria
	654

	Sau2
	Stigmatella aurantiaca DW4/3-1
	115377255
	Deltaproteobacteria
	Bacteria
	637

	Sau3
	Stigmatella aurantiaca DW4/3-1
	115377807
	Deltaproteobacteria
	Bacteria
	606

	Sau4
	Stigmatella aurantiaca DW4/3-1
	115378283
	Deltaproteobacteria
	Bacteria
	625

	Tte1
	Thermoanaerobacter tengcongensis MB4
	20806685
	Firmicutes
	Bacteria
	647

	Tko1
	Thermococcus kodakarensis KOD1
	57641714
	Euryarchaeota
	Archaea
	624

	Tca1
	Thlaspi caerulescens
	82468791
	Viridiplantae
	Eukaryota
	672

	Tca2
	Thlaspi caerulescens
	82468793
	Viridiplantae
	Eukaryota
	716

	Tca3
	Thlaspi caerulescens
	82468795
	Viridiplantae
	Eukaryota
	693

	Orf1
	uncultured methanogenic archaeon RC-I
	147920129
	Euryarchaeota
	Archaea
	553

	Orf2
	uncultured methanogenic archaeon RC-I
	147920131
	Euryarchaeota
	Archaea
	552

	Uma1
	Ustilago maydis 521
	71012856
	Fungi
	Eukaryota
	985

	Uma2
	Ustilago maydis 521
	71016340
	Fungi
	Eukaryota
	740

	Uma3
	Ustilago maydis 521
	71016547
	Fungi
	Eukaryota
	797

	Uma4
	Ustilago maydis 521
	71019889
	Fungi
	Eukaryota
	860

	Uma5
	Ustilago maydis 521
	71020527
	Fungi
	Eukaryota
	807

	Uma6
	Ustilago maydis 521
	71023771
	Fungi
	Eukaryota
	751

	Vpo1
	Vanderwaltozyma polyspora DSM 70294
	156838884
	Fungi
	Eukaryota
	892

	Vpo2
	Vanderwaltozyma polyspora DSM 70294
	156848856
	Fungi
	Eukaryota
	733

	Vei1
	Verminephrobacter eiseniae EF01-2
	121610237
	Betaproteobacteria
	Bacteria
	524

	Vvi1
	Vitis vinifera
	147765903
	Viridiplantae
	Eukaryota
	665

	Vvi2
	Vitis vinifera
	147778971
	Viridiplantae
	Eukaryota
	677

	Vvi4
	Vitis vinifera
	147843808
	Viridiplantae
	Eukaryota
	665

	Vvi5
	Vitis vinifera
	157335739
	Viridiplantae
	Eukaryota
	689

	Vvi6
	Vitis vinifera
	157335740
	Viridiplantae
	Eukaryota
	713

	Vvi7
	Vitis vinifera
	157338674
	Viridiplantae
	Eukaryota
	757

	Vvi8
	Vitis vinifera
	157338675
	Viridiplantae
	Eukaryota
	731

	Vvi9
	Vitis vinifera
	157338676
	Viridiplantae
	Eukaryota
	740

	Vvi10
	Vitis vinifera
	157354855
	Viridiplantae
	Eukaryota
	713

	Vvi12
	Vitis vinifera
	157355114
	Viridiplantae
	Eukaryota
	744

	Vvi13
	Vitis vinifera
	157355237
	Viridiplantae
	Eukaryota
	690

	Vvi15
	Vitis vinifera
	157356740
	Viridiplantae
	Eukaryota
	661

	Vvi16
	Vitis vinifera
	157359604
	Viridiplantae
	Eukaryota
	739

	Xfa1
	Xylella fastidiosa Ann-1
	71899907
	Gammaproteobacteria
	Bacteria
	653

	Yli1
	Yarrowia lipolytica CLIB122
	50542874
	Fungi
	Eukaryota
	836

	Yli2
	Yarrowia lipolytica CLIB122
	50543154
	Fungi
	Eukaryota
	896

	Yli3
	Yarrowia lipolytica CLIB122
	50545745
	Fungi
	Eukaryota
	872

	Yli4
	Yarrowia lipolytica CLIB122
	50545932
	Fungi
	Eukaryota
	886

	Yli6
	Yarrowia lipolytica CLIB122
	50548489
	Fungi
	Eukaryota
	883

	Yli7
	Yarrowia lipolytica CLIB122
	50549017
	Fungi
	Eukaryota
	1032

	Yli8
	Yarrowia lipolytica CLIB122
	50549187
	Fungi
	Eukaryota
	882

	Yli9
	Yarrowia lipolytica CLIB122
	50549349
	Fungi
	Eukaryota
	903

	Yli10
	Yarrowia lipolytica CLIB122
	50551841
	Fungi
	Eukaryota
	876

	Yli11
	Yarrowia lipolytica CLIB122
	50553314
	Fungi
	Eukaryota
	879

	Yli12
	Yarrowia lipolytica CLIB122
	50553458
	Fungi
	Eukaryota
	884

	Yli13
	Yarrowia lipolytica CLIB122
	50555622
	Fungi
	Eukaryota
	874

	Yli14
	Yarrowia lipolytica CLIB122
	50555666
	Fungi
	Eukaryota
	883

	Yli15
	Yarrowia lipolytica CLIB122
	50555966
	Fungi
	Eukaryota
	882

	Yli16
	Yarrowia lipolytica CLIB122
	50556388
	Fungi
	Eukaryota
	948

	Yli17
	Yarrowia lipolytica CLIB122
	50557248
	Fungi
	Eukaryota
	767

	Zma1
	Zea mays
	162460137
	Viridiplantae
	Eukaryota
	682


