Fungal PAQRs

If no accession number is given or only a partial protein sequence is found in the database then the protein sequence was derived from genomic sequence. Grey shading indicates genomes that are complete according to NCBI.

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Saccharomycetaceae; Saccharomyces complex; "Post-WGD yeasts"; Saccharomyces cerevisiae
> Saccharomyces cerevisiae (Izh1p) NCBI:NP_010780

MSITTTRRRNQDSVCCKATRASIKVEAVSGQTVFEKQKLLHNFDELPEWQKDNDKILTGYVRETLSWKKCLYSLFYWNNETVNIYTHLVPAIVYFVFAITLTNYFLIPVFPSTSWSDYTVINIFLMGAFSCLMCSSCFHCMKQHSEKQSNFWSKLDYLGIISLISCSMIPIIYFGYFDHISYFSLFTIVTLVLATFCTVCVLHDKFNTSTFRPFRAMFFILFGFSGLLPLTTGFFKFGIQGVLNRIKVSFVFWEALFYISGAVIYGFRIPETLAPGKFDFFGSSHQIFHIMVVLGSVCHLKAIIDSYKLMHSHIHP*

> Saccharomyces cerevisiae (Izh2p) NCBI:NP_014641

MSTLLERTKSVQELKKRAAGKTSANPAEVAKAKKVLRRLYSWDEIPEWQRDNDFILHGYVKETSSFIETFKSLFYLHNESVNIYSHLIPALGFFTVLLLDKSTIKVFATTTWLDHMVIDLFYSGAFACLILSSSFHCLKSHSLRIATLGNKLDYLGICILIVTSMVSILYYGYFEKFSLFCLFALITVSFGIACSIVSLKDKFRKREWRPYRAGLFVCFGLSSIIPIFSGLYCYSFSEIWTQIQLFWVLLGGVLYIIGAVLYGMRFPEKICPGKFDIWGHSHQLFHFLVVIAALCHLRGLLNSYELVHIKMENGIVS*

> Saccharomyces cerevisiae (Izh3p) NCBI:NP_013123

MMDSSSKSLTQYIPSPMGSLSRLKQKGVDNFQKVKKSGKSIYNYNYSKFVPHPFSTIDESVKHSESGRYDDLEIIRPTKEKEVTSSVYKRNSGKSLNTESQFSLGDSDAATLVNSVATFKLNNASTSTSLVSSSSTVCSQAKSSLRSPTSRLNDTKIKEENNYISSVKDYCGPMRKSMVKTEILIEEPLNPTTDIKSFINSYNHGKAYSLGETQHLHYYQLPFPWRENRYIIHGYRFYNTHSKSLLSIFNWYGWHNETSNIWSHLLGAIYIIYLAIYDFPQSEVWRNSQVPPQARWIVFMFLAAALKCMLSSVFWHTFNGTSFLKLRSKFACVDYSGITILITASILTTEFVTMYSCYWAMYTYMSISLALGVFGVFMNWSPRFDRPEARPLRIRFFILLATMGVLSFLHLIFLTDLHYAATLFSPVTYKSVVWYLVGVVFYGSFIPERFRSDVQVDKTIPTNYELSTDLEIITKQREIHFREVPTAHSKCSSCPSHAKSFKSLWWVDYFGCSHTFWHFFVVLGVIGHYRAILDMFAKRWILS*

> Saccharomyces cerevisiae (Izh4p) NCBI:NP_014540

MVSLTTIEQSPVKCETTTEKESNDTRGTDSNENAETKETKKGFPFHDLAKLQKQYKNKSSRNESLVALIYLLGSMLSFCLLIFFTDFYLIPLFPTTTTMTDYIVFNFYLLNVFVFCMVHFIYHFVKNISLQQHLEHWQKFSYLSNINLLISSQITILYYLFYDYVFFFKIFTLLMNFIGLVAYFFILTDKLISSKRFNKTVFFISVSVVCCSLPLLTAIITFDGLENLKERIKVNAITWELVALVAASIIYVTRFPESLFRRNKKEEGWNHSEYLFHLLISGTAFYHFFILIQSYILMHSSLNQPELINFKS*
Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Saccharomycetaceae; Saccharomyces complex; "Post-WGD yeasts"; Saccharomyces bayanus
> Saccharomyces bayanus (Izh1p) NCBI Genome

MSITATRRRNQENVCCKTSTSIKVEALKSKVTLRKEKLLHDFHELPDWQRDNDKILTGYVRETLSWKKCLYSLFYWNNETVNIYTHLVPAIVYFVFGVTLTNYFLIPVFPSTTWSDYTVINIFLMGAFLCLMCSSCFHCMKQHSEKQSDFWSKLDYLGIISLISCSMIPIIYFGYFDHASYFSLFTIVTLVLATFCTICVLHDKFNTSTFRPFRAMFFILFGFSGLLPLTTGLFKFGLQGVLNRIRVSFVFWEALFYISGALIYGFRIPETLAPGKFDFFGSSHQIFHIMVVLGSVCHLKAIIDSYKLMHSHFHS*

> Saccharomyces bayanus (Izh2p) NCBI Genome

MSTLLERTNSVQELKKRAAGNTAANPAEVAKAKKVLKRVYSWDEIPEWQRDNDYILHGYVKETSSFVDTFKSLFYMHNESVNIYSHLIPAVGFLTVLLLDKTTITVFETTTWLDHMMIDLFFTGAFACLILSSSFHCFKSHSLKIATLGNKLDYLGICILIVTSMVSILYYGYYDKFPAFCLFALITVSFGIACSIVSLKDKFRKREWRPYRAGLFVCFGLSSIVPIFSGLYYYSFSEIWNQIQLFWVLLGGALYIIGAVLYGMRFPEKVYPGRFDIWGHSHQLFHFLVVIASLCHMRGVLNSYELVHIKMQNGIVS*

> Saccharomyces bayanus (Izh3p) NCBI Genome

MDSSSRNLTQYLPSPMESLSRLKRKGVDNFHKVKKSGKSIYNYNYSKFVPHPFSTIDETIKHSESDHDDHLESIDAPKRSKAESVIYKRTVGKSLRAESQLSLGDSDALTLVNSTSTFKLNSASTSTSLVSSSSTICSKTRTSSRSSTSFPNQPKIREERGHFSNVKEYCGPMKKSMRQTKILIEEPLNPTTDIKSYISSYNHSKAHSLGENQHLHYYQLPFPWRENRYIIHGYRFYNTHYKSLLSVINWYGWHNETSNIWTHLLGAMYIVYLAVYDFPHSEVWQNPEVPQQARWIVFAFLAAALKCMLSSVFWHTFNGTSFLGLRSKFACVDYSGITILITASILTTEFVTMYSCYWAMCTYMTISLALGVFGVFMNWSPRFDRPEARPLRIRFFILLATMGVLSFLHLIFLTDLHYAIWLFSPVTNKSVVWYLVGVVFYGSFIPERFRSDVQVDMTIPTDYELSTDLEIITKQKEIHFRKAPTTHSKCKACPSHAKSFKSLWWVDYVGCSHTFWHFFVVLGVIGHYKAILDMFTKRWAL*

> Saccharomyces bayanus (Izh4p) NCBI Genome

MASLTTVEQSPVEPKTATEKYSDATGAVTSNADVETKETKKGFPFHDLAKWQKQYKNKSSRSESLVALIYLLGSMSSFCLLIFFTDFYLIPLFPTTTTMTDYIVFNFYLLNVFVFCMIHFIYHFIKNISLQQHIEIWQKFSYLANINLLISSQITILYYLFYDYVFFFKIFTLLMTFIGLAAYFVILTDKLNSYKRFNKTVFFISVSVVCCSLPLLTAIITFDGLENLKDRIKLNAITWELVTLVVASMIYVTRFPESLCRRNEKEEGWNHSEYFFHLLISGTAFYHFFILIQSYILMHSSLNQPELINFKS*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Saccharomycetaceae; Saccharomyces complex; "Post-WGD yeasts"; Saccharomyces kudriavzevii
> Saccharomyces kudriavzevii (Izh1p) NCBI Genome

MSITTTRRRNQESVCCKATTASIKVEAVQSKTASEKEKLLHNFDELPEWQKDNDKILTGYVRETLSWKKCLRSLFYWNNETVNIYTHLVPAIIYFLFAITLTNYFLIQIFPSTSWSDYTVINIFLMGAFSCLMCSSCFHCLKQHSEEQSNFWSKLDYLGIISLISCSMIPIIYFGYFDHVSYFSLFTTVTLVLATFCTVCVLHEKFNTSTFRPFRAMFFILFGFSGLLPLTTGFFKFGIQGVLNRIKVSFVFWEALFYISGAVIYGFRIPETIAPGKFDFLGSSHQIFHIMVVLGSLCHLKAIIDSYKLMHSHIHP*

> Saccharomyces kudriavzevii (Izh2p) NCBI Genome

MSTLLERTKSVQELKKRAAGKTPANPAEVAEAKKVLKRLYSWDEIPEWQRDNDYILHGYVRETCSFVETFKSLFYMHNESVNIYSHLIPALGFFTVLLLDKSTIKVFETTTWKDHMIIDLFYSGAFACLILSSSFHCLKSHSLRIATLGNKLDYLGICILIVTSMTSILYYGYYEKFSLFCLFALITVSFGIACSIVTLKDKFRKREWRPYRAGLFVCFGLSSIVPIFSGLYCYTFSEIWTQIQLFWVLLGGVLYIIGAVLYGMRFPEKVCPGKFDIWGHSHQLFHFLVVIASFCHLRGLLNSYELVHLKMEGKIVS*

> Saccharomyces kudriavzevii (Izh3p) NCBI Genome

MESSSRSLTQYIPSPMESLSRLKRKGVDNFQKVKKSGKSIYNYNYSKFVPHSFSAIDENIKHSENDNDDVLEIIGSRKEKKVSKAIYKRKGGQSPSEVSQLSLGDSDAVTLVNSVSNLKLNNASTSTSLVSSSSTVCSQTKISSRSSRSFSNQAKIKEENPYFSNVKDYCGPMKASMIKREILIEEPLNPTTDIKSFINSYNHSEAYSLGESQHLHYYQLPFPWRENRYIIHGYRFYNTHSKSLLSIINWYGWHNETSNIWSHLLGAMYIIYLAIYDFPQSEVWRNPNVPQQARWIVFMFLAAALKCMLSSVFWHTFNGTSFLRLRSKFACVDYSGITILITASILTTEFVTMYSCYWAMCTYMGISLALGVIGVFMNWSPRFDRPEARPLRIRFFILLATMGVLSFLHLIFLTDIYYASRLFGPVTYKSVVWYLVGVVFYGSFIPERFRSDVQVDKTIPTDYELSTDLEIITKQKEIHFRKVPTAHSKCNSCPSHVRSFKSLWWVDYVGCSHTFWHFFVVLGVIGHYKAILDMFARRWVLS*

> Saccharomyces kudriavzevii (Izh4p) NCBI Genome

MASLTTVEQSPAKCKTTTEKGNGTGETTNSNVDAETKEIKKGFPFHDLAKWQQQYRNKSSRNESLVALIYLLGSMSSFCLLIFFTDFYLIPLFPTTTTMTDYIVFNFYLLNVFVFCMVHFVYHFIKNISLQQHLEHWQKFSYLSNINLLISSQITILYYLFYDYVFFFKIFTLLMNFIGLVAYFFILTDKLNSSKRFNKTVFFISVSVVCCSLPLLTAIITFDGLENLKERIKVKAITCELVALVAASIIYVTRFPESLFRRNKKEESWNHSEYLFHLVISGTAFYHFFILIQSYILMHSSLNQPELINFKS*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Saccharomycetaceae; Saccharomyces complex; "Post-WGD yeasts"; Saccharomyces mikatae
> Saccharomyces mikatae (Izh1p) NCBI Genome

MSLTTTRRRNQESVCCSVTTGSIKVEAVSSTTVSEKKKLLHNFDELPEWQKDNDKILTGYVRETLSWKKCLYSLFYWNNETVNIYTHLVPAVIYFVFAITLTNYFLIPVFPSTSWSDYTVINIFLMGAFSCLMCSSCFHCMKQHSEKQSNFWSKLDYLGIISLISCSMIPIIYFGYFDHISYFSLFTIVTLVLATFCTVCVLHEKFNTSTFRPFRAMFFILFGFSGLLPLTTGFFKFGIQGVLNRIKVSFVFWEALFYISGAVIYGFRIPETLAPGKFDFLGSSHQIFHIMVVLGSICHLKAIIGSYKLMHSHIHP*

> Saccharomyces mikatae (Izh2p) NCBI Genome

MSTLLERTKSVQELKKRAAGKTSANPAEVAEAKKVLKRLYSWDEIPEWQRDNDFILHGYVRETSSFIETFKSLFYLHNESVNIYSHLVPALGFFTVLLLDKSTIKVFETTTWKDHVVIDLFYSGAFACLILSSSFHCLKSHSLRIATLGNKLDYLGICILIVTSMVSILFYGYYEKFSLFCLFALITVSFGVACSIVSLKDKFRKREWRPYRAGLFVCFGLSSIVPIFSGLYCYSFSEIWTQIQLFWVLLGGVLYIIGAVLYGMRFPEKVCPGKFDIWGHSHQLFHFLVV IASLCHLRGL LNSYELVHIK MESGIIS*

> Saccharomyces mikatae (Izh3p) NCBI Genome

MMDSSSRSLTQYIPSPMGSLSRLKRKGVYNFQRVKKSGKSIYNYNYSKFVSHPFSVTDENIKHSENGHYDDLEIIGPAKEKNVASAIYKRNNSKSSNVESQFSLGDSDAVTLVNSVSTFKLNNASTSTSLVSSSSTVCSQSKPSSRSSRSYSVQTETNEENRCFSNVKDYCGPVKKSMIKTEIYIEEPLNPTTDIKSFINSYNHGKAHILGESKHLHYYQLPFPWRENRYIIHGYRFYNTHSKSLLSIFNWYGWHNETSNIWSHLLGAMYLIYLAIYDFPQSEVWKNPKVPPQARWIVFMFLAAALKCMLSSVFWHTFNGTSFLKLRSKFACVDYSGITILITASILTTEFVTMYSCYWAMCTYMGISLALGIFGVFMNWSPRFDRPEARPLRIRFFILLATMGVLSFLHLIFLTDLRYAARLFSPVTYKSVVWYLVGVAFYGSFIPERFRSDVQVDKTIPTNYELSTDLEIITKQREIHFRRAPTAHTKCKSCPSHAKSFKSLWWVDYVGCSHTFWHFFVVLGVIGHYRAILDMFAKRWVLS*

> Saccharomyces mikatae (Izh4p) NCBI Genome

MASLTTVEQSPAKCNTTPEKCNNSTAEINSTVGAKTKETKKGFPFHDLAKWQEQYKNKSSRNESVVALIYLLGSMLSFCLLIFFTDFYLIPLFPTTTTMTDYIVFNFYLLNVFVFCMVHFIYHFIKNISLQQHLEHWQKFSYLSNINLLISSQITILYYLFYDYVFFFKIFTLLMNFIGLVAYFFILTDKLISSKRFNKTVFFISVSVICCSLPLLTAIITFDGLENLKERIKVNAITWELVALVAASIIYVTRFPELFLRGKKKEEGWNHSEYLFHLIISGAAFYHFFILIQSYILMHSSLNQPELINFKS*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Saccharomycetaceae; Saccharomyces complex; "Post-WGD yeasts"; Saccharomyces paradoxus
> Saccharomyces paradoxus (Izh1p) NCBI Genome

MSITTTRRRNQDSVCCKATTASIKVEAVSDKTAFGKQKMLHNFDELPEWQKDNDKILTGYVRETLSWKKCLHSLFYWNNETVNIYTHLVPAIIYFVFAITLTNYFLIPVFPSTSWSDYTVINIFLMGAFSCLMCSSCFHCMKQHSEEQSNFWSKLDYLGIISLISCSMIPIIYFGYFDHISYFSLFTIVTLVLATFCTICVLHDKFNTSTFRPFRAMFFILFGFSGLLPLTTGFFKFGIQGVLNRIKVSFVFWEALFYISGAVIYGFRIPETLAPGKFDFFGSSHQIFHIMVVLGSVCHLKAIIDSYKLMHSHIHP*

> Saccharomyces paradoxus (Izh2p) NCBI Genome

MSTLLERTKSVQELKKRAAGNTSANPAEVTEAKKVLKRLYSWDEIPEWQRDNDFILHGYVKETSSFIETFKSLFYLHNESVNIYSHLIPALGFFTVLLLDKSTIKVFETTTWQDHMVIDLFYSGAFACLILSSSFHCLKSHSLRIATLGNKLDYLGICILIVTSMVSILYYGYYEKFSLFCLFALITVSFGIACSIVSLKDKFRKREWRPYRAGLFVCFGLSSIIPIFSGLYCYSFSEIWTQIQLFWVLLGGVLYIIGAVLYGMRFPEKICPGKFDIWGHSHQIFHFLVVIAAFCHLRGLLNSYELVHMKMENGIVS*

> Saccharomyces paradoxus (Izh3p) NCBI Genome

MMDPSSKSLTQYIPSPMGSLSRLKRKGVDNFQKVKKSSKSIYNYNYSKFVPHPFSAIDESIKHSENGLFDDLEIIDSPKEKKVTSSVYKRNSGKSLNAESQFSLGDSDAVTLVNSVSTFKLNNASTSTSLVSSSSTVCSQVKSSSRSSTNHSIQTRIKEENDYISSVKDYCGPVKKSMIKTEILIEEPLNPTTDIKSFINSYNHGKAYNLGETQHLHYYQLPFPWRENRYIIHGYRFYNTHSKSLLSIFNWYGWHNETSNIWSHLLGAMYIIYLAIFDFPQSEVWQNSQVPSQARWIVFMFLAAALKCMLSSVFWHTFNGTSFLNLRSKFACVDYSGITILITASILTTEFVTMYSCYWAMCTYMSISLALGVFGVFMNWSPRFDRPEARPLRIRFFILLATMGVLSFLHLIFLTDLRYAARLFSPVTYKSVVWYLVGVVFYGSFIPERFRSDVQVDKTIPTNYELSTDLEIITKQREIHFRKVPTAHSKCKSCPSHAKSFKSLWWVDYFGCSHTFWHFFVVLGVIGHYRAILDMFAKRWVLS*

> Saccharomyces paradoxus (Izh4p) NCBI Genome

MASLTTVEQGPAKCKATTGKDSNDTRETNPNVDAETKETKKGFPFHDLAKLQKQYKNKSSRNESLVALIYLLGSMLSFCLLIFFTDFYLIPLFPTTTTMTDYIVFNFYLLNVFVFCMVHFVYHFIKNISLQQHLEHWQKFSYLSNINLLISSQITILYYLFYDYVFFFKIFTLLMNFIGLVAYFFILTDKLISSKRFNKTVFFISVSVVCCSLPLLTAIITFDGLENLKERIKVDAITWELVALVSASIIYVTRFPESLFRRNKKEEGWNHSEYLFHLVISGTAFYHFFILIQSYILMHSSLNQPELINFKS*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Saccharomycetaceae; Saccharomyces complex; "Post-WGD yeasts"; Saccharomyces pastorianus
> Saccharomyces pastorianus (Izh1pA) NCBI Genome
MSITTTRRRNQDSVCCKATRASIKVEAVSGQTVFEKQKLLHNFDELPEWQKDNDKILTGYVRETLSWKKCLYSLFYWNNETVNIYTHLVPAIVYFVFAITLTNYFLIPVFPSTSWSDYTVINIFLMGAFSCLMCSSCFHCMKQHSEKQSNFWSKLDYLGIISLISCSMIPIIYFGYFDHISYFSLFTIVTLVLATFCTVCVLHDKFNTSTFRPFRAMFFILFGFSGLLPLTTGFFKFGIQGVLNRIKVSFVFWEALFYISGAVIYGFRIPETLAPGKFDFFGSSHQIFHIMVVLGSVCHLKAIIDSYKLMHSHIHP*

> Saccharomyces pastorianus (Izh1pB) NCBI Genome
MSITATRRRNQETVCCKTTTTSIKVEALNSKATLRKEKLLHDFHELPDWQRDNDKILTGYVRETLSWKKCLYSMFYWNNETVNIYTHLVPAIVYFVFGVTLTNYFLIPVFPSTTWSDYTVINIFLMGAFLCLMCSSCFHCMKQHSEKQSDFWSKLDYLGIISLISCSMIPIIYFGYFDHVSYFSLFTVVTLVLATFCTICVLHEKFNTSTFRPFRAMFFILFGFSGLLPLTTGLFKFGLQGVLNRIRVSFVFWEALFYISGALIYGFRIPETLAPGKFDFFGSSHQIFHIMVVLGSVCHLKVIIDSYKLMHSHFHS*

> Saccharomyces pastorianus (Izh2pA) NCBI Genome

MSTLLERTKSVQELKKRAAGNTSANPAEVAKAKKVLRRLYSWDEIPEWQRDNDFILHGYVKETSSFIETFKSLFYLHNESVNIYSHLIPALGFFTVLLLDKSTIKVFATTTWLDHMVIDLFYSGAFACLILSSSFHCLKSHSLRIATLGNKLDYLGICILIVTSMVSILYYGYFEKFSLFCLFALITVSFGIGCSIVSLKDKFRKREWRPYRAGLFVCFGLSSIIPIFSGLYCYSFSEIWTQIQLFWVLLGGVLYIIGAVLYGMRFPEKICPGKFDIWGHSHQLFHFLVVIAALCHLRGLLNSYELVHIKMENGIVS*

> Saccharomyces pastorianus (Izh2pB) NCBI Genome

MSTLLERTNSVQELKKRAAGNTSANPAEVAEAKKVLKRVYSWDEIPEWQRDNDFILHGYVKETSSFVDTFKSLFYMHNESVNIYSHLIPAVGFLTVLLLDKTTITVFETTTWLDHMMIDLFFSGAFACLILSSSFHCFKSHSLRIATLGNKLDYLGICILIVTSMVSILYYGYYDKFPVFCLFALITLSFGVACSVVSLKDKFRKREWRPYRAGLFVCFGLSSIVPIFSGLYYYSFSEIWNQIQLFWVLLGGGLYIIGAVLYGMRFPEKVYPGRFDIWGHSHQLFHFLVVIAALCHMRGVLNSYELVHIKMQNGIVS*

> Saccharomyces pastorianus (Izh3pB) NCBI Genome

MDSSSRNLTQYLPSPMESLSRLKRKGVDNFHKVKKSGKSIYNYNYSKFVPHPFSTIDETIKHSESDHDDHLETIETLKGKKVESSIYKRTVGKSLRAESQLSLGDPDALTLVNSTSTFKLNSASTSTSLVSSSSTICSKTRTSSRSLTSFSNQLKIREECGHFSNVKEYCGPMKKSMRQTKILIEEPLNPTTDIKSYISSYNHSKAHNLGENQHLHYYQLPFPWRENRYIIHGYRFYNTHSKSLLSIINWYGWHNETSNIWTHLLGAMYIVYLAVYDFPQSEVWQNPKVPQQARWIVFAFLAAALKCMLSSVFWHTFNGTSFLGLRSKFACVDYSGITILITASILTTEFVTMYSCYWAMCIYMSISLALGVFGVFMNWSPRFDRPEARPLRIRFFILLATMGVLSFLHLIFLTDLHYAIWLFSPVTNKSVVWYLVGVVFYGSFIPERFRSDVQVDMTIPTDYELSTDLEIITKQKEIHFRKAPTTHSKCKSCPSHAKSFKSLWWVDYVGCSHTFWHFFVVLGVIGHYRAILDMFTKRWALS*

> Saccharomyces pastorianus (Izh3pA) NCBI Genome

FQKVKKSGKSIYNYNYSKFVPHLFSTIDESVKHSESGRYDDLEIIRPTKEKEGTSSVYKRNNGKSLNTESQFSLGDSDAATLVNSVATFKLNNASTSTSLVSSSSTVCSQAKSSLRSPTSRLNDTKIKEENNYISSVKDYCGPMRKSMVKTEILIEEPLNPTTDIKSFINSYNHGKAYSLGETQHLHYYQLPFPWRENRYIIHGYRFYNTHSKSLLSIFNWYGWHNETSNIWSHLLGAIYIIYLAIYDFPQSEVWRNSQVPPQARWIVFMFLAAALKCMLSSVFWHTFNGTSFLKLRSKFACVDYSGITILITASILTTEFVTMYSCYWAMCTYMGISLALGVFGVFMNWSPRFDRPEARPLRIRFFILLATMGVLSFLHLIFLTDLHYAATLFSPVTYKSVVWYLVGVVFYGSFIPERFRSDVQVDKTIPTNYELSTDLEIITKQREIHFREVPTAHSKCSSCPSHAKSFKSLWWVDYFGCSHTFWHFFVVLGVIGHYRAILDMFAKRWILS*

> Saccharomyces pastorianus (Izh4pA) NCBI Genome

MVSLTTIEQSPVKCETTTEKESNDTRGTDSNENAETKETKKGFPFHDLAKLQKQYKNKSSRNESLVALIYLLGSMLSFCLLIFFTDFYLIPLFPTTTTMTDYIVFNFYLLNVFVFCMVHFIYHFVKNISLQQHLEHWQKFSYLSNINLLISSQITILYYLFYDYVFFFKIFTLLMNFIGLVAYFFILTDKLISSKRFNKTVFFISVSVVCCSLPLLTAIITFDGLENLKERIKVNAITWELVTLVVASMIYVTRFPESLFRRNEKGEGWNHSEYLFHLLISGTAFYHFFILIQSYILMHSSLNQPELINFKS*

> Saccharomyces pastorianus (Izh4pB) NCBI Genome
MASLTTVERSPVKTATEKYSDATGEVTSNTDAETKETKKGFAFQDLAKWQKQYKNKSSRSESLVALIYLLGSMSSFCLLIFFTDFYLIPLFPTTTTMTDYIIFNFYLLNVFVFCMIHFIYHFIKNISLQQHLEHWQKFSYLANINLLISSQITILYYLFYDYVFFFKIFTLLMTFIGLAAYFVILTDKLNSYKRFNKTVFFISVSVVCCSLPLLTAIITFDGLENLKDRIKLNAITWELVTLVVASMIYVTRFPESLFRRNEKGEGWNHSEYLFHLLISGTAFYHFFILIQSYILMHSSLNQPELINFKS*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Saccharomycetaceas; Saccharomyces complex; "Post-WGD yeasts"; Naumovozyma; Naumovozyma castellii (aka Saccharomyces castellii)
> Naumovozyma castellii (Izh1p) NCBI Genome

MSRVTTTRRKPTKVQAVAVGSSNKHADGDKTKRNWKRRLFNFNELPEWQRDNDKILTGYVRETKSFKQCLQSLLYWNNETINIYTHLIPALFYLTISVTLINYVVVPHFPTTSIMDYFVINVFLMGAFVCLILSSCFHCLKQHSSRQCTLWSKLDYMGIIILISCSLIPMIYFGYFDHLYYVNFFIILTFSFATLCSICVLNEKFNVPHYRPFRAIVFMLFSFSGFIPILTGFYLFGFHGVFERVALKFVAWEALFYITGATLYGFRIPECFKPGDFDFLGSSHQIFHILVVLGSICHFRAVIKSYILMHSSMN*

> Naumovozyma castellii (Izh2p) NCBI Genome

MTKNLQQRVALTSTSTSTKTTIDDDNVSIKHTKKTTTIRKLYTWDEIPEWQKDNEHIIAGYVRETNSFRRCFDSLFYIHNETGNVYSHLVPGVVFFLTMLFDKYAIVSFETTTFTDYLIINLFFLGAFTCLILSSTFHCFKSHSLKIATFGNKLDYLGIVVLIVTSMISILFYGFYDNGPFFYGFSLLTLSFGSACAIVSLKDKFRSREWRPYRAGLFVAFGLSAVLPILTGVMYYGPHETWTRIQLKWVVLEGVFYIFGAFLYGIRFPEKYVNGTFDIWGHSHQIFHLLVVVAAFCHLKALLGSYELVHMNL*

> Naumovozyma castellii (Izh3p) NCBI Genome

MTVQGSRADCAYSTKMVTNVLPTALDSLSRLKKKGMSNVNRVRKSGRDLASRYGYSRFMANPFAATEHDKEIVYDPTIPENENLKLLSKMESSNDFIPNMEHHKLISRSNSANDLGSQVSLNSEAQTLVNAFSSTNSSLFKTSRQGSSPYSNPIAASSTSLFSAPTRVSSTVFNEEFKLDVVTEYQPLTKPSEEVKNLICSYNHEVAYEIGKTEHLNYYQLPFPWRENRYIIYNYRFYDSHKKSLLSIFNWYGWHNETSNIWTHLIGGLYLIYMAVYDFPRSEIFLSDKIPTTAKLIVYLFLFAAIKCLFASVFWHSFNGTCTLKLRSKFACVDYSGISILITASILTTEFVTLYSSYRAMCVYMAISLSLGIFGVFMNWSPKFDRPEARPLRIKFFVLLASMGVLSFLHLTFLTDWKYATWLLAPVTNKSIVWYCIGVVFYGSFIPERFRSDVQVDPTIPTTFQLSTDLNIITKDKNIHFRSEPVVNEEVHNCKEHWKSFKSLWWVDYVGCSHTFWHFFVVLGIIGHYRAIIDMFTKRWLLA*

> Naumovozyma castellii (Izh4p) NCBI Genome

MATLTSTTKKQTATEIQDADKLTPFNAPKYSVTFPRRPKVLPILKELPQWQKQYSNSKIINGYVRETNSLIKCLHTVTYWNNQTVNIILNTVFSTVYFTLLLFFTDLYLIPSSPATTMSDYIMVNFYLFGAFQYLALNSIFYLLESHSLAKCHLWFKLSHLAFINYISTSIITQLYYTFFDNVFYFKFLTISTLLISSIFAIFTLSEQFLRKNRSQRNMVSITFIVSLLILPTASLMFKFNTFRILRRVEGKAILLELSLYLFSMTLKAVQVPERFSENFDFIGNSENIYHICIILGSLLHFKMLLNSYFFMHSGLDASNLVTFNV*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Saccharomycetaceae; Saccharomyces complex; "Post-WGD yeasts"; Nakaseomyces; mitosporic Nakaseomyces; Candida glabrata
> Candida glabrata (Izh1p) NCBI:XP_446561

MSATTTLRKRASKSVGESGGRNDGSIHAHGEEKSEKLLWHFNELPEWQKDNDKILRGYVRETNSFKRCLQSLLYLNNESVNIYTHLIPAVFYISLSLYLANVFLIPVYPSTSSVDYVIINVFFLGAFFCLLCSSCFHCMKQHSESQCNVWSKLDYLGIICLISCSTVPMIYYGYFDHISEFTIFTGITLLLAIGCSVFVLTDKFNTTEYRPIRASFFTLFGFSGIIPLGAGFLKFGAEGVLQRISLPFIGLEALFYISGAIIYGFRFPETIAPGKFDFFGSSHQIFHIMVVLGSICHLFAMVESYHLIHSNFLRPV*

> Candida glabrata (Izh2p) NCBI:XP_445799

MGDVHQRKVATMVTTEEQPLIGTDGQIKLRKKTVVRKLYTWEEIPEWQKDNEHIHTGYVRETSSVMECIRSLFYLHNETVNIYSHLIPAIAFFSTIFFNKYVVPTYSTTTLIDYLIIDIFFLGAFSCLILSSTFHCLKSHSLRVAVFGNKLDYLGIVFLIVASMVSILYYGFHGNPWFFGIFSLITMTFGAACAVVSLKDTFRSREWRPYRAALFVIFGLSAVLPILAGLFKYGPTETWTRIQLKWVILEGVFYIFGAFLYGIRFPEKMSPGSFDLWGHSHQIFHILVVVAALCHLKALLGSYSLVHYRFMIDMY*

> Candida glabrata (Izh3p) NCBI:XP_445561
MDSISSASKHVSQYFDFEPSLHKWKQRGLDNIHRVRQTGRNVRYPRFIHNTWNSLTSYTDELRAPDNDAKARSQGQNKVTRPARSRAPKKNRYSESTISLTSDANTLVNSNASTTSFSRFRAPKPATTSNSFGSVGSGGSSPNDYSSTTSLSSAATPVPEELLEYVEKPVYTLTFKDDDVVVKEEEIIEELDIKTYINTYNYENAFEFGKVRHLHYYELPFPWRENRCIINGYRFYNSHKKSLLSIVNWYGWHNETSNIWTHLLGGLYILYLMFYQFPSSEVFMSEQVPKAAKLITYVFLIAAAKCLFSSVFWHTFNGTSLLRLRCKFACVDYSGISILITASILTTEFVTMYQCPWAMVSYMALSTALGIFGVFMNWSPKFDRPEARPLRIKFFILLASMGILSFLHLTFITSLSHSTWLLSPITKKSVVWYLVGVVFYGSFIPERWRTDIQYDHTIPTSHELSTNVDIINKEKHIHFRETPTPHEMCKHHEHHHRSFKSLWWVDYVGCSHTLWHFFVVLGVIGHYRAILDILTKKWILSGSPL*

> Candida glabrata (Izh4p) NCBI:XP_447574
MEKKTVQSKIVTLEKLPVWYRRYGNSRIKTGYFYYTNATYLGCLQKLVKFNNDSISIYMNLVCGLISGVMLLFYTDVRLIPSHPSTTMTDYIIINLFLMATTTYFATMTLGQLLKGHSEYQGKLWNQAKQLALVLLLTCSIVTLLYYAFFDHVFLFKLFVIWTCLLMSITSIVIINDQYKRVQKLSCVVIFGVLSISLPIAVSIIKFGLFDSYKKQRIPFQVLTWEIVLYSLSAMLQLTRLPELTLSTLGDSFWIVDYLGNSDQVSQLVTIFAIIVHFNTIIFAYEVVHASIHVPPMISFK*
Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Saccharomycetaceae; Saccharomyces complex; "Post-WGD yeasts"; Vanderwaltozyma; Vanderwaltozyma polyspora (aka Kluyveromyces polysporus)

> Vanderwaltozyma polyspora (Izh1p) NCBI:XP_001644147
MAHIATVEREYSSVSKRRTSKSANGTVTIEVEREEHEEIKLCHFHELPDWQKDNEFILTGYVRETNSIKKCLRSLGCFNNESINIYSHLIAAISYFVVLLFYTDILCIPSFPSTTFVDYMVIDLYLLGAFTCLIGSSLFHCMKQHSESHSDMWSKVDYIGIICLITCSLISLLYYGYMDHFIYFKVFTVITLVLATICTICVLDQRFNSKNFRPIRAGFFILFSMSAVIPIGAGFSKFGFTEVLQRIQLRFVAWETFFYVVGALLYGFRIPETLYPGNFDLVGSSHQIFHIMVILGSVFHLKAVLGSYTFMHSNISSNSFTLSS*

> Vanderwaltozyma polyspora (Izh2p) NCBI:XP_001646275

MVSQNIRRRSITSTSSTVTTVQVEKDGAKSSYSYIKRGVQLVTWEHLPDWQKDNEHILSGYVKETNSIKACLHSLLFIHNESVNIFSHLVPAFCFMTTIIFDKYVVERYPTTTLKDYLMLDLFLFGAFTCLMMSSAFHCLKAHSPYVSSFGNKLDYLGIVVLIVSSMSSILYYGFYDNSFLYFTFSAITFTFGLSCAVVSLGERFRAREWRPYRAAMFVAFGLSALLPIFAGFLYYGVQETTIRVQLKWVVLEGVFYIFGALLYGVRFPERLKPGMFDIWGHSHQLFHILVVVAALCHLRGLLGSYTIVHTRLSSLTQ*

> Vanderwaltozyma polyspora (Izh3p) NCBI:XP_001646881

MESSTACSSMLTSENDEGSLNSSYSKKMADAVISSTSYSLDSISRLKRKSIDLVKKKSNEYISIGSGGSTVTNETFANLDNDGSNGSSTTISASLMNRLNRVKEKHLWRSNIKNSADTNKGTGAKNGNVKGIKVVDDEMLLLSRLSQDTLNNDSTFPLKTIAKLDSDVYSQFSDSNITLTNSVINTDMDKNINSLDNTPREPASKNSIHELLDEEHMWISEAMAENDNDLTYVIKSYNHSIAYDLGQDKHLHYYQLPFPWRENRYIINGYRFYHKNSKLLLSVFNWYGFHNETANIWSHLLGAIYFAYIVLFEFPKSFIVQSPEVPPSAKYIVYLFLLAGIKCMLASVFWHTFNGTCSIKLRPKYCCVDYSGITILITASILTAEFVSLYDHRSIMTVYMSLSLLFGCFGLYLNWSPKFDSPEARPLRIKFFILLAALGGLAFFHVAYLEGMAYAAWLYSPVTSKSIVWYLIGVFFYGSFIPERFRSDFVIDKSIPNSKQLASDVTIITKHKHVHFREEPTKTNHCKDCTSKSFKTLWWVDYICNSHNIWHVFVFLGVMGHYNAILDMFAKKWLTNI*
Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Saccharomycetaceae; Saccharomyces complex; Pre-WGD yeasts; Zygosaccharomyces; Zygosaccharomyces rouxii
> Zygosaccharomyces rouxii (Izh1p) NCBI:XP_002495237

MSSITEVKRRRVPIGNGNGEGLYKEVLEEKTLYDFHELPEWQQDNDKILTGYIRETKSVLKCVRSLFIWNNETVNIYTHLVSAVSYFLLMLGITDLVMVPHFPTSTFTDYSVINFYLLGAFGCLMCSSCFHTFKQHSGPHSDAWSKVDYMGIIVLITCSMISLIYYGFFDHMEYFRLFTVLTLTLATACTVCVLSDKFNHKDFRPLRAGFFIAFGLSGVFPVAAGIIKFGIQGGVQRVQLKYLGLEAIFYIAGALIYGFRIPETMFPGRFDFWGHSHQIFHVLVVIASFLHLKAVMGSYIFKHSHLNGVGLAALQSTY*

> Zygosaccharomyces rouxii (Izh2p) NCBI:XP_002495978

MSNLKKRSSLSTTTSDSQTNLEVNQEQTTIKIEPVNTQKKLLYTWNEIPDWQKDNEHIVGGYVRETNSIRECLQSLLYLHNESINIYTHFLPGLCFLATCIFDKFAIKNFDTTTWIDYMAIDFFFFGAFSCLILSSTFHCFKSHSSRVSVFGNKLDYLGIVILIVCSMISILYYAFHDSNKLFYSFTLIIFCFGVSCTIASFDDTFRSREWRPYRAGLFVAFGLSALLPIMGGIIKYGFHETWTRIQMKWVILEGIFYIFGAFLYSIRFPERLAPGAFDFVGHSHQIFHVLVVIAALCHLVALMNSYELVHTNLLSNST*

> Zygosaccharomyces rouxii (Izh3p) NCBI:XP_002495407

MQSEAPLSSLRPINFNTIHKLRRRVKIGSVSVFNNKYCNAISNAIGRGHNGKDKNKDDEKEDEKNEAEAEGEDKDEEEDDFYDQDERKPFARSSTPEYLLSQKVKNTYKNGRLRDSKSITPNDSNISLLSEANTLVGSSTVVNENNSDENNGGRLSWSLNSSSSSPTVHSSSITSGGELCSTDVKTYIRNFNHSAAYQLGHKCHLHYYQLPFPYRENKYIIHGYRFYASHKKSFLSIINWYGWHNETSNIWTHLLGGLYLIYLAFYHFPHSNIWLSDRVPKPAKCIVAVFLAAAIKCMFASVFWHTFNGTHLLRLRSKFACVDYTGITILITASILTVEFVTMYDYKISLLFYMICSLALGIIGVSMNWSPKFDRPEARPLRIKFFILLATVGCSSFIRLVFLTNWRYAADLLTPLTNKSVVWYLIGVFFYGSFIPERFRTDILTDKSIPTEKQLSTDLDIVTKHRDIHFREKPTIHPRSQCCQHHAGSFKSLWWVDYVGCSHTLWHFFVLLGVIGHYNAIMDMFTKRWIL*
Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Saccharomycetaceae; Saccharomyces complex; Pre-WGD yeasts; Lachancea; Lanchancea kluyveri (formerly Saccharomyces kluyveri)
> Lachancea kluyveri (Izh1p) NCBI Genome
MSSTTTVRQRRKTTQKASAESIATAKGRKRLCTFEELPDWQKDNELILDGYVRETRSVSECFKSLLYFHNETVNIYTHLVPGVTYLLMLMFLTDFILIPKFPSSTMTDYIIINFFLLGAFVCLMCSSCFHCLKQHSEEHSDIWSKVDYMGIIVLISCSMVSILYYGFHDHLFHFKIFTVVTVILGSCCAAFVLNDRFNSKNFRVFRASFFVSFGFSGLVPIIFGLVKFGISESVHRVQLKYVGLEAVFYIGGAVFYGFRIPENFGPGKFDLVGHSHQIFHVMVVLGSLCHLRAVVGSYIFMHTGVNYPGFLVFK*

> Lachancea kluyveri (Izh2p) NCBI Genome
MSTGTINKKRVRRLYSWEEIPDWQKDNEHIRHGYVRETNSFLGCFDSLFYMHNESVNIYTHLLPGLCFFFVVLFDKVAIKVFDTTTFLDYIMVDLFFLGAFTCLILSSTFHCLKTHSLRIAILGNKLDYLGIVALIVSSMISIMYYGFFDSGKFFYGFSTLTLVFGIACAIASLSDTFRSREWRPYRAALFVAFGLSAVLPIFSGVAVYGFKETWVKVQVKWVLLGGVFYIIGALLYALRLPERISPGKFDIWGHSHQIFHILVVIAALCHLKAVLNSYELVHKKLASI*

> Lachancea kluyveri (Izh3p) NCBI Genome
MERKEKDLEAVALNRLDKFINSLDHKLEKLEAMLPSSTSASGLPTPNLNRLKQRGKKFVRWGMNQVRDAPPPVQPEKQGAPHQQEEEVTTLYKFLKSTTEEFNGKETTPLESDTATLVGSNSSISLIRFSKIWHDHFNSGGNSNNGTVVHNSSSASFHSSSSTLITTSPERPNSPPSSRKSSSSVATEDVLQSLDYLDEKLETLIQDPGSIGQTIQLFNYDVAFKTGLSRHLHYYELPFPWRENRFIIHGYRFYHSHTKSLLSILNWYGWHNETTNIWTHLFGSLYIAYLAFYEFPQSSVYLSGDVPQFAKYMVYLFLGAGFKCLVSSVTWHTFNGTCKLHLRSKFACMDYTGITVLITASIMTAEFVSLYGNGDNPNSPVTFSLIFYMAVSSVLCCFGVFMNWSPRFDRPESRPLRIAFYLLLAGMGFLAFLHLTLITNFAHSSWLIRPVLDKSVCWYLIGVIFYGSFIPERWRSDILVDKCIPTHEELSKNLEIITTHKHIHFRENPTKHNHSVHKKSFRSLWWVDYYCCSHTLWHLFVLLGVVGHYRAVLDMFEKKWLSS*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Saccharomycetaceae; Saccharomyces complex; Pre-WGD yeasts; Lachancea; Lanchancea thermotolerans (formerly Kluyveromyces thermotolerans)
> Lachancea thermotolerans (Izh1p) NCBI:XP_002552634

MSSTYTLRQRRQQCAPNKGKAGTSGATAPGKNGLCCFEELPDWQRDNDKILAGYVRETNSMKKCFESLTYFHNETVNIYTHLIPSGTYLVMLMFFTDLFLIPQFPTTTMSDYIMINFFLLGAFLCLMCSTCFHCLKQHSEAQSNIWSKVDYMGIIVLISCSTVSLLYYGFYDYLFHFKMFTIAVVVLGSCCAAFVLNDRFNAKNWRACRAGFFVTFGFSGIVPIVVGLVKFGIAESSKRVQLRFVLLEALFYISGAVIYGFRIPETLLPGKFDFVGHSHQIFHILVVLGSLCHFRALLGSYFFMHTGISSPGLLNLKAL*

> Lachancea thermotolerans (Izh2p) NCBI:XP_002552697

MEQGGLTQRKPVEVELHHRMVEENSSLLKDSNLKQRTKRRLYTWDEIPEWQRDNEHIVGGYILETKSTWECLKSLLYLHNESVNIYTHLLPGWCFLLVAVFNQVVIEKFETTRLIDYVMIDLFFLGGFTCLMMSSVFHCFKCHSLPVAILGNKLDYLGIVALVVTSIVSILFYGFHDYDLYFWLFSGLTMAFGLACATVSLSNKFRSREWRPYRASLFVAFGLSALLPVIAGALHYGLKETWTRIQLEWVLLGGVFYILGAVLYGIRFPERMAPGCFDIWGHSHQLFHILVVVAALCHLRALLGAYKLFHHVKVV*

> Lachancea thermotolerans (Izh3p) NCBI:XP_002551941
MDRLESLLPNDGAYRPRLHKLRTRGKQIVRWSKSQVAGVPAYALRKITWGAASEADEDAGDDARAAAAEPPTELFAADFDAITMVDSRPQSMLNSYRMKDAQTARWHAKTATAAAAMASGVSYVSSAATLVSSSSFSSAENISLSLPSASPARSLSSADSCGTSPVSPVAGLRICDAKAIEKSFQSIQNDAEAVAASIKFHNYEVALQLGQQRHLHYYELPFPWRENRFIIHGYRFYNSYSKSLLSIFNWYGWHNETVNIWTHLCGALYFAFLIFKGFSQTTVYQSELVPTAAKFMAFVFLTAGLECFLFSVVWHTFNGICHLKQRSNCACVDYTGITVLVTASILTTEFVTLSGSSDATFTWSLLFFTGASAALGAVGVFMNWSPKFDRPESRPLRIAFYLLLASFGFFSYLHSRLFNTAVDSSDLIKPVFMKSLAWYIIGVVFYGTFIPERWRSDVQVDANIPTEEQLTTDLEIITKHRHIHFRSQPASHHKCKNADHKRSFKSLWWVDYFCCSHTLWHLFVLLGVIGHYTAMLEMFEKRWLRG*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Saccharomycetaceae; Saccharomyces complex; Pre-WGD yeasts; Lachancea; Lanchancea waltii (aka Kluyveromyces waltii)
> Lachancea waltii (Izh1p) NCBI Genome
MSSTCTLKQRRSACKNELKNGKNSKSAEQTKKSALCRFEELPEWQRDNEKILAGYVRETRSMRKCLESLTYFHNETLNIYTHLIPSGTYLVLLMFFTDVFLIPHFPSTTMSDYIMINFYLLGAFLCLLCSTCFHCLKQHSEAQSNIWSKVDYMGIIVLISCSTVSLLYYGFHDYLFHFKIFTIAVVVLGSCCAAFVLNDRFNAKNWRACRAGFFVTFGFSGIVPIIMGLVKFGVAESSKRVQLRFVLLEAFFYIGGAIIYGFRIPETLIPGKFDFVGHSHQIFHILVVLGSLCHFRALIGSYFFMHTGISSSSLLNLKAV*

> Lachancea waltii (Izh2p) NCBI Genome
MTEETTTLLNGSRIEERTRRRLYKWDEIPEWQKDNEHILNGYILETKSVGACLKSLLYLHNESVNIYTHLIPGWCFLLMTLFNQLAIERYETTRMIDYIMIDLFFLGGFTCLMMSSTFHCFKCHSLPVAVLGNKLDYLGIVALVVTSMVSILFYGFHDNNLYFYVFSGLTIMFGLACTIVSLSDKFRSRDWRPYRAALFVAFGLSALFPVIAGICHYGFKVTWTRIQLKWVFLEGVFYILGALLYGVRFPERVAPGTFDIWGQSHQLFHVLVVIAASCHLRALLGAYKWVHSQMLI*

> Lachancea waltii (Izh3p) NCBI Genome

MDRLEALLPGDAAHRPRLQKLRTRGRQIVKWSRSQVAGVPAYAMRKMTWGPASEVAGTEQILYPRALKEGGEASGTTDSRDSSDARELRTISEVPLSRIDSPLDFDTATMVDTRGLPAPALRRIKDLSHSRCNTKAGSAGTFISSAATLVSSSSISSSENFSISLPDSSPTRSLSYSSDENSSSLPIATIEYVVQTLDQVDLKGQVLPEDPDAVAALIKFHNYDTAFKLGQHRHLHYYELPFPWRENRFIIHGYRFYNSYKKSLLSIFNWYGWHNETVNIWTHLGGALYLAYLLFRGFSQTAVYQSELVPTAAKCMAFVFLLSGLECFLFSVVWHTFNGICHLQQRSNCACVDYTGITILVTASILTTEFVTLSGAAEAPFTWSLLFFTTTSSILGVIGVYMNWSPKFDRPESRPLRIAFYLLLASFGFFSYLHSRIFHTSISSSELIKPVLSKSLAWYLIGVVFYGTFIPERWRSDVQVDPTIPTEHELITNLDIITKQRHVHFRSQPVTHQKCKNSKSKRSFSSLWWVDYFCCSHTLWHLFVLLGVVGHYKAMLEMFEKRWLTS*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Saccharomycetaceae; Saccharomyces complex; Pre-WGD yeasts; Eremothecium; Eremothecium gossypii (aka Ashbya gossypii)
> Eremothecium gossypii (Izh1p) NCBI:NP_985884

MSEERGMKEQTISEMAQEMAHTTSEGLKKRIRKLYTFDELPAWQKDNELILSGYVRETNSVKECLRAMTYFNNESINIYTHLIPGVAYLVLFLIFADLVLAQLLPGLDAGEHRMLRFYLLGAFTCLACSSCFHCLKQHSEPHSRLWSKVDYLGILAQITCSTISLLYYGYHSYPSHFVFFSTLTVALCSACAVLVLNDSFNTVAFRPLRAFLFMAFGLSGVIPVLAGSYQFGFAEWAARIQLKYVLYEAVFYITGALVYGFRIPERFAPGKFDMVGHSHQIFHLLVVLGTLCHFRAVTGSYIFICTGKHYSSLLMFI*
> Eremothecium gossypii (Izh2p) NCBI:NP_983402

MNDSDLKQRVKFVAPENDTASSYSTKETTFLQDGTVAAAITATRAIREVSSLCSWDDLPDWQKDNEHILSGYVRETNSYRKTFRSLFYLHNESVNIYSHLIPGICFLFIALFNKYVVADYSTTTWKDYLMIDIFLLGAVVCLTLSGVYHCMKSHSLEVSVFGNKLDYIGIVALISCSMISQMYYGFYDSTAMFSLFSTVTLSLALACAVVSLSPHFRSREWRKYRAAIFTAFGLSGLLPVITSCFYYGPIEAYSRIQLKWLSLEGVLYISGAVLYGVRFPEKLEPGSFDIWGHSHQLFHVLVVIAALCHLRALLSCYKNVHTNALFVSL*

> Eremothecium gossypii (Izh3p) NCBI:NP_982389

MSHPNTHMPRTHAVHGRAAPQRRGCRTSVEKTDQSGHSRSSLAESAMEQAQLRSRGEAGGGRSVLCASGEPGSAHKWAGAVTCSGAEEQPLHWAESRARGLARHLHYWELPYAWRENRYIIYGHRFYHSHRKSLLSVLNAYGWHNETINIWSHLVGAAVLAYLLCWGWPRSDVYRAAQVPRLAKWAIGAFLACGVKCMASSVAWHTFNGTCHLKLRSRFVCVDYTGITLLVTASVVTTVAVTLYGLSRPLMYAYMVASIGLGTAAGVMNWSPHFDRPEARPLRIAVYVGLAALGLVSFVHVWMQVRWASAHLMAPLVYKSLVWYGIGVVFYATLVPERWRSDVTLDCCSGPVHEAACRQFRDLPPVARKDRQFWSLWWVDYFCHSHFLWHVFVVLGVVGHYRAVLQMSRIVWLDAGRAF*
Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Saccharomycetaceae; Saccharomyces complex; Pre-WGD yeasts; Kluyveromyces; Kluyveromyces lactis
> Kluyveromyces lactis (Izh1p) NCBI:XP_452753

MSATTTIRHRRSISEKLEQLTPVAISSTIKRLYRYSELPEWQQDNDKIITGYIRETKSVKECVKSLFLFHNESINIYSHLVPTITYLVLLVGLADMFLVPQFPNSTMMQSVMIHFFLLGSVLCLGCSSFFHCLKQHSESHCHIWSKVDYMGIIIMITCSIISLLYYGFHDHIFHFKCFTVFTVILGTICTVFALHDKFNSKTFRPFRAMFYVTFGLSGIVPIVTGFWKFGAYEAIRRVQLKYVLLEAMFYIAGAVIYGFRFPEVLAPGKFDFVGHSHQIFHIMVVLGSICHFRAILGSYVFMHTGMHHSSFVFIR*

> Kluyveromyces lactis (Izh2p) NCBI:XP_453128

MSTRKRSVVTEETALIEETPGTKKTVRVYERRVYSWDEIPDWQKDNEHILHGYVRETQSWKELFHSLFYLHNESVNIYTHLIPAVALFFIMLFATHHVINEYPTTSAIDYFMINLFFFGCATCLTMSSMFHTIKCHSLPIATFGNKLDYLGIVVLISTSMISILFYGFHDSSLLFYPFAGLTSLFGLICGYMSLKDKFRSREWRPYRATMFVLFGLSAVFPIVAGFIVYGKDETWKRVQLTWVIWEGVLYIFGAFLYGVRFPERLAPGKFDIWGHSHQLFHVLVVVAALCHLKALVVSYGLVHQALSQ*

> Kluyveromyces lactis (Izh3p) NCBI:XP_455777

MSKSEDFIMEYTSENVTGVDNEFSLSSEDEYVALTRLARFIKSANQKLEKLESVLPSTSVATTTSLPRQGFNKLRQRGRKFLRWNNKPVEAEKEVSYQDFINNPDAPAFYRFLKRTTEELTAVLPENDTETMIAEEFERSLNRSSITSPLLKFSQIYDDHFTSFASSSTTLHSSTKDSTRSSSQTSSKMPRFDDSISHSALSSSHSNSSDDNCQDNSRYDSHNVSSFSINKLKLDRSEMCELETIDDKCVDIDTQQVIQTLDFLDEHLDLFIEDPHSIKKTIQFYNWDNACDLGRQRHLHFYELPFPWRENRYIIHGYRFYDSHVKSVLSVVNWYGWHNETLNIWSHLFGAVYLAYLLFIQLPTTKVFMSQDVPLFGKLIIQVFLIAGVKCLLSSSVWHTLNGTCCLPLRCKFACIDYTGITVLITASILSTEFVSVYNLATQSLSTSMTVYMSLSLCLGIFGSFMNWSPRFDRPESRPFRIAFYVLLAGLGMISFLHLTISRGIDHSSQFFKPVWNRSLIWYLIGVVFYGSFIPERWRTDVELDYTIPTDAELCSNLDILTKHKHVHFRAVPSKSSRTGFFSLWWVDYFLSSHTLWHFFVLLGVIGHYNALLDMFETKWQL*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Saccharomycetaceae; Saccharomyces complex; Pre-WGD yeasts; Kluyveromyces; Kluyveromyces aestaurii
> Kluyvermyces aestuarii (Izh1p) NCBI Genome
MSATTTIRRRKSISLKATEIGLEKEVQYAFRLYRFEEIPIWQQDNDKIWTGYIRETGSVKKCFKSLLVFHNESVNIYTHLIPSITYLVLLVGLADLFLVPHFPSSSVADHAMIYFFLLGAVLCLGCSSFFHCLKQHSESHCHMWSKLDYMGIIIMITCSMVSLLYYGFHDHFSYFVSFAIFTLILGSICTVFALHDKFNAQTFRPFRAMFYVSFGLSGIVPILAGFWKFGVSESIRRIQLKYVLLEALFYIGGAVVYGFRFPEVIAPGKFDFVGHSHQIFHVMVVIGSICHFRAIVGSYVFLHTGMHHSSFVILR*

> Kluyveromyces aestuarii (Izh2p) NCBI Genome
MPGLKQRAVTIETEEISVTKTHDSGRISYARRRLYSFEELPNWQKDNEHILHGYVRETGNLKDSLKSLFYLHNESVNIYTHLLPALLFLAFTFATEFYMKKFPTTNTADYFYISLFFLGAFTCLILSSIFHCVKCHSLPVATFGNKLDYLGIVALISTSMISILYYGFYDSKYLFYSFSGLTSFFGFLCAYMSLKDKFRAREWRPYRALVFVIFGLSAIFPIMTGLFYFGLNEIALRVSLKWVVLEGVLYIFGAFLYGIRFPERLAPGRFDIWGHSHQLFHVLVVIAALSHLRALLDAYELVHERLGY*

> Kluyveromyces aestaurii (Izh3p) NCBI Genome
MEEEYERIVMMDFERDLQDRSDQEYVALTRLRRFIRSANKKMEKLEAVLPTPPNVVNSMGSTANLPRQGLNKLRQRGRRFLKWNRGEVDEDKVVAIKIKSAEEDTRFYRFLKRTTEELAPVLVESDGETMVMEDVDGVRGSMSASPLLKFSRIYEDHFTSRSRSSTTLQSMSMSMQRSSSVFERGDHGGQISAGSSRSGSLPCTMETYGSDSVCEEDWTGELSVDAEQVIKTLDFLDEHLDLFIEDPSSIKKTIQFYNWDNACEAGRERHLHFYELPFPWRENRYIIHGYRFYDSHYKSLLSIVNWYGWHNETLNIWTHLFGAIYLVYVVMHDFHDSVVYQSEKVPYLGKLMIQLFLWAGIKCLISSSTWHTLNGTCCLPLRSKFACIDYTGITVLITASILSTEFVSVYDIEKDRLSTSMTIYMCCSLLLGVVGTLLNWSPKFDRPESRPLRIAFYVLLAGLGLVSFLHLTLTTGIDHSSGFFKPVWNRSLIWYMIGVAFYGSFIPERWRTDVELDCLIPTNDELCSNLDILTKHKHMHFRKSPFKKNSSSKFFSLWWVDYCLSSHTLWHLFVLMGVVGHYHALLDMFAKKWSL*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Saccharomycetaceae; Saccharomyces complex; Pre-WGD yeasts; Kluyveromyces; Kluyveromyces wickerhamii
> Kluyveromyces wickerhamii (Izh1p) NCBI Genome
MSATTTIRHRRSISVKAEEATPISFGQRITRLYKYEELPEWQKDNDKIRTGYVRETRSLKECFKSLLMFHNESLNIYSHLIPTVTYLVLLVGFTDLVLVPHFPGSSMTDYIMINFFLLGTVLCLGCSSFYHCLKQHSESHCRIWSKVDYMGIIVMITCSMVSLLYYGFHDHLFHFKCFTIFTVFLGAVCTVFALHDRFDSKTFRPFRAMFYVSFGLSGIVPIMTGFWKFGLSESFHRIQLKYVILEAVFYICGALIYGMRFPEVLAPGKFDFVGHSHQIFHIMVVFGSICHFRAIVGSYIFLHTGMHHSGFVIFR*

 

> Kluyveromyces wickerhamii (Izh2p) NCBI Genome
MTTKKRTTTIERTTIMDGTHLLRTVRKTERRLYSWEEIPDWQKDNEHILHGYVRETKSWRDSFRSLLYLHNESVNIYTHLIPAIMFLLVLLITEKCVQTFPTTTFIDYVVIDIFFLISILYYGFYDNNNLFYSFSLLTSGMGLLCGYMSLKDKFRSRKWRPYRALVFVIFGLSAVFPIIAGLMVYGANATWERVQLQWVILEGVLYIFGAFLYGIRFPERIAPGKFDIWGNSHQLFHILVVIAALCHLKALLSAYALVHKNML*

 

> Kluyveromyces wickerhamii (Izh3p) NCBI Genome
MADTSMRSSVEIEEVREWQAQNSDQEYVALTRLARFIKSANQKLERLECVLPSPTVPSPPGLPRQGLSRLRQRGRRFLRWSKVEREDGEAAGSGDKSGDQGFADTRSETAFYRFLKRTTEELTPVLAESDNETVVMGEGEAQGVGDGDRAAGSKPSFASPLLKFSQIYDDHFTRCSSSSSTTLHSVERRDSHQARSSSQNSSDSAGLRARSSNESDPRGASLLAQELVLDEQYEDVDAEQVIQTLDFLDKHLDLFIEDPSSIKKTIEFYNWDNACDIGQNRHLHFYELPFPWRENRYIIHGYRFYDSHFKSLLSVVNWYGWHNETLNIWSHLFGAAYLLYVLLCEFPASAVFLSQEVPFFGKLMVQIFLLAGIKCLTSSSIWHTLNGTCCLPLRSKFACIDYTGITVLITASILSTEFVTVYNVQEKSLSPAMSVYMGASLMLGVFGSVMNWSPKFDRPESRPFRIGFYVLLAGLGMLSFLHLTVCRGLSHSSVFFKPVWNRSLIWYLIGVAFYGSFIPERWRTDVELDCAIPTNAELCSNLDILTKHKHVHFRPTPSKRASKSSFLSLWWVDYCLSSHTIWHTFVLLGVIGHYRALLDMFATKWQI*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Dipodascaceae; Yarrowia; Yarrowia lipolytica

> Yarrowia lipolytica (Izh2p) NCBI:XP_504072

MSSTRTTTAAGQIRFRADPCAQESFIEHAQHTVTDTIEEVKESLTHLWDDIPAWQRDNCYIRRGYVKETNCYKKTFKALGFVHNETVNIYSHLIPALTTFVGGVAAYGLGTYLDVGLPIYPTTTWKDHGVFILFMFGIVSCLGMSATFHCIKCHSQQVARTGNQLDYLGIVSLVVSSMFGIIFYGYDHGDYERWLYWGLTFSLGTICACVSLMKKFHTSEWRPFRALMFVLFGLSGGFPVIHACFRFGYEGTVLRIQLPWILLEAAAYIGGAGIYAARVPEKWSPGTFDIIGSSHQIFHMCVVLGVILHWIALLGTYHAYHGWALSQSPIFFR*

> Yarrowia lipolytica (Izh3p) NCBI:XP_500751

MAKAPTSRRRSVARDQDFLVRGDESRAAKASGVSRSPESRPEHLDIKISTDDSTALEALFDEKLETSLLLKFDTFLKGLESRMDVLEDFSANKASQIDESIHNAVLAFEQIKEKVLTKTTDQKKKMEQFMHVIENNFNDFADWDTDSWDTESWTSQFSEVQKHLEQRLVEIEEAVKQGADELLHKATQAALEAAKKGLITINELPEVHRDNPYIIRGYRFYGKYSDCAKSVVTLHNETCNIWTHLGGFFVMLFLAFFHYPKTVSWEKSSLMDNMCMIVFLVAAMKCLVCSSIWHTFNSICWIEHRKKFACVDYTGITVLICASILTTEYTAFYCNPTMQTVYMTLTAFFGITGVFLSWDPKFDDPKNRHWRILFFVSFAVAGATSFIHNTLLHGVSNTLAFYLPVVPSLASYAAGVIFYSFLIPERWCPGGVFDYFGMSHNLWHIFVFGGIFYHYTATVKLLETAHSYACVA*
Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Lipomycetaceae; Lipomyces; Lipomyces starkeyi

> Lipomyces starkeyi (Izh2p) JGI Genome

MTSTSGRDIGALKDQVQYSYLEVEATDDYESLNKVPSDAADICRTLSLSHASAAGRLLTVIWDDLPAWRRDNHYIRSGYRQETFSFWKCVQSLAYLHNESVNIYSHLIGSLFFLTILAITLDIFLPRYPSTSVKDFVVFVIFFVGAVLCLGMSSTYHCLNCHSESVAKFGNQLDYLGIIFLIVGSFVPTIYYGLHSIPHYMPIFFGLVCGLGAICTILTLRKEFASPTWRPFRALMFVIFGLSGIIPITFGGAKLGYSELYRRIQLQYMITEGALYIGGAAIYAARIPERWKPGRFDLFGSSHQIFHMFVLAAAICHLKGIINSYNYCHGDRQGF*

> Lipomyces starkeyi (Izh3p) JGI Genome

MQTVTETVTSGPADVSDDESRPLLNKADSFSTARSASRRHSFHSHSKTSSTDLEFLEEVVLLKLDLFLSHLEQRLLSLESYSAEKLNRLDESLVNAYQTLVAVKDSCGKLGGEVIGEGWRRGEAIVGILERRYNESLITKDSLPSKVAAGMHFLEQKLSDLEGQCYTTVNETIQTVDTKLSDSADAFNRSIEAALKAAKERLITYEELPLQWRENPYIYRGYRFCANYTECLISMVKIHNETCNIWTHGFGFFMMLSVALYYYPSSPNFKNFTTWDKFVFGIFLVAALKCLLTSTIWHTFNSIGILSHKRCFACVDYTGISVLIACSILTTQYTSFYCQPMWQVIYMTATAVFGIAGVVMAWHPAFDEPENRWLRITLFVSLAMSGALGLVHLSFTRGIISTLMFYFPIAKSLLCYIAGVVVYGCLFPEKYFPGTIFDWIGMSHNIWHLAVVGGIYYHYTATLKLLGEA*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Wickerhamomycetaceae; Wickerhamomyces; Wickerhamomyces anomalus
> Wickerhamomyces anomalus (Izh3p) NCBI Genome (unfinished)

MSSTEMGSTLTHRSKKSSLINDDLTLLRSAHSSSCSINRIAEENSMENDLLGRIDKFISSIETKLDRVESFFTPGNKLGDEKRPLGNDEAVATLQNLYDTLITIKNSVFTKSVNLENFNKILDEHYGHLLSSINASENLGFHEKLLTGLHFLDAKINQFNSLMEGEAKAFFADEATTVKTPEDNITSSIRSFNIKFYNYERAISQGTSRLLHYYELPFPWRENKYIVYGYRFQNNHANALKSICSCHNETTNIWSHLLGAFFFLYVCFVQFPNKDLFKNNTFADNAVIYLFLIASIKCLLSSTFWHTFNGTANLYLRKKFACIDYTGITVLITASIITTEYAALYYFPILKVGLISFSMICGIIGFFFNWSSHFDRPESRWLRIGFFIALSGLGVSAFVCLALQRGLKHALLFYLPISRSLVWYLVGVVFYGTLIPEKFRSDVIVADFQPEEEQLESEELLENIDTHFKESPPLSKNNSLTSLWWIDYFMSSHNIWHVFVVLGIWGHYSGICEMFANRHLNKV*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Saccharomycetaceae; Pichia; Pichia angusta (Hansenula polymorpha, Ogateae polymorpha)
> Pichia angusta (Izh2p) JGI Genome

MAHKRRSTNTQTATISSENTPLVAIPRKQGKYFFDEIPLWQQDNHYIRSGYVRETNSFKGCFDSLFFLHNETVNIFTHLIPGFLLPFALLLASVPTWIMDVPVYETTSKIDNFMFYLFFFGFVSCLTLSAAFHATKCHSHRIMKWGSSLDYVGIISLIVTSMVGIIHYSLYDDRTAYWLCLLFVGIQGTICLVLTLNPRFREPEWRTFRATMFIIFGVSSVVPIGYGLWMYGFGEVWNRAGLGFVLLEGVGYISGAIIYAMRTPERHFPGAFDLWGNSHQIFHVLVVLSAYSHFKGLTESYKYCHTSGIITH*

> Pichia angusta (Izh3p) JGI Genome

MSSTGIEVHGSDLFDEHDQKLMQRIKSQSELNSDASLEERVLERFDRFLAKLESRIEDFEKYFTNSAYKSNRTHYTFFEALKSIKAAVIQNQQHNLQAFGQILDRYYGSLLDEKKEYDSTDMYAKISTGLQFLDEKIDLFEKTFNIPLSPQEHLGKLKEKLYNFDKAVAAGSKRLLHFYELPFQWRENKYIIYGYRFNSGHLSALKSVFQLHNETANIWTHILGSLLLLYIMLKHYPATEIYARSSFGDKLVTNCFFLASIKCLMSSVVWHTYDCISQLKLRKRFACIDYTGITVLITASIITTEHIALKEFPAAELGFISFSTIAGIVGVLFTWSEFFDKPESRPVRILFFISLSALGVAAFCSSAVLKGLEYSFHLYAPLLKSFVWYLTGVQFYGTLVPERWRNDVIVDKLDICDEAISELEKSDKLDEYLNKTPDETPMRKSWFSMWWVDYVFSSHHIWHIFVLLGVLGHYSAILEMFSLVN*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Saccharomycetaceae; Pichia; Pichia membranifaciens
> Pichia membranifaciens (Izh2p) JGI Genome

MGGSLKYRHNHEKPHRSLVSYHDLPHWQKDNDFIIYGYVSETNNLWHCFDTLFFFNNESLNIFTHLLPGTVFPILMAVFIPYLIVHENFISYVPPWLVHLPAYTNTDASDYGIFALFFIGFMVCLSCSATFHMLKVHSHVVASMGSRLDYAGILLLIASSLIGIVHYSFIDQPALRSIFVSITSVIGVVSLLVTWHPDFRTPKWRPIRTSTFVTFAFSGLIPICYGFLIMDWKVAADRAGLKYVGYEALSYLAGATMYAFRIPERLSPGTFDMVGNSHQIFHCLVVLGAYCHLRALVHAYIVAKSTTLGGQLL*

> Pichia membranifaciens (Izh3p) JGI Genome

MATLVNRNNKARSSDSLTAETSILHEAGDGNDTEVDLDGVDVMETLVLNKVDRFLSTFETKLSSMEKYLAQSASGVESTASSTAATLKSYTPTYSKLVDTLSSVKGFLYKNQQQNLHPLKKIIDDYYDQEEEELEEKRNEEKLPGEVVEQKHQTRQRLIQTIQLLNARLADFEHHHNLPPLATHPSERLIALKETLYNYDTAMTVSSHRHLTFYELPFQWRENRYIIYGYRFAKSHVTAMLSAFSWHNETVNIWTHLLGTFYLLYLAFYDFPSSEHYFKYTTSANDHAIVYLFIASAITCLMFSVIWHSYTNIGFLSLRSKFACFDYSGITVLITSSIITTEHISLKDYPNLRFAFVAFSSLAGLVGIGMAWHPYFDRPESRIIRILFFVSLSFLGVVSFMCSCLVHNFKFALNLFSPLYISFVWYLSGVVFYGSFFPECIRSDVEIDDFQISDDTIMELDKRGTLLEYLRKKPAHTCNHGFTSLWWVDWIGNSHNLWHLFVIGGILGHYSALLEMFKRATEFA*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; Saccharomycetaceae; Pichia; Pichia pastoris

> Pichia pastoris (Izh2p) NCBI:XM_002493309

MAIKRRGTYEAVVDNTVSKHSPVKKIQQLAKYHELPDWMKDNHFILGSYVSETSSFKACFRSLTYVHNESANIYTHLIPALVSPTLAVFFAFILFQQNAFEQTFNHSAVAVDYVVCSLFLFGLFGCFMCSACFHCFKSHSHKIAIVGNKLDYLGIVLLISTSLIGIIYYAFIDKPNLYSIMISVTVILAIVCATVSLDDNFRRPEWRPFRASMFVSFGLWGGVPVLVGLYTYGKEETVQRCGLKFIILEAIFYILGASIYALRVPERLAPGSFDLLGSSHQIFHVLVVIAAVCHGMALVGSYNYSKLTRV*

> Pichia pastoris (Izh3p) NCBI:XP_002491312

MTENSAELRKRSVKNDSGSFPYSDSVLMKRASSSSSELLGNLADESTKEEYLLNKLDMFLSDLEFKLDNFEEYMSSSNHEHLEFISTLLSLKDKVVRKSKQFHMDQILKIIEDNYGALLPSSLNVTEKLITAINFLDAKLSEFDKLLIEEQNQLMPIINQKLMNVDEAIEKGADNKLIHFYDLPFHWRENKYIVFGYRFNGTHKEATKSICQCHNETFNIWSHLLGAMLLVYLSFCHLPSMELFQSFNMTDKFVLYQFMFCAFHCLMSSTFWHSFSNIASFPLRNSYACVDYTGITVLITSSVVTTEHVALQHVNAWYRICLITFSVLSGVAGVMFTWSPYFDKPENRHLRISFFVSLAFLGVSTFVLLWFLKGVSPTFAFYFPLLRSFASYGIGVVFYATFIPEKWRTDVVVDNKEICDRTLLTLYKESRLEEELYNKTPELTSKGKKKHLTSLYWCDYILSSHNIWHLFVLGGILGHYSAILEMFGNMKDFV*
Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; "CTG Group"; Debaryomycetaceae; Debaryomyces; Debaryomyces hansenii

> Debaryomyces hansenii (Izhp2p) NCBI:XP_456527

MTSILRQRGSCTDVRSSGDATPIETIPRLHYYHEIDEWQQDNHFIRSGYVKETSSFSNCFNSLFYLHNESINIHTHLLPSFFAFLVIIYYVNYELPIYDNYLGVWEKLNFLQFGMAVTACLLISSTYHCVKSHSDTVSKLGNKFDYFGIVILITCSLNSIVLFSFYDEPFWKFTFIIIFLGLATTCTVLTLDPRFATNVYRPLRSLMFILFGLSGILPLIAAVKLYGYSAAVERSCAGWLVLEGISYISGAVLYAMRVPERFTHVDEDETSLLDKPLSGKFDIFGHSHQIFHVMVLVGAFCHWMSLVGCYHYLHEVILPNAI*

> Debaryomyces hansenii (Izh3p) NCBI:XP_459388

MSSMSTSDTTTTTLLRNRFDKSIPDQNEKTTEELLIEKLDKFLSSIESRLDSFEQYFKVSKGDIDEDLSVPEESDKSRRNSNASLSSIRSFSVNNLNMIYQRLGFIKDSVLKSSFTNLENLYNTLDDQYNYLFNSSTPIDDEKIGSNSKEMLSVKIITTIQYFDEKLLQVDNLIQDRTIQGTADYKAPTFKHLGFYNFNRALKAAENKYLHYYQLPLRWRENRYIVYGYRYSMKHLNMLKSVFKLNHNESMNIWTHLIGFLLFLYICFWHYPGTETFQRNSFQDNAAMYTFLAAAVGCLGCSVIFHTYTSFANIATKSNCACVDYTGITVLITASIMSAEYCSLYHYPSLLRIYMIFSSICGLTGFTFNWSPYFDKPECRSLRIGFYVGLAFLGFTTIICQIFYEGFVSSMKFFFPMVYKSLIWYAIGVIFYGSLFPERWRYDVVIIEDETCNHAHNSSDILKGNPENSGNEELEQIENDIKQEAEQYNHYCDEDDCKSIDDEKDLVEEEENKYRDIIDKHFPLEPIKTPYNKDFFSLWWVDYCFSSHNIWHICVVLGVIGHYYTIIEMFDKIANL*
Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; "CTG Group"; Debaryomycetaceae; Yamadazyma; Candida tenuis

> Candida tenuis (Izh2p) JGI Genome

MDLLSSTVVENTNDFRATSIPTTINGLRFYHELDEWQQDNHFIRSGYVKGTNSYKSSFNSLFYIHNETGNIYSHLLPSLVIAGSLVYYLKFQLPLYESHLQVWEWINFLQFGFAATFCLAMSSIFHCIKSHSHLVARFGNQLDYFGIIILITCSLISIMVFAYHREPKFKYGFSCLFLVLGSICTFLTLDPKFSTSVYRPIRSTMFILFGLSGVVPIVSAVNTYGLEVTKRKAGLNWLIWEGVLYISGAVLYAMRVPERFSHVEQDQASLLNNPMVGKFDIWGHSHQIFHVLVVIAAFCHWKGLVQCYHTMHQDMLA*

> Candida tenuis (Izh3p) JGI Genome

MSEITQGLRNRFHNSTKDSTEELLIEKLDIFLSSIESRLDQFERYFKFNNIEDLDEYYEEEKTKEVESGEETDESHQGHGRRTSVSSVLSFKSFANLDMIHQRLKLIKQSVLKSSILNLEYLYKTLDDLYSYMFNSSEPLISSDISFDNSKEILSQKIIDTLQYFDERLTHIDDMIQRKTNQVITDESIFNIFKFYNFNKALKLGQHNYLHYYQMPLGWRENRYIINGYRFSLSHWSMFKSIFHFNHNESMNIWTHIVGLGILFYLGLVHLPSTEVFSKNTFEDNLAIYFFLFCAVACLTCSTIWHTYSCFARISTRYNCACVDYTGITFLITSSVVSVEYAALFNYPKLFRTFMTISIVSGVGGLAFNWSPYFDKPECRSIRIGYFVGLAALGVGTVMLLCFYEGFVKSFQFIIPIFYKSFVWYWIGVCFYGGLIPERWRYDVIINEDECCQHEHSASDILAGNPEKSGEEEYKDIENDITNQILNEKPPSDHESEAMEHEKFKSIINKHFPEQPIQTNYKTDFFSLWWVDYAFSSHNIWHILVVFGVLGHYSCLLEMFSNISR*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; "CTG Group"; Debaryomycetaceae; Myerozyma; Myerozyma guillermondii (formerly Pichia guillermondii)
> Meyerozyma guillermondii (Izh2p) NCBI:XP_001486815

MSSLKQRTKTTTKPAPEVVEQVPGTRKLLYYYNLEEWRKDNHYILSGYVPQTNSFRKCFDSLFYIHNETVNIWSHLIPSLIVLAAIFIYVNDYLVIYPTHLGWEKLNFLQFGIAATCCMGLSSIFHGSKSHSPRVSKFGNQLDYFGIIIMITCSLISIILFAFYDEPVYKYGFISLFLVLGGICSFLTLDSQFATPTYRPLRSGMFILFGLSGVLPVAAATYMYGLETAIERSNAWYLVGEGFFYIFGAAMYAMRVPERFTHVEVDEETYKKSPTAGKLDIIGNSHQILHVGVVIAAYCHWCALLGCYHYLHQKTLA*

> Meyerozyma guillermondii (Izh3p) NCBI:XP_001483278

MSETYTLRNRRSDGVSSSQERQEVAKPTEEVLVEKLDRFLSSIESRLDTFEQYFRLRASDDDNYEFPEKSSTLRRNSSASLNSLRSFTLPNLSTVHQRLSLIKASVLKSSITNLEHLYNTLDDQYTYLFSSPASEPGSPATETTQLSQSKEILSRKIITTIQYFDEKLSQVDNLIQEKTPQATTDYHAPSFQHFRFYNFNKALQKAEKEYLHYYDIPLSWRENRYIIYGYRFSLSHKTMLKSVFQFNHNESMNIWTHLIGALIVIFLGAVHLPSTELFQINSYRDNVVVYMFLAAAFGCLACSTIWHTYSCFAKLPVRSSCASVDYTGITILISASVISSEYCSLYHFPKLQKIVMTFTILCGLGGLTLNWSSYFDRPECRPLRIGFFVGLAFVGLTTFVAMCFNEGVMVSLKFFLPLVLKSCTAYLAGVVFYGGLIPERWRYDVIINEDGPCHHNHTARDVLTDNIEHSGEEEFQQLETELHEQEDSTNDESNDNLGIKEDPTQSKEYREIIDKHFPDEPTKTVYHKDFWSLYWVDYFFSSHSIWHIFVLLGILGHYFSLLGMFETLHS*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; "CTG Group"; Debaryomycetaceae; Lodderomyces; Lodderomyces elongisporus
> Lodderomyces elongisporus (Izh2p) NCBI:XP_001526942

MFNSSTATATATATTTPTPNSNSSSKPTDSLSSAGADNESANRRRLAFYHELDDWQQDNHYIKSGYVKGTSSYLDSIKSLGYLHNETVNIYSHLLPSSISFWAILYYINFQLTIYDNYLGIWEKLNFLQFGAACTFCMFMSSVFHCLKSHSHKVSRFGNQLDYFGIVILITCSLISIILFSYYNLPFQKWLFVGITLFFGTVCTIFTLHPEFSKNTYRPFRSAMFIMFGLSGVLPIANAVYLFGFETTKARSGLIWLILEGVFYILGAVLYAMRFPERIGHLDSKEHIFKPGRFDIFGHSHQIFHVLVVVAAFCHWRALLECYHYLHQHIL*

> Lodderomyces elongisporus (Izh3p) NCBI:XP_001524177

MSTATETFTQEDAVLQNRFRRQGKSLPGPATAMSQVEELLIEKLDYFVSSIESKLDHFDSYFKVKKEESKKQAKQAKQASKDNSNKYLSVRDINSNNGSSTSSSTSASNSRRNSTSSIASLKEISIMKLNLVQDRLRLIRKSVLSKGFTNLDYLYNLLDDQYNYLFNQTLPEIDNQLEQENEKGDKESVALNKEILSGKIINTISYFEEKLIKIDDYIREKTPLLEDEMDTSDAMYNKLRFFNFNRALKNALENPRGLIHYYELPLSWRENKYIIEGYRFSLKHTSMLKSIFKMHNETMNIWTHLVGLGIILYIAFVHFPSTNAFSKNNMWDNLAMYQFLAAACTCLISSSIWHTYSCFAHYPSRQNFACIDYTGITILITCSIIAVEYCTLFQHPNLLYLYMAFSIAMGVFGFVFNWSLYFDKPECRSLRIGFFVGLSTSGATALLCQAYYEGILYSIKFFLPLCYKSFVWYGLGVVFYGGLIPERWRYDVIIEENIGACQHHYNIEDVLEDNVGHAGREEIQQIEKELEEMRPHSHAQHGAVVEKMEDKKQEEEEEKVDNKVEGDEERNNGESVVDDDELRFRQLINKHFKKQPVRTPYANSWLSLWWVDYFLASHNLWHICVVLGVLGHYSSVLNMLDGLN*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; "CTG Group"; Debaryomycetaceae; Scheffersomyces; Scheffersomyces stipitis (formerly Pichis stipitis)

> Scheffersomyces stipitis (Izh2p) NCBI:EAZ63849.2

MNEFGSQGENVVETEFRNAPVKLHPTSNRRLYFYHELDEWQQDNHFIRSGYVKETSSYRECVQSLTYFHNETVNIYSHLIPSSLVFWGVLIYVNFYLKIYDNYLGVWEKANFLQFAGACWFCLFMSSTFHCIKSHSHKISRFGNQLDYFGIVILITCSLNSIVMFAFYDHPYYRDALVAMFVLLGTICTIMTLHPKFSTSEYRPLRSTMFILFGLSGVTPVLLAGYTFGWKATTERVNVLWLVLEGLFYIGGAVLYALRVPERFTHTEEHETFHLVLGEPLPGRFDLIGHSHQIFHIMVVIAAFCHWLALVGCYHYLHQHILE*
> Scheffersomyces stipitis (Izh3p) NCBI:XP_001383775

METEIRHRGTSSNDKSFESVPTTEELLVEKLDVFLSSIESRLDNFEHFFKFKSQELKEAKELNLSTFAENVSRSRRDSTASLSNIKNYSINNLNLIHQRLHLIKDSVLRSSFTNLEYLYNTLDDQYNYLFNSTSSEDSDSASSVDKELIASSSNRKEILSQKIIATIQYFDEKLLLIDAFINDNKPERRLDYEEDSTLLQLRFFNFNRALKNAKDRYLHYYELPLSWRENKYIVYGYRYSLNHSTMLKSIFEFNHNESMNIWTHIIGFFFVGYLTLWHFPNTDVYKLNSFNDNLPVFVFFGAALKCLISSVTWHTYSCFAHLPTRQMCACVDYTGITVLITCSVIAAEYCALFNYPKILKVYITFSTICGTSGFAFNWSPYFDKPECRSVRIGFFMGLAFLGASAGVCMAIYEGVLPTLKFFFPLVYKSFVWYWLGVIFYGGLIPERWRYDVIIEENTKVCHHNYDTRDVLLDNIENSGREEIEEIEEEFENIEEKHLPEDEEEARFKDIIAKHFPEKPTTTPYSHEFLSLWWVDYFLASHNIWHICVVLGVVGHYFSLLDMYRNIERAAT*
Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; "CTG Group"; Debaryomycetaceae; Spathaspora; Spathaspora passalidarum

> Spathaspora passalidarum (Izh2p) JGI Genome

MNSLRQRQTTVQTATQEVHDDPVTTQVLRRLHYYHELDDWQKDNHFIRSGYVKETSSYRECLKSLTYLHNESMNIYTHLIPSSIVFWSVLYYINYVLTEYDNYLGIWEKLNFLQFATACTFCLFMSSAFHTIKAHSHKVSKFGNQLDYFGIVILISCSLISIILFAFYDHPFLKYFFVVLTAVFGTICTVLTLDPHFASVEYRKFRATMFIMFGLSGALPILVGFYMWGFQHTKERSGMIYLILEGVFYIFGAVLYAGRFPERLTGIDKEEFLKNPTPGMFDIFGHSHQIFHVFVVIAAFCHWKALVQCYHFMHQYILTV*

> Spathaspora passalidarum (Izh3p) JGI Genome

MSRLEVSTTDLRNRFTPSHSRSRSPSVSASTEEILVEKLDKFISSLESRLDNFEQYFKVSCEDELFDTLDSKNKLDCHDNTHEQQIELLEVPTRSRTGSFHHIKTFSVNQLNTIHQRLLLIKKQVLTTSFTNLEYLYKTLDEQYKNLFTSSEEEIYPTISTCDDHSNKTEVLSKKIIQTIQYFDEKLLQIDDFIKSNIPNTNEFYDDMDENHDSIFNKLRFFNFHRALHKAEKGNRLLHYYELPLSWRENKYIIQGYRFSLSHATMWKSIFQFNHNETMNIWTHIIGLMFVLYLCIWHFPSSEQFYQNTFNGNVIMYIFLAAACKCLISSSIWHTYSCFAHFPTRQTFACVDYTGITVLITCSVISVEYCALYNFPKLLTTYIIFSTICGTTGFIFNWSPYFDKPECRSLRIWFFMGLAFLGATAVLWKMVYDGVLPSLLFVFPLVYKSFSMYWIGVIFYGGLIPERWRYDVLIDQFNTAAVAHTYSTRDVLLDNVENSGFEEIGQMGEELEEVVETNEKQYDEKFKQIIDKHFKKEPIYTPYRNDLKSLWWVDYFLASHNIWHIFVVLGIVGHYSCVMEMFKDINITR*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; "CTG Group"; mitosporic Saccharomycetales; Candida; Candida albicans
> Candida albicans (Izh2p) NCBI:XP_710854

MQDSYTLLRQRQKVDNSQTSTELESTPLSKRLHYYHELDEWQQDNHFIKSGYVKQTNSYKECFKSLTYLHNESVNIYSHLLPSSKSFGVILYHINYILPKYDNYLGVWEKLNFLQFGLACTFCMFMSSTFHCIKAHSHPVSKFGNQLDYFGIVILITCSLISIILFAYYDYPWYRNIFVGLSLFFGTVCTVLTLDRKFSTNEYRPFRSFMFILFGLSGALPIVNSMHMFGFEITRQKAGVEWLILEGVFYIGGAVLYAARVPERFTHVEDDEHTLLNNPSSGTFDIFGHSHQIFHVMVVIAAFCHWKGLVQSYHYLHLQTLPNL*

> Candida albicans (Izh3p) NCBI:XP_718090

MGIRSLNKREILSQKIITTIQYFDEKLIKIDDFIKENKPSATDDYTHDIIFSKLRFFNFNRALQNANNRYLHYYELPLIWRENKYIINGYRFSLSHMSMFKSIFHFNHNESMNIWSHLIGLMIVLYICINHFPNTDLFQQTTWGDNLIMYVFLFAAIKCLVNSSLWHTFSCFAHYPTRQTFACVDYTGITVLITCSIISVEYCSLYNYPKLLMGYVGFSTLCGLAGFVFNWSSYFDKPECRSIRIGFFLGLSFSGATAMICKSYYEGIMATLSFSAPLVYKSFIWYLIGVGFYGGLIPERWRYDVIIEENHLNNRHTYKPTDVILEKMGHDGEDEMEEIEEEFEEIVDQHISECNDTTTSNTPNHDIFDHDQKFAELIAKHFKQNPIKTPYSNNFLSLWWVDYFLASHNIWHICVVLGILGHYVCLLDMCRGLYKLV*
Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; "CTG Group"; mitosporic Saccharomycetales; Candida; Candida dublinensis
> Candida dublinensis (Izh2p) NCBI:XP_002417143

MQNSNISLRQRQKSDNSQTSTVLETTPLQKRLHYYHELDEWQQDNHFIKSGYVKQTNSYKECFKSLTYLHNESVNIYSHLLPSSISFWVILYYINYILPKYDNYLGIWEKLNFLQFGLACTFCMFMSSTFHCIKAHSHPVSKFGNQLDYFGIVILITCSLISIIVFAYYDYPWYRNIFVALSLFFGTVCTVLTLDQKFSSNEYRPFRSFMFILFGLSGVLPIVNSMYMFGFEITRQKAGVEWLILEGVFYIGGAVLYAARVPERFTHVEDDEHTLLNNPSSGMFDIFGHSHQIFHVMVVIAAFCHWKGLVQSYHYLHLHTLPNL*

>Candidadublinensis(Izh3p)NCBI:XP_002421143
MSTATELASTGEIRNRSNNDKNKTDEDSSTSSVVQTAEDLLVEKLDLFISSIESRLDNFERFFKLDKNAKKEQQQQQQQGTINGGGGGGGRPLGRSRRSSSTSSLQSFRDFSINNLNMVYERLGIIKKSVLSNSFNNLEYLSKVLADQYNYLFSSSAIDSDSDSEEENNQNDNNGTNNNNNNNNNSINIGQFKEEFTNLGMKSLNKREILSQKIITTIQYFDEKLIKIDDFIKENKPSATDDYTHDIIFSKLRYFNFNRALQNSNNRYLHYYELPLIWRENKYIINGYRFSLSHISMLKSIFHFNHNESMNIWSHLIGLIIIIYICINHFPNSNIFQQITWGDNLIMYMFLFAAIKCLINSSLWHTFSCFAHYPTRQTFACVDYTGITVLITCSIISVEYCSLYNYPKLLMGYMIFSTLCGLAGFIFNWSSYFDKPECRSIRIGFFLGLSFSGATAMICKSYYEGIMITLSFFSPLLYKSFIWYLIGVGFYGGLIPERWRYDIIIEENHLNNRHTYKPTDVILEKMGHDGEDEMEEIEEEFEEIVDQHISDNTTTTTTTSTSTSTTTTTNHDIFDHDEKFEELIAKHFKPNPINTPYANNFLSLWWVDYFLASHNIWHICVVLGILGHYVCLLDMFRGLEKLV*
Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; "CTG Group"; mitosporic Saccharomycetales; Candida; Candida tropicalis
> Candida tropicalis (Izh2p) NCBI:XP_002550231
MSKSNTTIRQRSQSKQQQVNEYSSLNSETPLQKRLHYYHELDEWQQDNHFIRSGYVKQTDSYKECLNSLTYLHNESVNIYSHLLPSSISFWAVLFYINYILPQYSNYLGTWEKLNFLQFGAAATFCMFMSSTFHCLKSHSHKVCKFGNQLDYFGIIILITCSLNSIVFFAYYDYPILRNVFVGLSVFFGSICTILTLDPKFASVDYRPFRSFMFILFGLSGVLPISTGIYLFGVETTNERCGFYWVLAEGIGYIFGAVLYAARIPERFTYKHQEDHELETNPHSGMFDIFGHSHQIFHVMVVLSAFCHWKALVQTYHYLHLQILPSM*

> Candida tropicalis (Izh3p) NCBI:XP_002551130
MASATTTALEVPAQDSLKNRSNRSRSPSNVIETAEEVLVEKLDYFISSIESRLVRFEQFFKFNNEEREFIEQRLKSSQPAGREVGNGHRRTSSSSSIQQFRQFSANKLDLICERLELIKKSMLRNSFSNLDTLYKLLDDQYNYLFSNSAVIDEEEDLDDLNNVDSTNIGPYDDDGCTDEDSKSMKKREILSKKIITTIQYFDEKLLAIDDFIKESRPAATDDYSHDAVFSQLRFFNFNRALRNARKRYLHYYELPLVWRENKYIISGYRFSLSHKEMLKSMFHFNHNESMNIWSHIIGLVVVLYICIYHFPLTDVFEQNSRNDNILVYVFLVAAAKCLVNSSLWHTYSCFAHYPTRSAFACVDYTGITVLITSSILTVEYCALYKYPKLLITYVVCAIICGVAGLAFNWSPYFDKPECRSIRIGFFVGLSASGASSLVCKAFYDGVLSSLSLVAPLIYKSFVWYCLGVVFYGGLIPERWRYDVIIEENLSKSNRHYQATDVILEKTGHDGEEEMEVLHEEFEDIIEDESKQNGNDSMNEDEKFQDLINKHFKSKLTKSPYCNNFMSLWWVDYFMASHNIWHICVVLGILGHYFCVLDMFRGLERDI*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; "CTG Group"; mitosporic Saccharomycetales; Candida; Candida parapsilosis
> Candida parapsilosis (Izh2p) NCBI Genome
MVSEQVSTIRQRQTQESSVDPKQGPAQTSPRIVAQLESRNPLARRLAYYHELDEWQQDNHYIRSGYVRGTSLYLESFKSLGYWHNETINIYSHLLPSSISFWLILYYVNFQLAMYDNYLGVWEKLNFIQFGLACTFCMFMSSVFHTLKSHSHKVSKFGNQLDYFGIVILITCSLISIILFAYYDEPLEKWIFVSLTLFFGTVCTVFTLHPEFSKNHYRPFRSTMFILFGLSGVLPVAFGVYKFGAATTLDRAGVKWLILEGLFYILGAVLYAARFPERLTHVEEDEHLLLLNPQAGKFDIIGHSHQIFHVFVVIAAYCHWLALVQCYHYLHQHILA*

> Candida parapsilosis (Izh3p) NCBI Genome
MSTSTATELYSQGTDARNRSIHERHHQRTSSTVEELLIEKLDYFVSSIEARLNNFDIFFKWKEAHADDDNDNDHDLADYNDKPIKTTTNIYHTSAEYSSGNLLSSRSRSDSTASLQSLKELSIIKLNLIRDRLRLIKKSVLSKGFTNVEFLYNLLADQYDYLFNSVVDPSMVMDDDEIGSHEKPMKESSTSSPLSSPSPREVLSNKLIDIIYYFDQKLTNIDDYLREKNAIVEGGIKDLQENGASEQPHFINLRYFNFNRALKNAARNKYVHYYELPLMWRENKYIIQGYRFSLKHSEMWKLIFAWHNETMNIWSHLVGVGVVLYIALVQFPSTTVFEVMSKGDKLFMYLFLVAALGCLVSSSTWHTYSCFAHYPSRANFACIDYSGITLLITCSVIAIEYCALYNYPNLSLAFIIFTMACGLGGFAFNWSPYFDKPECRPLRIGFFIGLSFSGSTALLCQSWYYGPWHALWFVLPLFYKSFAWYLLGVVFYGGLIPERWRFDVIIEENNAVGAGCHHHYDAIDVIEDKVGHAGEEEIDQIELELLELELHRLQKVKDALAPAKASDEAELSADNVEHDSGTDLDDNDNEEEEEEEEEEEEDDDFKRLVKKHFKKEPTKTPYANKFMSLWWVDYFMASHNIWHICVLLGILGHYSCLVHMFNEIKGILK*

Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; "CTG Group"; Metschnikowiaceae; Clavispora; Clavispora; lusitaniae
>  Clavispora lusitaniae (Izh2p) NCBI:EEQ36405.1

MSLRQRNTTSNTYERKEPNAMSKARRVYYYHELDPWQQDNHYIRSGYVKETASYKECIKSLTYLHNESVNVYSHLLPSIFSSIAVIVFINWRIEKYENDLGIWERLNFLQFGGAATFCLTLSALFHLFKSHSHKASKFGNQCDYFGIIVMITCSLNSIILFAFYDVPKVRNGFLLLFFLLGTACTKVTFDDKFSTPDYRPFRSFMFILFGLSGTLPIVAGVKMFGWKDAIGRSAANWCCAEGVFYILGACLYALRVPERFFHVEHPEGEEETLLDKMKPGKFDLFGHSHQIFHVMVVVAAYCHWKALVACYHYLHTRTLS*

> Clavispora lusitaniae (Izh3p) NCBI:EEQ36898.1

MSTTIVSGVRNRNHTNKLPPQVTETQTSESLLIEKLDAFLSSIELRLERFERYFQVVGAGASETLVESEGNGKNPTQSHNRRGSTASLSSLKTLSATHMNQVYEQLRSVKDHVLQTSITNLEYLYKTLDEKYNDLFSNDESSLILPEEDVTNEALSTNIINTIQFFEQKLSHIDQFIKSRTPAATDNYDHDSKFNRFRFFNFNKALKEAEEKYLHYYQLPLSWRENRYIIHGYRFSLQHKDILKSMFHFNHNETGNIWTHIIGTVLMLYLGLVHFPKTDVFAANTWVDNMVMYVFLLAAIECLVSSVLWHTYSCFAHLQIRNRFACVDYTGITVLITCSVISAEYCALYNSSKLLYLFVGFSIISGLSGLLLNWSPYFDKPECRPLRIVFFVCLALLGGTTFLCKWRYEGFLPSLYFYLPLVYNSFVWYWTGVVFYGGLIPERWRYDIIINEDSTCRHTHTTSDVLTGHIENCGEEEMEEMEHEMEELGLHEELDSVSVTVEAEDSDSEDKIQDILAKHFPAEPMRTPYHRDLFSLWWVDYILSSHNIWHVCVVLGVTGHYFSLLSMYRCVRQIS*
Dikarya; Ascomycota; Saccharomyceta; Saccharomycotina; Saccharomycetes; Saccharomycetales; unknown; Candida caseinolytica
> Candida caseinolytica (Izh2p) JGI Genome

MAVRTRMQTRKDCTPESPSLEPSKSHLVSWDNLESWRKDNKYITSDYRRVCYSYKECVKSAVHRHNELMNIHTHQIPAILLFACWLFSIDKIFPSYYHLATFPEKLSLSIFIICSGLCLCFSGTFHCFNSHSEKAWHTFQCYDHMGIILYGIGSAMPSYYYAYYDKPTVYYILWLALGAVAVGSIYFIFSPDFRSPVYRAVRARLYILLGSSSTIPTFMSLYIYGVDEISKRLDTHNLILEMFLHSIGAVIYALRLPESIAPGKFNVFGGSHQIFHLFVVAGITAHIISLRHAHAFLHNLSP*

> Candida caseinolytica (Izh3p) JGI Genome
MEAKHSEEAHTSQEAVLERLDAFLHSLEQHLDQFEKYGLHKLSDIDREVVTMYQQFSSVRDSCQVQAGEMISRSRSRLDKFIEIGGDATKYAKDSLANRSHEYLHSMEEKLGEFENQVSDIIKKIDMQTEQFNETVRLAFQKYKTALLTIDDLPQDWKENPYILRGYRFCDTSLSCFASIMSLHNETCNIWTHLLGFLGILSIAVYFYPNSEIFAQSTGYDKAIIYMYLTCAMSCLGFSTLWHIYSGIGHIHIKRRAACLDYTGISIQISGSILATQYYAFYCQPVKQLCYMSCTAVLGVIGAYMTSSPTFDLSDNRIIRIAFFVGFALLGLVSVLHLSYERGLSLTMSFFWPVVKSNLWYLYGLVFYGLLIPERFFPGTVFDWIGMSHNFWHIAVFAGVYFGYEAFQQQMAQAEAYSCM*

Dikarya; Ascomycota; Saccharomyceta; Saccharomyceta; Saccharomyceta; Pezizomycotina; Leotiomyceta; Dothideomycetes; Pleosporomycetidae; Pleosporales; Pleosporaceae; mitosporic Pleosporaceae; Alternaria; Alternaria brassicicola
> Alternaria brassicicola (PQRA1) NCBI:AB02593.1

MEATKKATSKAAETGKELEQKVEEKLILLWDEISPWQQDNHYIQSGYRAQSNSYIKSWKSLGYLHNESVNIYTHLIGALMAAISSVALYSTLAPRYETATREDVWAFGCYFAGAVACLGMSGTYHTIQNHSHEVAVWGNKLDYLGIVFLIWGSFMPVIYYAFGSVPELRRAYWAMITTLAAGTSVVATHPKFRTPALRPFRALMFVLMGLSAVFPVLHGVRLFGVEHLRKSIGLDWVLLQGALYIAGAAIYAARVPEKWSPGKYDIWGSSHQIFHVLVVLAAASHLVALALAFDYEHGQRMGSIEEVMGGKIWP*

> Alternaria brassicicola (PQRB) JGI:AB07841.1

MASQEEPIQPTYRGYGTIASQRPVQRQRRHSWHTRPCMQEAENFQLLLRNFLVELNCRMDLLEDYGHLKYDAGVEYAYNTLLAVRESCSKTADDAIEAGRRQASVFVETLEGRYKDAMERKETLGEKVLEGIMLMDNYLTEFETRAYAIRDGSIGSYAQEFYEEGRRKMDEGIEIAKGVVDGGLDKARRARETIELRVEHAVQRALERAKAHGLIHYEDLPEPWRVNPHILKGYRFQEGKWACVRSIFGLHNELINIWTHLLGFIMVLAIAFYFYPSSANFSMSTKADIFIAAVFFFAACKCLACSTIWHTMNSISHQTLLERFACVDYTGISLLVAASIMTTEYAAFYCEPVSRWSYMCITALLGIGGVILPWHPTFNRADMAWLRVLFYCSLALTGFLPFGQLAYTRGVEWAQYFYAPVAKSLLVYITGALLYASKTPERFFPGFFDYVGCSHNIWHVAVLGGIIFHYMAMQTMFTQALTRAQTSCSVY*
> Alternaria brassicicola (PQRA3A) JGI Genome
RRSTNKLNAVPWQQDNEFILTSHRRATFSYLRSLKSIFEVHNESVNIWSHILGTAVFFCIPFVFYFSTPQTCVEEDCRSGDDGAIYVYFSSVIACFFFSSMYYIFLDHSEQVRTWTSRFDYLGIVIPLYGTTIASSHFGLHCEPTLQDAYSGFATVACLACALTTLHPSFSGPQSRHLRAALYLLLGLSSFLPIIHGISLYGLEAMNHRMGLGYYLGLGLCHGTGATLYAARIPERWFLRRCDVVGSSHQIMHVLVVCGAATYGVGILGAKRYWQTRGCEE*

> Alternaria brassicicola (PQRA4A) JGI:AB02650.1

MATHDSISSPPKEALRLDTPVKLHDSHQVPSWYAHNAFITTGYRPVTKSLPLCIRSLSYLHNETVNIYSHLVPAIAVLLASYSFDRYFTSRFPQATWTDELVFRIFLTTSVICFGTSAAYHMLICHSETYASLWVRLDYVAIIVQIVGSFIPGLYFGFYCEPNLQKLYWSMIVTLGTLTATTVINPSLHGPRWKTLRLSAFVATGFSAFAPIAHGALLFPYGQFDRQTGLRWYYLEGVLIMMGVWFYATHFPESCRPRRYDIWGASHQLFHVFIVLSAMAHYYGVMSAMEWNYVHQRCQWS*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Dothideomycetes; Pleosporomycetidae; Pleosporales; Pleosporaceae; Pyrenophora; Pyrenophora teres
> Pyrenophora teres (PQRA1) JGI Genome

MDTAKEAASAAADKGKELEQKVEEKLILLWHEISPWQQDNHYIRSGYRAQSNSYVKSWKSLGYLHNETVNIYTHLIGALLAAISGVVLYQTLESRYETATREDMYAFGCYFAGAIACLGMSGTYHTIQNHSHEVAAWGNKLDYLGIVFLIWGSFVPVLYYGFGEQPELRKTYWAMITTLAAGTSIVSTHPKFRTPALRPFRALMFVLMGLSAVFPVLHGVRLYGVEHMRESVGLDWVLLQGVLYIAGAAIYAARVPEKWSPGKYDIWGSSHQIFHVLVLLAAASHLVGLVKAFDFAHSQKMGGIKNVLEDAIRS*

> Pyrenophora teres (PQRB) JGI Genome

MPRSKSSVAVSTAVMASQEEPIQPTYRGYGTFASQHAAQRQRRHSWHTRPCMHEAENFQVLLRNFLAELNCRLDLLEDYGHVKYDAGVEYAYNTLLAVRESCSKISDGAIEAGRRQASVFVETLEGRYTDAMEKKETLGEKVLEGIVLMDSYLTEFEARAFALRDGSIGSYAQEVYEGGLRKMDEGIEIAKGVVDGGLDKARRARETIEIRVEHAVQRALARAKAHGLIHYEDLPEPWRVNPHILKGYRFKEGKWACVRSIFGLHNELINIWTHLLGFIMVLAIAFYFYPSSTNFSMSTKADIFIAAVFFFAACKCLACSTIWHTMNSISHQTLLERFACVDYTGISLLVAASIMTTEYAAFYCEPVSRWSYMCITALLGIGGVILPWHPTFNRADMAWLRVVFYCSLALTGFLPFGQLAYTRGVEWAQYFYAPVTKSLLVYITGACLYASKTPERFFPGFFDYVGCSHNIWHVAVLGGIIFHYMAMQTMFTQALTRAQTSCSVY*

> Pyrenophora teres (PQRA3A) JGI Genome

MTSHNRQDAREKAGTGLLTGPKGECNERYGATAQRHVRFDESDAGVKLKHEDGDVHVVDYNALLGWDELLPWQQDNEFILRSHRRATNSYLRSLKSVFRVHNETVNIWSHLVGAAIFFSAAVLLYLRRNSKGLRDDRYSTNADDVAVDIYFVSVITCFFFSFIYHIFLDHSECTRIWTARFDYLGIVIPLWGTTMSSTHFGFYCEPRLQNAYAIVGTFAGLACAFTTLHPSFAGPASRRFRSGMYVFLGLSSFVPIIHGILLFGLDAMNKRMSLWYYVALGLFHGSGAALYASRVPERWWPGRCDVVGSSHQVMHVLVVLGAATYAVGVLRAREYWTGVDFVTLH*

> Pyrenophora teres (PQRA3B) JGI Genome

                                            SINRLRISEQRDNEYILSSYRYVVNMFSHLIGAILF
FTLPIPVYYTLRSRYGEANTTDVVVFSTFFFGVAICFALSASFHIFNNHSESVHILGNQLDYVAGLRKY
                              FHRPKYRPYRAIIYAGLGLSFVIPIFHGITRFGWETQMWRMSLDWMALMT

IFNLTGGAPYAMRVPEKWYPYRFDIWGSSHQIMHCLVICAGIAHLFGLLRAFDHIHGHGNICAS*
> Pyrenophora teres (PQRA4A) JGI Genome

MARGANDRTDRRTDAKTSTPPEMSYKLLTRDQVPSWYAQNPYIITGFRPVTKSIPLCLRSLAYPHNETVNIYTHLIPAITALLCSYSFGKYFNSQFPHASWADEIVFRIYLTVCVICFGTSAAYHTLLCHSQAYESLCVRLDFVAIVMQIVGSFVPGLYFGFYCEPHLQKLYWTMIITLGALTVTAVIHPSLQGSKWRSLRLSTFVATGFSAFAPIIHGATIFSYSQMDQQSGLRYYYLEGVLVLAGVAFYAMHFPECSKPKKYDILGSSHQIFHVFIVLSALAHFYGLMTAFEWNYENQRCNWV*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Dothideomycetes; Pleosporomycetidae; Pleosporales; Pleosporaceae; Pyrenophora; Pyrenophora tritici-repentis
> Pyrenophora tritici-repentis (PQRA1) NCBI:XP_001938890

MDTAKEAASTAATKGKELEQKVGEKLILLWHEISPWQQDNHYIRSGYRAQSNSYAKSWKSLGYLHNETVNIYTHLIGALLAAISGVVLYQTLEPRYETATREDIYAFGCYFSGAIACLGMSGTYHTIQNHSHEVAVWGNKLDYLGIVFLIWGSFVPVLYYGFGEQPELRKTYWTMITTLAAGTSIVSTHPKFRTPALRPFRALMFVLMGLSAVFPVVHGIRLYGVEHMRESIGLDWVVLQGVLYIAGAAIYAARVPEKWSPGKYDIWGSSHQIFHVLVVLAAASHLMGLVKAFDFAHSQKMGGMKNVLE*

> Pyrenophora tritici-repentis (PQRB) NCBI:XP_001933230

MASQEEPIQPTYRGYGTFASQHPAQRQRRHSWHTRPCMQEAENFQVLLRNFLAELNCRLDLLEDYGHLKYDAGVEYAYNTLLAVRESCSKISDGAIEAGRRQASVFVETLEGRYTDAMEKKETLGEKVLEGIVLMDSYLTEFETRAFALRDGSIGSYAQEVYEGGLRKMDEGIEIAKGVVDGGLDKARRARETIEIRVEHAVQRALARAKAHGLIHYEDLPEPWRVNPHILKGYRFKEGKWACVRSIFGLHNELINIWTHLLGFIMVLAIAFYFYPSSTNFSMSTKADIFIAAVFFFAACKCLACSTIWHTMNSISHQTLLERFACVDYTGISLLVAASIMTTEYAAFYCEPVSRWSYMCITALLGIGGVILPWHPTFNRADMAWLRVVFYCSLALTGFLPFGQLAYTRGVEWAQYFYAPVTKSLLVYVTGACLYASKTPERFFPGFFDYIGCSHNIWHVAVLGGIIFHYMAMQTMFTQALARAQTSCSVY*

> Pyrenophora tritici-repentis (PQRA3A) NCBI:partial EDU42651.1

MPCLDGTSCVSLTHYPHWSLTVTTRKHANSSVTVPWQQDNEFILTSHRRATNSYLRSLKSVFRVHNETVNIWSHVMGVAIFFCAAVLLYLRRNSKGHLDGRYSMNADDMAVGIYFLSVITCFFFSFMYHIFLDHSECTRTWTCRFDYLGIVIPLWGTTVSSTHFGFYCEPGLQNAYAIIGTFAGLACAVTTLHPSFAGPASRRFRTGMYVFLGLSSFLPIIYGILLFGLDAMNKRMSLWCYVALGLLHGSGATLYASRVPERWWPGRCDVVGSSHQVMHVLVVLGAAVYAAGVLRAREYWTGVSCVTLH*

> Pyrenophora tritici-repentis (PQRA3B) NCBI:partial EDU50589.1

MGIRSRKESSTINAERRVCEFPSSIEPSAYLSKAAPDDRMKNKSLSSLLTWDERDNEYILSSYRCVSVNIFSHLLGSMLFFTLPIPVYYTLQPIYNAANTADVVVFSTFFFGVAICFALSASFHIFNNHSENVHIFGNQLDYLGIVILMWGSTIPCVYYGFYCTPSLQKIYYTLVSVLAAGCVYATLHPAFRRPKYRPYRAIMYAGLGLSFIIPIIHGIMKFGWETQMWRMSLDWMALMTIFNLTGGALYAMRIPEKWYPYRFDIWGSSHQIMHCLVICAGIAHLFGLLRAFDHIHGRGNICDS*

> Pyrenophora tritici-repentis (PQRA4A) NCBI:XP_001938739

MARGASNRTDRRTDTKTSTPPEMSYKLLTRDQVPAWYAQNPYIITGFRPVTKSIPLCLRSLAYPHNETVNIYTHLIPAITALLCSYSFGKYFNSQFPHASWTDELVFRIYLTVCVICFGTSAAYHTLLCHSQAYESLCVRLDFVAIVMQIVGSFVPGLYFGFYCEPHLQKLYWTMIITLGALTVTAVIHPSLQGSKWRTLRLSTFIATGFSAFAPIIHGATIFTYSQMDQQSGLRYYYLEGVLVLAGVAFYAMHFPECSKPKKYDILGSSHQIFHVFIVLSALAHFYGLMTAFKWNYENQRCT*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Dothideomyceta; Dothideomycetes; Pleosporomycetidae; Pleosporales; Pleosporaceae; Cochliobolus; Cochliobolus heterostrophus
> Cochliobolus heterostrophus (PQRA1) JGI Genome
MDAVKEAASKAADAGKKIEEKVEEKLIVVWDELSPWQQDNHYIQTGYRAQSNSYSKSWKSLGYLHNETVNIYTHLIGALLAAVAGIALYFTLGPRYATATTEDVWAFGCFFAGAVACLGMSGTYHTIQNHSHEVAVWGNKLDYLGIVFLIWGSFVPVLYYAFRDEPELRKTYWAMITTLAAGTSIVSTHPKFRTPALRPFRALMFVLMGLSAVFPVLHGIQLYGIEHLRRSIGLDWILLQGTLYISGAAIYAARVPEKWSPGKYDIWGSSHQIFHVLVVLAAASHLNGLVQAFDYEHGQRRSEITAALGSKGL*

> Cochliobolus heterostrophus (PQRB) JGI Genome
MPLMAPSNSSFGVSSAVMTSQEEPIQPSYRGYGTFASQRPAQHQRRHSWHTRPCMQEAENFQVLLRNFLTELNCRLDLLEDYGHLKYDTGVEYAYNTLLAVRESCSKISDGAIEAGRRQASVFVETLEERYKDALECKETLGEKVLEGIVLMDNYLTEFEARAFALGDASIGTYAHEFYEEGRRKMDEGIEIAKGVVDGGLDKARRARENIELRVEHAVQRALAQAKAHGLIQYEDLPEPWRVNPHILKGYRFQEGKWACVRSIFRLHNELINIWTHLLGFVMVLAIAFYFYPSSANFSMSTKADIFIAAVFFFAACKCLACSTIWHTMNSISHQTLLERFACVDYTGISLLVAASIMTTEYAAFYCEPVSRWSYMCITALLGVGGVILPWHPTFNRADMAWLRVVFYCSLALTGFLPFGQLAYTRGVVWAQYFYAPITKSLLVYVTGACLYASKTPERFFPGLFDYIGCSHNIWHLAVLGGIVFHYKAMQAMFTQALTRAQTSCSLY*

> Cochliobolus heterostrophus (PQRA3A) JGI Genome
TVHWQQDNEFILTKHRRATFSYQRSLRSVFQIHNETVNIWSHILGTAGFLYPMGALGLCMRELDRHAKDDLAVLIYFISVIACFFFSFAYHIFLDHSQSARIWTSRFDYLGIVVPLWVTTIASTHFGFRCEPDLRKTYSVFATGAGLACAVTTLHPSFTRTASKGFRTVTYLLLGLSSFLPIIHALRLFGWQQMEQRMSLSYYLALGLCHGTGATTYASKVPERWYPKRYDLVGSSHQIMHVLVVCGAAAYGLGVLKAREHWKGFDCARLQ*

> Cochliobolus heterostrophus (PQRA3B) JGI Genome

MDVRSRKTASTVTAVAENATDPRDRMKSKERASLLTWDEIPDWYQDNEYLLSSYRAVSQSYKRSLKSILGIHNETVNIFSHIIGSIVFFTLPVPIYCSLQPRYATATTADVVVFSTFFFGVAICFALSAIFHIFNNHSQSVHIFGNQLDYLGIVILMWGSTIPCVYYGFYCTPHLQKTYYSLVSVLAAGCVYATLHPAFRRPKYRPYRAAMYAGLGLSFIIPIIHGITIFGWETQMWRMSLDWMALMTAFNLTGGALYAMRIPEKWYPYRFDVWGASHQIMHCLVVCAGIAHLYGLLRAFDHIHGHGNACTVLHE*

> Cochliobolus heterostrophus (PQRA4A) JGI Genome
MTSHQDPRSTTSSKPLFPFTVPKLHQSTDLPAWYAHNSFIQTAYRPITKSTRLCLQSLTYLHNETINIYSHLLPALLSLFFSHSFSTSFAAQFPHATWKDEVMFRVFLSTCVICFGTSAAYHTLICHSRTFAELWVRLDYVGIVVQIVGSFIPGIYFAFYCEPQLQKVYWSMIITLGTMTATIVLSPGLQGPKWKYLRLSTFVAMGLSAFAPIIHAASIFPYSQLDQQSGLRYYFLEGVLILIGVGFYAAHFPESWKPKRYDVCGASHQIFHIAVVLGALAHYYGIMSAFEWNYANQRCMW*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Dothideomyceta; Dothideomycetes; Pleosporomycetidae; Pleosporales; Pleosporaceae; Cochliobolus; Cochliobolus sativus
> Cochliobolus sativus (PQRA1) JGI Genome

MDVVKEAASKAADAGKKIEQKVEEKLILVWDELSPWQQDNHYIQTGYRAQSNSYSKSWKSLGYLHNETVNIYTHLIGALLAAVTGIALYFTLGPRYATATTEDMWAFGCFFVGAVACLGMSGTYHTIQNHSHEVAVWGNKLDYLGIVFLIWGSFVPVLYYAFQDEPELRKTYWAMITTLAAGTSIVSTHPKFRTPALRPFRALMFVLMGLSAVFPVLHGIQLYGIEHLRRSIGLDWILLQGVLYISGAAIYAARVPEKWSPGKYDIWGSSHQIFHVLVVLAAASHLNGLVQAFDYEHGQRRSEITAALGSKGL*

> Cochliobolus sativus (PQRA3B) JGI Genome

MNIRSRKSASTVTVVAENAADPRDRMKSKERTSLLAWDEIPDWYQDNEYILSSYRAVSWSYKRSLESILSIHNETVNIFSHIIGSIIFFTLPIPIYWSLQPRYATAITADVVVFSTFFFGVAICFALSATFHIFNNHSQNVHTFGNQLDYLGIVILMWGSTIPCVYYGFYCTPHLQKTYYTLVSVLAAGCVYATLHPAFRRPKYRPYRAAMYASLGLSFIIPIVHGITIFGWETQMWRMSLDWMALMTAFNLTGGALYAMRIPEKWYPYRFDVWGASHQIMHCLVVCAGIAHLYGLLRAFDHIHGHGDTCTL*

> Cochliobolus sativus (PQRA4A) JGI Genome

MTSHQDAKPSTPLFPFTIPKLHQSTDLPAWYAHNSYIQTAYRPITKSTRLCVQSLTYLHNETINIYSHLLPAFLSLFFSHSFSTSFAEQFPHATWKDEVMFRVFLSTCVICFGTSAAYHTLICHSHAFAELWVRLDYVGIVVQIVGSFIPGIYFAFYCEPRLQKVYWAMIITLGTLTATIVLSPGLQGPKWKYLRLSTFVAMGLSAFAPIIHAASIFPYSQLDQQSGLRYYFLEGVLILIGVGFYAAHFPESWKPKRYDVCGASHQIFHVAVVLGAIAHYYGIMSAFEWNYANQRCAW*

> Cochliobolus sativus (PQRA3A) JGI Genome

MTLLTCQGASKEEAGIVEGQTNGYGNYGTTSTQQQHDRFGKKRDRDQGLQSVGLNDEDELLEWDDLLHWQQDNEFILTKHRRATFSYQRSLRSVFQIHNETVNIWSHILGTAGFLYAMAALGLYMRELDRHAKDELAVLIYFISVIACFFFSFVYHIFLDHSQSTRTWTSRFDYLGIVVPLWGTTIASTHFGFRCEPDLRKTYTVFVTGAGLACAVTTLHPSFTGTASKGFRTVTYLLLGLSSFLPIIHGLHLFGWQQMEQRMSLSYYLALGLCHGTGAITYASKVPERWYLKRYDLVGSSHQIMHVLVVCGAVAYGLGVLKAREHWKGFNCAGLQ*

> Cochliobolus sativus (PQRB) JGI Genome

MARSNSSVGVSSAVMTSQEEPIQPSYRGYGTFASQRPAQRQRRHSWHTRPCMQEAENFQVLLRNFLAELNCRLDLLEDYGHLKYDAGVEYAYNTLLAVRESCSKISDGAIEAGRRQASVFVETLEERYKDALERKETLGEKVLEGIVLMDNYLTEFEARAFALGDASIGTYAHEFYEEGRRKMDEGIEIAKGVVDGGLDKARRARENIELRVEHAVQRALAQAKAHGLIQYEDLPEPWRVNPHILKGYRFQEGKWACVRSIFGLHNELINIWTHLLGFIMVLAIAFYFYPSSANFSMSTKADIFIAAVFFFAACKCLACSTIWHTMNSISHQTLLERFACVDYTGISLLVAASIMTTEYAAFYCEPVSRWSYMCITALLGIGGVILPWHPTFNRADMAWLRVVFYCSLALTGFLPFGQLAYTRGVAWAQYFYAPITKSLLVYITGACLYASKTPERFFPGLFDYIGCSHNIWHLAVLGGIVFHYMAMQTMFTQALTRAQTSCSVY*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Dothideomyceta; Dothideomycetes; Pleosporomycetidae; Pleosporales; Pleosporaceae; Setosphaeria; Setosphaeria turcica
> Setosphaeria turcica (PQRA1) JGI Genome

MDKVEEAASKVADASKTLEKRVEEKLILVWDELSPWQQDNHYIRSGYRAPSNSYSKSWKSLGYLHNETVNIYTHLVGALLAVVAGISLYIILEPRYETATREDVWAFGCYFAGAVACLGMSGTYHTIQNHSHEVAVWGNKLDYLGIVFLIWGSFVPVLYYAFRDEPELRKTYWAMITTLAAGTSVVSTHPKFRTPALRPFRALMFVLMGLSAVFPVLHGARLYGVQHLRKSIGLNWVLLQGVLYISGAAIYAARVPEKWSPGKYDIWGSSHQIFHVLVVLAAASHLVGLIQAFDYEHGQRVGEMKVALGSTGP*

> Setosphaeria turcica (PQRA4A) JGI Genome

MTSDLFRSDEVPPWYAHNTFILTAYRPVTKSTRLCVQSLAYLHNETVNIYSHLIPAILSLVVSHVFSRDFAERYPHASWKDEFMFRIFLTTCVICFGTSAAYHTLICHSRTFADLWVRLDYVAIVVQIVGSFIPGLYFAFYCEPNLQKLYWTMIVSLGALTATVVLNPSFQGPKWKRLRLSTFVATGFSAFAPIIHATSIFPYAQLDQQSGLRYYFLEGFSILVGVGFYAAHFPESWKPNRYDICGASHQIFHLAVVAGAVAHYYGILTAFEWNYQNQRCRW*

> Setosphaeria turcica (PQRA3B) JGI Genome

MIPSPFLRGMRYVRLHPETYLRLSNQICSRLVPRRDNEYILSSYRVVSRSYKRSLESIWCIHNETANIYSHIIGSVIFFALPVPVYYYLEPRYANASTADMVVFSTFFFGVAICFALSAAFHIFNNHSESVHIFGNQLDYLGIVILMWGSTIPCVYYGFYCTPNLQQTYYTLVSVLALGCVYATLHPAFRRPRYRPYRAAMYAGLGLSFVIPIIHGIKRFGWETQMWRMSLDWMALMTTFNLTGGALYAMRIPEKWYPYRFDVWGASHQVMHCLVVCAGIAHLFGLLRAFDHVHGHGNICAP*

> Setosphaeria turcica (PQRA3A) JGI Genome

MTSHVRQDARENAGIAQGKNRGNGYGATSTSWHLAGKTCPVNGNLPKGEHDLIEWEDLLHWQRDNEFIPSSYRRATFSCYRSLQSVFRLHNETVNIWSHILGTIGFLCALGVLVVFIQREDVESADHLAVLIYFISVIACFFLSIVYHIFLDHSQYIRTWTGRLDCLGIVVPLWGTTIASTHFGFYCESTLREGYGIAATIAGLACAVTTLHPSFCGPASRRFRTAMYLLLGLSSFLPIVHGICLFGLGQMEWRMSLSYYLALGLCHGTGAMAYATRIPERWTPRRYDVVGNSHQIMHLLVVCGAVAYGLGVLKAQQHWAGLGCANVV*

> Setosphaeria turcica (PQRB) JGI Genome

MPRSKSSVGVSSAVMTSQEEPVQPTYRGYGTFAAQRQRRHSWHTRPCMQEAENFQLLLCNFLTELNCRLDFLEDYGHLKYDAGVEYAYNTLLAVRESCSKISDGAIEAGRRQASVFVETLEERYKDALERKETLGEKVLEGIVLMDSYLTEFETRAYTLGNGSLGTYAHDFYEEGLRKMDEGIEIAKGVVDGGLDKARRARETIELRVEHAVQRALARAKANGLIHYDDLPEPWRVNPHILKGYRFQEGKWACVRSIFGLHNELINIWTHLLGFVMVLAIAFYFYPSSTNFSMSTNADIFIAAVFFFAACKCLACSTIWHTMNSISHQTLLERFACVDYTGISLLVAASIMTTEYAAFYCEPVSRWSYMCITALLGIGGVILPWHPTFNRADMAWLRVVFYCSLALTGFLPFGQLAYTRGIEWAQYFYAPITKSLLVYVTGACLYASKTPERFFPGFFDYVGCSHNIWHVAVLGGIIFHYKAMQAMFTQALTRAQTSCSVY*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Dothideomyceta; Dothideomycetes; Pleosporomycetidae; Pleosporales; Leptosphaeriaceae; Leptosphaeria; Leptosphaeria maculans complex
> Leptosphaeria maculans (PQRA1) JGI Genome

MSTAVDSAKQALSDVTKEAQTLEKKVEEKLTLLWDELAPWQQDNHYIHSGYRPQSSSFYKSFSSLSYLHNETVNIYTHLIGALLALFASGILYSVLAPRYESATREDVYVFACYFAGAVVCLGMSATYHTIQNHSHEVAVWGNKLDYLGIVALIWGSFIPITTLAAATSIACTHHKLRTPALRPFRALMFALMGLSAIFPVIHSIRLYGIEHMRKSIGLDWVVLQGVLYLLGASIYAARVPEKWSPGKFDIWGSSHQIFHVLVVLAAASHLVGLIKAFDYEHSHRIGVLGAGIGRKVW*

> Leptosphaeria maculans (PQRA5) JGI Genome

MDSKTSKPVYVPATTRREDAPPWMRGDQYIKTGYRRQLCSAHRCLLSLLYLHNEFVNVWSHLIPGIIHTLLLARECREFAKQWDEERYMDQMIVWQYILSCILCLLFSAGFHTLTAHSHTTATRWLKIDYLGIILNTAAGCTASTYFGLRHHPTLQLSYITSSALLALILFSIMLAPGADGEAMKIWRSVLFATFFASGFVPMLHACIIDGVEVLGLFPLAHALGMGACYGTGVVFYITRFPEKYYPEKFDIWGASHQIFHVVVVMGQITFITGLRQMVAAFSPVSAQIAQEAGIGDWGFGRGEVVANVCLNDALWAP*

> Leptosphaeria maculans (PQRB) JGI Genome

MSRTLAMPPRSQSSAAVSTAVMTSQEEPSRTTYRGYGTFDSRHRRHSWHTKPCAHEAENFHILLRNFLTELNCRMDFLESYGHLKYDEGIEYAYNTLLAVREQCSKISDGAIEAGRRQAAVFVETLEDRYKDALERKETLGEKVLEGILLMDSYLTEFESRAHALRDGTIGSYAQEFYEGGRRKMDEGLEIAKGVMDGGLDKARRAREAIEYTVEHAVQKALQRAKEHGLIHYDDLPEPWRVNPHILKGYRFSEGKWACVRSVVSIHNELINIWTHLIGLVMVLAMAFYFYPMSHNFSISTKADIFIAAVFFFAAVKCLACSTIWHTMNSISHQTLLERFACVDYTGISLLVAASIMTTEYAAFYCEPVSRWAYMGITALLGIGGVLLPWHPTFNRSDMAWARVLFYCSLALTGFLPFGQLAYTRGLAWAHYFYAPLAKSLAVYVTGACLYASKTPERFFPGFFDYIGCSHNIWHLAVLGGIVFHYTAMQTMFSAAMTRAQTSCSVY*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Dothideomyceta; Dothideomycetes; Pleosporomycetidae; Pleosporales; Phaeosphaeriaceae; Phaeosphaeria; Phaeosphaeria nodorum
> Phaeosphaeria nodorum (PQRA1) NCBI:XP_001798226
MDATKKAASDAIDEVVQTTKQAEKKLEQKLTYLWHEIDAWQQDNPSIISGYRPASNSYAKSFSSLSYLHNETVNIYTHLFGALSFLILSIVLYRTLGPRYATATREDVYAFSCFFAGAIACLGMSATYHTISNHSHAVARWGNQLDYAGIVFLIWGSFVPVLFYGFKSEPEIMRRYWAMITTLAACTSVVSMHNKFRTPALRPFRALMFVLMGLSAVFPVLHGIQLYGVAHMREAAGLDWVVLQGVLYITGAAIYAARVPEKWSPGKYDIWGSSHQIFHVLVVLAATSHLVGLLKAFDFEHGRRSGGVDGGSMHKVGL*

> Phaeosphaeria nodorum (PQRB) NCBI:XP_001794214

MQEAENFQVLVLDFLESYGSLKYDAGVEYAWTTLVNVRDSCSKISDGALEAGRRRAAVFVETLEGRYKDALERKETLGEKVLEGIILMDNYLTDFETRAYTLKDGTIGTYAHGMYEEGLRKMDEGFGIAKGVVDGGLDKARRARETIELTIERSVQHALARAKEHGLIHYDDLPEPWRVNPHILKGYRFSEGKWACVRSVFGLHNELINIWTHLLGFIMVLALAFYFYPTSANFSNSTKTDIFIAAVFFFAACKCLVCSTIWHTMNSISHQTLLERFACVDYTGISLLVAASIMTTEYAAFYCEPTSRWTYMLITAGLGIGGVILPWHPTFNRADMAWLRVLFYCSLALTGFLPFGQLAYSRGIEWAQYFYAPITKSLVVYMTGACLYASKVPERFCPGWFDYVGCSHNIWHVAVLGGIVFHYMAMQTMFTHALDRAQTSCSVY*
> Phaeosphaeria nodorum (PQRA3B) NCBI:partial EAT89584.1

MTSASLLTWDEIRSQSYRAVSQSYRRSIGSILGIHNETVNIFSHLIGSVLFLALPVPVYRSLKPRYNTATTADIVVFSTFFFGVATCFALSAMFHIFNNHSARVHVFGNQLDYLGIVILMWGSTVPCVYYGFYCTPALQKTYYSLVSVLAAGCVYATLHPAFRRPKVSRYRATMYAGLGLSFIIPIVHGISIFGWETQMWRMSLDWMALMTTFNLTGGALYAMRVPEKWYPYRFDVWGASHQIMHCFVICAGIAHMFGLLRAFDHVHGHGDICT*

> Phaeosphaeria nodorum (PQRA5) NCBI:XP_001805779
MSTASRPAAALTRFPTLLNHLKMQSKTEKAVTATTRQEDAPPWMRADQFIKTGYRRQLNSFYRCVTSLLYLHNEFVNIWSHLGPGIVHTLLLTKECHAFSKQWDEERYVDQMIVWQYIISCILCLLFSAGYHTLTAHSQHVAIRWLKIDYLGIIFNIVAGCTASTYFGLRHHPKLQLCYISSSVALALVLFSVMLAPGSDGDAKKLWRSVLFATFFASGFVPMVHASIIDGVEVLGYFPLAHTIGMASFYGTGVLFYVTRFPEKYFPEKFDIWSQGASHQIFHVVIIMGQITYITGLRQIVATLGPVSAQIALESGFVVTD*
> Phaeosphaeria nodorum (PQRA2) NCBI:partial EAT79566.1
MAQLHRPKARRKSTTQKISEVIQSTKRLLFTFDEVEAWQRDNEYLCGNYRTKSNSYRASLKSMLYLHNQTGNIYSHLVGAVLFLAYSTNVYDKITTRYSTADVFDLLAFGVFISSAIICFGISATFHIFGNHSSKVYHTWLMLDLYGIFVLIAGTVYSGTYYGFYCEQEYWIMYSVGVRSPFLVCTALSHAPHFRTPKWRWARAALFCAIGWSGAFPMTHAAQAFGVEQAHRQMGWWYFIWEGLSYISGAIIYALRIPERMRPGLFDIWGCSHQIFHVCAVVGAALHLVGLLQAFDYNHDPMTRRC*

> Phaeosphaeria nodorum (PQRA4) NCBI:XP_001801258
MPRFFSKRLAPAPALVPFDVLPDWYRDNPHILSAYRPVSNSFHACLQSLTYIHNESLNIYTHLLPAIVLAFALPTLQINISSIYAEAPWMDRFILTLTPMAALLTLSLSATYHTMMNHSRFVSASCLLLDYTGILALILASFISGIYVGFYDSPAHQRIYFSMIAVLVLTSCLFVLHPKLQGPAHRPHRTAAFIATALSGCAPVMHACLYYGTYEAFYYRGAMWWLAEGAWYGIGSWFFAKRWPECCTWAKEKGKGRFDVFGSSHQLFHCCVVAGAACHCWGVWWAWRCAV*
Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Dothideomyceta; Dothideomycetes; Pleosporomycetidae; Hysteriales; Hysteriaceae; Hysterium; Hysterium pulicare
> Hysterium pulicare (PQRA1) JGI Genome

MASTIFLTLRKPKLALQKAGPEAGQFQDAQEISPGHPRFPSLVAFDELPAWYQDNPQVRTGYRPVSNSFQTCIHSLTYLHNESLNIYTHLVPAVITVLALPTIQHLITIHYPTAPLTDRLVFTLNVLSALLTFCLSTTYHTMMNHSHPISSLCLLMDYGGILSLILSSFISGIYVGFYCEPFLQKVYWGMIVSLILITSLLVLHPRLQGPLWRGRRTTIFVLTALSGFAPIAHGLLKYGWDEMWARSGMPFWFLEGICYGTGAGFFSTRVPERLSWGRFDIWGSSHQLFHVCVVAGAVSHLWGVWSSWGAHLELWEC

> Hysterium pulicare (PQRB) JGI Genome

MACTSTALMAESYEEPVMRSSYGTFTREQKNRRRHSSYQPNHATPWTVDADNVQILVDRFLTELNCRLDFLESYGHLNIDAGIDYAYSTLLAVRESCSKISDGVIDAGRQRAWVLVKTLEERYKEALLTKDTMEQKVQEGVRLMESFLGDFESRAYAVRDAGIGSVAQDFIDGGWRRVDEGVGKAREVVDEGLVKARRARETIENAVESALARAREHGLIKFEDLPDPWKINPYIHKGYRFSEGKLDCLRSTVCLHNELFNIWSHAIGLIVVLAIAFYFYPMSVNFSLSSNADVIIAAIFFFAACKCLVCSTIWHTMNSISHQTLLERFACVDYTGISLLVAASIMTTEYTAFYCEPVSRWVYMLTTAALGIGGVILPWHPTFNRADMAWARVLFYVSLAATGFLPVFQLATTRGIDWAMYFYAPVTKSVLVYLTGAVLYASKIPECWFPGMFDYVGGSHNIWHVAVLGGILFHYTAMQELFAQAFLRAQMHCSVY

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Dothideomyceta; Dothideomycetes; Dothideomycetes incertae sedis; Patellariales; Patellariaceae; Rhytidhysteron; Rhytidhysteron rufulum
> Rhytidhysteron rufulum (PQRA1) JGI Genome

MTLRKVPKRVSFSLPETEKKIEERLTVLWHDLPFWQQDNHYIQSGYRPQSDSYVKSAKSLGYIHNETVNIYTHLIGAVLAVISGSCLFSILRPRYDTATREDVLVFSCFFLGAFICLGMSATYHTISNHSPAVAIFGNKLDYLGIVFLIWGSFIPILYYGFQTEPHLIKAYWTMITTIAAGTAIVSTHPKFRTPALRPFRAIMFVLMGLSAIIPVFHGLGIYGLKQMRKSIGLDWVVLQGVLYILGAGIYAARFPERLRPGKFDIWGSSHQIFHVLVVLAAAAHLVGIVKAFDYEHSRREEPVYLEFLHGLWGSD

> Rhytidhysteron rufulum (PQRB) JGI Genome

MRSSYGTFTREQQRRRRHSSYHTHHERPWTVDSDNVQILVDRFLHELNCRLDFLESYGHLNIDAGIEYAYSTLLVVRESCSKISDGMLESGRERASIFVKTLEERYKEALATKDTLEQKVQEGLRLMETFLGESEARAYAMRDAGIGGMAQDILDGGRRRVDEGVERAKGVMDEGLGKARRAKETIEHAVERALASAREHGLIKFEDLPDPWKINPYILKGYRFSEGKLDCLRSTVSIHNELFNIWSHFIGLIIVLAVALYFYPSHVNFHVSTNADVVVATIFFIAACKCLVCSTIWHTMNSISHQTLLERFACVDYTGISLLVAASIMTTEYTAFYCEPVSRWVYMLTTAALGIGGVILPWHPTFNRSDMAWARVLFYVSLAATGFLPVFQLATTRGLGWAVYFYAPVTKSIVVYLTGAIMYASKIPECWFPGMFDYVGCSHNIWHLAVLGGILFHYTAMQELFSQAFLRAQTQCSVY

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Dothideomyceta; Dothideomycetes; Dothideomycetidae; Capnodiales; Mycosphaerellaceae; Mycosphaerella; Mycosphaerella fijiensis
> Mycosphaerella fijiensis (PQRA1) JGI Genome

MAGFESEKTSASSSNALQTGETRAEKALTILWSQLPEWMQDNQFIHSGYRPPSNSYARSAASIGSWHNETINIWSHLIGALLAGSAGTKLYFSIRPRFEMATTEDVMVFSCFFLGAVACLGMSATYHTISNHSHAVAKLGNRLDYIGIVFLIWGSFIPSIFYGFSAEPHLINLYWSMITTIGAGTVLVVLHPKFRSPSWRPFRAFMFVMMGLSAVFPVLHGLSIHGWAEVEQRIALSWLITQGLLYIIGAMIYAARVPERWKPGAFDILGSSHQIFHVLVVAAAAVHLKGLLKAFDHEYGVRTESSYPGVGR*

> Mycosphaerella fijiensis (PQRB) JGI Genome

MTQTYCTARSTYSSTATATESYEEPTVGTSSGTKFDLDQERARKRRRHSSYNPRSWSTERENVQILVDQFLSDLGRRLEMVEQYGHLKFDESVKSLHETLREVHERCSRTRDDILDAGRRRHKILVETLESNYRDALAKRDTLEAKVQAGIKMLEENLAALEQRAYHIRDVGLGVTASEMLDSSIAYMDDKATKAGQMMHEGADAAWRAKERMKMKIETALAHAKKHGLVPYEMLPEPWRVNPYILSGYRFSETKVHCITSCFRLSNEFVNIWSHAIGLIIVLALAFYVYPSTPAFTSATKFDIFIAGCFFFAACKCLVCSCMWHAMSSISNQTLMERFACVDYTGISLLVAASIMTTEYTAFYCEPISRWIYMSLTFVLGIGGTIVPWHPFFNRADMSWARVAFYVSLATTGFFPIAQLTYERGWHETAYFYAPIAKSILVYLGGAILYAAKIPERFLPGWFDYAGGSHNIWHIAVLGGILFHYSAMQSFFGEAFRRASMSVDGCSTY*

>Mycosphaerella fijiensis (PQRA4B) JGI Genome
MASAPRLRNPPPPDPHKGTEMESPSDNTPLVRKSGRPVLLSFDEMPEWFRVESNKWILRGYRPISGSIQVSFNSWTYLHNESANIYSHLLPAVFFLLGEWYIQQYLTNRYSLVTGADFIAFSIFMLAAVTCLSLSATYHTLLNHSQHVEHFCLRLDMLGVVIFILGDLILGIYVVFWCEPVPRNIYWSMIALFGSLTIFMTMHPKFQGAKYRFFRAMMFVATGLCGVAPLIHGINVFGMTQMMRKAFPYTMAKAGCLLSGTGFYATRFPESSYPGKFDLWGSHTIFHVLVVCAAVVQLMGYLDAYEYAQTTLTCSSS*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Dothideomyceta; Dothideomycetes; Dothideomycetidae; Capnodiales; Mycosphaerellaceae; Mycosphaerella; Mycosphaerella graminicola
> Mycosphaerella graminicola (PQRA1) JGI Genome

MSTKSSKVKKEEESSTLLQQTEKKVSQALTILWNDLPHWMRDNHYILSGYRHPSNSYAGSISSIFSLHNESVNIWTHLLGSLVAFVTASILYFTVLPRFHLATSEDVVVLGCYFFGAVVCLGMSATFHTISNHSEAVQKFGNRLDYIGIVVLIWGSFIPSIYYGFSAEPGLVRVYWSMITTIGAGTLVVVLYPKFRTPEWRPVRALMFVLMGLSAVIPVVHGVSKYGYAQMEQRMGLSYAIGQGVLYIVGAAIYAGRVPERFNPGAFDIWGSSHQIFHVLVVMAAVTHFVGLVKAFDNEHSARTLVGFVEAKGLLPWS*

> Mycosphaerella graminicola (PQRB) JGI Genome

MTQTTYCTRTTSATATSARQRRRHSSYNPRSWSSERENAQIAMDGFLSDLGRRLEMLETYGHLKLDEGVKSVHETLRHVHDRCLHVSDDILDAGRRRSKVLVDTLESHYRDALTKKDTLEQKVQEGVKMLEYSLAALEQRAYHMRKAGLTATAHGMIDSSIAYMETGAFKASEIVSEGAEAARRAKEALKAKVDAAIVHARQHGLISYEMLPEPWRVNPHIKNGYRFSETKLDCIRSCFTISNETFNIWSHALGLVIVLALAFYVYPKTPAFTSATRFDIFIAGCFFFAACKCLVCSTMWHAMSSISNQTLMERFACVDYTGISLLVAASIATTEYTAFYCEPTSRWIYLSTTLVLGIAGVILPWNPTFNRADMSWARVGFYVTLAATGFVPVAQLTYQRGLAATLYFYAPIVKSIAVYLGGAILYAAKVPERFLPGWFDYAGGSHNIWHMAVLGGIIFHYYAMQSFFGEAFRRAEYGCSLY*

> Mycosphaerella graminicola (PQRA4B) JGI Genome

MDSTSDTTIKASKAGRPVLLSFADMPDWFQRDNNKWILHGYRPISGSVRISFRSWSYVHNESVNIYSHLIPAALFLFGEWGVQQYLTQRYPGVAAADRIAFSIFMVAAVTCLSLSATYHTLLNHSQHMEHVCLRLDMLGVVIFILGDLVLGIYVIFWCEPLPRIIYWSLVSIFGTLTIVMTLHPKYQGNKYRTFRALMFVATGMCGVAPLIHGFFAFGTSQMMRKAFPYTMAKAGCLLSGVSFYATRYPESSYPGKFDLWGSHSIFHVLVVCAAVVQLVGYLDAYDYAHAYLTCSSP*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Dothideomyceta; Dothideomycetes; Dothideomycetidae; Capnodiales; Mycosphaerellaceae; Mycosphaerella; Mycosphaerella pini (Dothistroma septosporum)
> Mycosphaerella pini (PQRA1) JGI Genome

MRDNHYIHSGYRPASNSYHKSFSSVTHLHNETVNIWSHLLGAIAAATTAIILYSTMRPRFNLATSEDVMVFACFFLGAVVCLGMSATYHTISNHSEAVAKFGNRLDYIGIVVLIWGSFVPSIYYGFGTEPGLIRVYWSMITTIGAGTLVVIMHPRFRSPEWRPFRASMFVMMGLSAIFPVLHGVQMYGLQQMEQQIGLSWLVGQGALYIAGATIYAARVPERWRPGSFDIWGSSHQIFHVLVVLAAAAHLLGLMKAFDYEHRLRSGIAGWKKSG*

> Mycosphaerella pini (PQRA3B) JGI Genome

MSFQQIVPLSLAAASEKESWPKSNNIESSYGPPTSNSLLSSLTSLGHLNNQTVNTYSHLLGAVGFLALPFYFYWNVLPTQPTARTADLVVVTVYCLGVATCFVFSAIFHTLYNHSCVVARYWNKLDYLGILVLMWGAGVPTIYYGFVCNPHWQQLYWTTTTVTAVGCTILTLNPVFGLPAFRGWRAALYAGFGLSSVIFVVHGLAAYGWDVQKSRMSLVWMGWMGTANLVGAVIYTARIPERWAPVRFDIIGASHQILHVAVLVASSIHFFGLMAAFTAIHSLSNPCSSS*

> Mycosphaerella pini (PQRB) JGI Genome

MSTYTTMTTCTKTFTDTREEPTVGASSGAEIDHEIERARKRRRHSSYNPRSWSLERENAQIVVENFLNDLGKRLEMLETYGSLKFDEGVKSVHDTLHHVHERCAQVSDDIIDAGRRRRKVFVETLESHYRDALVRKDTLEQKVQEGVKVMEANLVALEQRAYKMRERGLTATAHELMDSGIAYMESTATTAAEIVHEGADAARRAKDKMKLKVEIALAHARKHGLVTYDMLPEPWRVNPHILSGYRFSETKLDCVRSCFTMSNEFFNIWSHAIGLVIVLAIAFYFYPNTPAFTSATYFDIVIAGCFFFAACKCLVCSCMWHAMSSISDQNLMERFACVDYTGISLLVAASIMTTEYTAFYCEPWSRWTWISMTFALGIAGVILPWHPTFNRADMAWARVGFYVTLATTGFLPVFQLTYERGLGETFYFYAPIVKSIAVYLGGAVMYAAKIPERFLPGWFDYAGGSHNIWHLAVLGGILFHYSAMQSFFGEAFRRANVGCSTY*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Dothideomyceta; Dothideomycetes; Dothideomycetidae; Capnodiales; Mycosphaerellaceae; Mycosphaerella; Mycosphaerella populorum (Septoria musiva)
> Mycosphaerella populorum (PQRA1) JGI Genome

MDKKPASVVRCEKEPKDGDTVFHKAEHKIESALTVAWHQIQDWQQDNHYIISGYRPASNSYAKSAASIGYLHNESVNIWTHLLGAIAAVLSASGILFAVKPRFDQATSQDVLVFSCFFAGAFACLGMSATFHTISNHSAAVQKFGNRLDYIGIIFLIWGSFIPSIYYGFAADPKLIQVYWSMISTIGAVTFVVVMHPKFRSSAWRPFRAIMFVMMGLSAVIPVLHGLKLYGLEQMERQIGLTWLVSMGILYITGAVIYASRVPERWNPGKYDLFGSSHQIFHVLVVLAAAAHLVGLLKAFDYEHSSRIEALFAHTAVRH*

> Mycosphaerella populorum (PQRA3B) JGI Genome

MASSRKADKPTSQPDPPTEELSKGSQRHPWRLLFWHEIPSWQKDNEFILSGYRPTSHSIWKSILSLSYLNNQTINAYSHLVGSAIFLALPWYFYEKIYNNTTVTPYGQLVDLVVVSTYCLGVAVCFAFSATFHILWNHSSECSRFCNKLDYLGILVLMWGAGIPTIYYGFLCNPTLRWTYWAMTTSTALGCTYLTLSPHFASPAFRHWRAGFYAGFGLSSIIFVGHGLLLYGWEVQRSRMSLVYMGWMATANLVGAAIYAARIPERWVPYRFDTFGASHQIFHVAVMLAAWIHFDGLATAFRLIRVVPDRCSSST*

> Mycosphaerella populorum (PQRB) JGI Genome

MTQTTYCTARSGTATITESCEEPTLGATSGAQFDTELERSRKRRRHSSYNPRSWSSERDNVQIVIDDFLSDLGKRLAMVEEYGHLKFDAGVTTVFDTLTAIHQRCMKEYDGMRESGRRRHKAFVDALEAQYKDALAKRETLEAKVQEGVNMLEEHLAALEQRAYHLREKGAMATAHQMLDSGIAYMDETAIKASHLMLEGADAARRAKEHMKMKIEVALGHARKHGVITYDMLPEPWRVNPYILSGYRFSENKLQCVTSCFTLSNEFVNIWSHAIGLIVVLAIAFWIYPSTPAFIDATAFDIVIAGAFFFAACKCLVCSTMWHAMSSISNQTLMERFACVDYTGISLLVAASIMTTEYTAFYCEPVSRWVYMSLTFALGIGGIILPWQPTFNRADMAWARVGFYVSLALTGFLPMAQLTVERGWLATLYFYAPILKSVLVYFSGAVLYAAKIPERFLPGWFDYLGGSHNIWHFAVLGGILFHYTAMQSFFGDAFRRANAPAGCSVY*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Dothideomyceta; Dothideomycetes; Dothideomycetidae; Capnodiales; Teratosphaeriaceae; mitosporic Teratosphaeriaceae; Baudoinia; Baudoinia compniacensis
> Baudoinia compniacensis (PQRA) JGI Genome

MDDKVDLVTKAEIKTQEALTVLWNDLPIWLQDNHYIHSGYRPQSNSYMKSAASLGYLHNESVNVWTHLLGAIIAAIAGTVLWTAIKPRFNMATNDDVKVFGCYFLGAVLCLGMSATYHTICNHSPAVAKFGNRLDYIGIILLIWGSFIPSIYYGFGSEPGLVRLYWAMITSIGVGTLAVVTLPRFRSPELRPVRAAMFVAMGLSAVFPVIHGAWRYGAAQMERQMGLSWVISQGVLYIAGAVIYAARIPERFKPGAFDLFGHSHQIFHVLVLLAAATHLVGLLKAFDYEHSHRSGLFDAYSSVRDVGRK*

> Baudoinia compniacensis (PQRB) JGI Genome

MSAYTTISGFSSNCTTVITETHEEPTLGASSGADFDIDIQRARKRRRHSSYHARTWSLDRDNVQLLVDRFLAELGQRLALVEDYGHFKIDEGMTIALDTLRDVNESCMQVGGDLVDAGRRRAHILVDTVDAHYKGALATKESLEQRIRDGVKICEGILSDFEKAAYELRPAGFAEILDSGIAYADTAAARAAGMVSEGAEAARRAQAKLKLKVEEAVARARNYGLLTYEQLPEPWKGNPHIISGYRFSESTAECIRSCFSVSNETVNIWSHAIGLLVVLALAFYVYPTTPAFTAATKFDIAIAGCFFFAACKCLICSTMWHTMSSHSNQTIMERFACVDYTGISLLVATSIMTTEYTAFYCEPWSRWVYLTTTVVLGAAGTVLPWNPFFNRADMNWLRVAFYVSLAATGFFPVLQLTLERGWNATAYFYAPISKSILVYLGGALLYAARMPERFLPGWFDYVGASHNIWHFAVLGGILFHYTAMQRFFGEAFKRAEIECSVY*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Eurotiales; Trichocomaceae; Neosartorya; Aspergillus fumigatus
> Aspergillus fumigatus (PQRA1) NCBI:XP_754562
MSARQRRPAESYENTSNSSQPAAIASAVLEKPPKVMKKLVHWDDLPHWQRDNHHIHTGYRPASFSFLVSFQSLTYLHNETVNIYTHLLPSLLSIPAAYLLYQELVPRYGTATRDDIIAFSCFFAGAAFCLGMSATYHTISNHSPLVARIGNTFDYIGIIGLIVGSFVPSIYYGFYCVPALQRLYWTMICAIGLGCIIVSILPKFRTPQWRPFRAAMFVGMGLSAVFPVLHGLQMFGFDQMTRQIGLGWLLLQGFLYILGATIYAARVPERLRPGKFDILGSSHQIFHVLVVCAAVAHLTGLLKAFDYRHSGVAGSCLLEVN*

> Aspergillus fumigatus (PQRB) NCBI:XP_750609
MACTTQSMTLESYPDATSTSFATTPSEGTGLLRDRRRRHSFHTARKLSCDYDGDAIFLRVELFLAELERRMHWIEQYRKSHMVHIDSSLRRAYATLEAVRDSCSYASGELMGGGKKRAKILVETLEDRYNDALATKETLEQKAQAGVRLMESFLVELESRAHAVRDRGIYGALDDGWKAVDSKLVHAREVVDEGIEQARRAKDSLRESINRAILLAQEQRLITYADLPHPWRINPHILQGYRFSSSKVECLMSVFSVCNETVNIWSHLIGLFIVLSVAFYFYPLNPNFHLSTKTDVAIAAVFFFAACKCLVCSTLWHTMNSIANQPLMERFACVDYTGISLLVAASIVTTEYTAFYCEPVSRWTYILLTMSLGIGGVILPWHPTFNRNDLAWARVAFYVTLALTGFAPLFQLTYTRGFVWCLYFYAPVVKSILVYFAGACIYASQIPERWRPGLFDYFGGSHNIWHIAVLGGILFHYCAMQDLFANAFVRAKGECPSLTA*

> Aspergillus fumigatus (PQRA5) NCBI:partial XP_746466.1
MTTVRLAFSYLLSPSSPKVVGNPPVKVSESLKKQRVFHASQIPAWMQWDPYILHGYRGQLDSYGQCFWSLFYLHNESVNTWSHIIPGMYFLTLLLAIDYWIIQLPLEVPVMDILAIQTYVAGTAGCLIFSAAFHATNAHSPEVAHAFLKLDYLGIVMTITTTCISVTYFALYSYPILQVTYIFLTVLCAATIFWVALDPRMDGARAGPWRSVFAAVFFLLATSGLAPIFHVIWAEASYGLIRIPLDSLTVTCSSYAVGTAVYVTRFPERFWPARFDLIGASHQIFHILVAFGQIVHLFGLREVLLRIHMGMCAV*

> Aspergillus fumigatus (PQRA4A) NCBI:XP_747879.1
MVFNGLLRFRIIRSKQVKEIALGGGHDQSQPVEKQTLLTIKQLPPWYDPNPFILSGYRPETRSYYRCFASWLYCHNETGNIYSHLIPGILLLSSQGILYEYIRTKHENLSNFDWSIVSLQLVTASICLLTSTTYHTLLNHSAAVAHRWLQLDYIGIIALILGNFISGLHFGFYCNPQLKHFYWSLILAFSSATAVALLSPQFRGLEWRSFRLASFVCTGLSAFAPIGHACMLWGVPYLWKIGVKYYLLEGVCLIIGCYFWEVRVPESLYPGAFDIWGHSHTIWHVFVTFSIGAHVMGLLHGLEYSYSQAECR*
Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Eurotiales; Trichocomaceae; Neosartorya; Neosartorya fischeri
> Neosartorya fischeri (PQRA1) NCBI:XP_001263402
MSARQRRPAESYQNASNSSQPAAIASAVLEKPPEVVKKLLHWDDLPHWQRDNHHIHTGYRPASFSFLVSFQSLTYLHNETVNIYTHLLPSLLSIPAAYLLYQELVPRYGTATRDDIIAFSCFFAGAAFCLGMSATYHTISNHSPLVARIGNTFDYVGIVGLIVGSFVPSVYYGFYCVPALQRLYWTMICTIGLGCVIVSVLPKFRTPQWRPFRAAMFVGMGLSAVFPVLHGLQMFGFDQMTRQIGLGWLLLQGFLYILGATIYAARVPERLRPGKFDILGSSHQIFHVLVVCAAVAHLTGLLKAFDYRHSGIAGSCLLETN*

> Neosartorya fischeri (PQRB) NCBI:XP_001257832
MHWIEQYRKSHMVQIDSSLRRAYATLEAVRDSCSYASGELMGGGKKRAKILVETLEDRYNDALATKETLEQKAQAGVRLMESFLVELESRAHAVRDRGIYGALDDGWKAVDSKLVHAREVVDEGIEQARRAKDSLRESINRAILLAQEQRLITYADLPHPWRINPHILQGYRFSSSKVECLMSVFSFCNETVNIWSHLIGLFIVLSVAFYFYPLNPNFHLSTKTDVAIAAVFFFAACKCLVCSTLWHTMNSIANQPLMERFACVDYTGISLLVAASIVTTEYTAFYCEPVSRWTYILLTMSLGIGGVILPWHPTFNRNDLAWARVAFYVTLALTGFAPLFQLTYTRGFAWCLYFYAPVVKSILVYFAGACIYASQVPERWRPGLFDYFGGSHNIWHLAVLGGILFHYCAMQDLFANAFVRAKGECPSLTA*

> Neosartorya fischeri (PQRA2) NCBI:partial EAW22053.1

MSTTNDPTNQPKAKARTVTWQEISKWQFDNKYILSGYRPAKADYLEIFTSLTFLHNESCNVYTHLIGALLLPLVATTFQRYLAEPQFLNVSFMDYAIFGIYFWCAEICLVLSALYHLMQPHSHQVEQFWHGMDLLGIVIVTVGTFSSGIYYVFFCETSLQKLHWAIVSVLTTGTVTGVLISNPLLKTPRWRKVKVCAFVIFGASSFIPLLHGVQRYGLEYMLQYSGMKWYLLELTFWHWSRSICGMSAHLPRVPERLAPGKFDIWGSSHQIFHIAILCAMYTHQTALLQGFTTCHTLDVCQLQGVY*

> Neosartorya fischeri (PQRA4A) NCBI:EAW15481.1

MVFNGLLRFRIIRSKEVMEIALSGGHDQSQLVKKQTLLTIKQLPPWYDPNPFILSGYRPESRSYYRCFASWLYCHNETGNIYSHLIPGVLLLSSQGILYEYIRTTHGNLSNFDWSIVSLQLLTASICLLTSTTYHTLLNHSAAVAHRWLQLDYIGIIVLILGDFISGLHFGFYCNPQLKYFYWSLILAFSSATAVALLSPQFRGPEWRSFRLASFICTGLSALAPIGHACVLWGVPYLWKIGVQYYLLEGLFLIIGCYFWEVRVPESLYPGAFDIWGHSHTIWHVFVAFSIGAHVMGLLQGLEYSYSQAQCR*

> Neosartorya fischeri (PQRA5) NCBI:partial EAW20645.1

MAMTTVRLTFSYLLSSSSPKVVRNPPVKVSESVKKQRVFHASQIPAWMQWDPYILHGYRAQLDSYGQCFRSLFYLHNESVNTWSHIIPGMYFLTLLLAIDYWIIQLPLEVPVIDILAIQTYVAGTAGCLIFSAAFHATNAHSPEVAHAFLKLDYLGIVMTITTTCISVTYFALYSYPVLQVTYIFFTVLCAAIIFWVALDPQMDGARAGPCRSVFRAAVFSLLATSGLAPIFHVIWAEASSGLINIPLDSLTVTCSSYAVGTAVYVTRFPERFWPARFDLIGASHQIFHILVAFGQIVHLFGLREVLLRIHMGMCAV*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Eurotiales; Trichocomaceae; Emericella; Emericella nidulans (aka Aspergillus nidulans)
> Emericella nidulans (PQRA1) NCBI:XP_662536.1

MPPRQRRPTEIHKKDPGGCQTASVATAVLEDPPRAIRSLVHWDELPHWQRDNQHIHTGYRPASYSFRGSFQSLTYIHNETVNIYTHLLPSVLAIPAAIQLYRALAPRYETATDGDIRAFGCFFVGAAFCLGMSAFYHTISNHSPTVARIGNTFDYIGIVGLIVGSFVPSVYYGFYCVPELQRLYWSMICTIGLGCIVVSIFPKFRTPRWRPFRAAMFVGMGLSAVFPVVHGLQLYGRDQMMRQIGLGWLLLQGFLYILGAGIYAARVPERLRPGGFDLWGSSHQIFHVLVVCAAVAHLTGLLRAFDYRHNGTAGSCQV*

> Emericella nidulans (PQRA1B) NCBI Genome

LYWDQLPSWQRDNQYILSGYRTVSNSFRESFASLGYLHNETVNIYSHLIPAILLSFFSIPLHTSLKARYTNVSTADTVVLSCFVLGAVLCLVISATFPTVQNHSPHVARIANQMDYIGIVFLIVGSFVPSIFYGFYCQPVLQTVYLTMVCSLGLLCAAVSATPQFRHPTWRPFRARMFIALGLSALFPVVHGVMRFGIRQMDKQIGLSWVVLQGSLYIVGACFYAQVPERIYPGVFDIWISSHQIFHFMVVMAIISHLYGLINAFDYNHNHLAIHC*

> Emericella nidulans (PQRB) NCBI:XP_662755
MACSTGSVTIESYLDTAVSSATPSEETALLRDRKRRHSFHTARKLSCDYDADAIFLRVELFLAELERRLHWIEQYRKSHMVQIDTSLRRAYATLEAVRDSCSHASGELMGSGKKRAKILVETLESRYNDALATKETLEQKAQAGVRLMESFLTELESRADAVRDRGVYGALDDGWKAVDSTLVQAREVMDEGIERARQVKDALRENIDHAIMLAKEKRLISYSDLPAPWRINPHILSGYRFHSSKVECLTSVFTFSNELVNIWSHLIGLIIVLSIAFYFYPLNPNFHLSTNSDTLVAAVFFFAACKCLVCSTLWHTMNSIADQPLMERFACVDYTGISLLVAASIVTTEYTAFYCEPTSRWVYILLTMSLGIGGVILPWHPTFNRADWAWVRVAFYVTLALTGFAPLAQLTYARGFSWCLYFYAPVMKSILVYFVGACVYASQIPERWKPGLFDYIGGSHNIWHLAVLGGILFHYLAMQDLFANAFQRAKGECPNLTS*
Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Eurotiales; Trichocomaceae; mitosporic Trichocomaceae; Aspergillus; Aspergillus aculeatus
> Aspergillus aculeatus (PQRA1) JGI Genome

MAPRQRHSTHGQEKVLGTSQPAAVAAAVLEQPPKVLKKLLHWEELPHWQRDNQHIHSGYRPASASFLVSFQSLTYLHNETVNIYTHLLPSLLVVPAAFALYRALAPRYETATQADVIVFGCFFAGAAFCLGMSATYHTISNHSPMVARIGNAFDYAGIVGLTVGSFIPSVYFGFYCQPALQRLYWSMICTIGLGCVVVSIFPQFRTPGWRPFRAAMFVGMGLSAVFPVIHGLRLYGLGQMTRQIGLGWLVLQGLLYILGAAIYAARVPERLRPGQFDLWGSSHQIFHVLVVCAAIAHLTGLLKAFDYRHSGFAASCAWS*

> Aspergillus aculeatus (PQRB) JGI Genome

MACSAQSMTIESYPEANTSAYSTTPSEETSLLRDRRRRHSFHTARKLSLDYDADAVFLRVELFLTELERRMLWIEQYGKSHMDQIDASLRRGYATLEAVRDSCSHASGELMGSGKKRAKILVDTLEDRYKDALATKETLEQKAQAGVRLMESFLVELESRAHAGWDRGLDGALDGAWKAMDSSLVHAREVVDEGMERARRAKEAMKENIDRAILLAQEKRLIGYADLPQPWRVNPHILEGYRFTHSKVECLASMFTFSNELVNIWSHLIGLFIVLSVAFYFYPLNPNFHLSTKTDVLVAAVFFFAACKCLVCSTLWHTMNSIASQTLMERFACVDYTGISMLVAASIVTTEYTAFYCEPVSRWIYILLTMSLGIGGVILPWHPTFNRADMAWARVAFYVSLALTGFAPLAQLTYTRGFFWCLYFYAPVVKSVLVYFVGACVYASQVPERWRPGLFDYVGGSHNIWHLAVLGGILFHYLAMQDLFAGAFKRAQGECPNMVN*

> Aspergillus aculeatus (PQRA5) JGI Genome

MQWDPYIKHGYRAQLNSFRRCFWSLFHLHNESVNTWSHILPGVYFLVILLAIDYWIAPLPFEVPLSDILAVQTYVAGTAGCLVFSATFHATNAHSPEVARAFLKLDYFGIVLTISTTCISVAYFALHGSPLYQSIYILFTLFCAAMVFSVLLDAGMDGARAGPWRATVFILLAASGFAPIFRVVFWAGEEPCGWSRIPGESLIVTCSSYALGTIVYITRFPEAYWPSRFDLVGASHQIFHVLVAFGQIVHLFGLREMLRRIHS*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Eurotiales; Trichocomaceae; mitosporic Trichocomaceae; Aspergillus; Aspergillus niger
> Aspergillus niger (PQRA1) NCBI:partial XP_001397765.1

MSTRQRRPTQVHEKDLGTSQPAVVAAAVLEQPSQVIRKLLHWDDLPHWQRDNQHIHTGYRPASFSLLVSLQSLTYLHNETVNIYTHLLPSLLAVPAAGLLYRALAPRYESATQADLVAFGCFFAGAAFCLGMSATYHTISNHSPLVARIGNTFDYVGIVGLIVGSFVPSVYFGFYCMPDLQRLYWTMICALGLGCILVSIFPHFRTPRWRPFRASMFVGMGLSAVFPVIHGLRLYGLEQMTRQIGLGWLLLQGFLYILGATIYAARVPERLRPGHFDLWGSSHQIFHVLVVCAAIAHLTGLLKAFDYRHSGIADSCLGAAQ*
> Aspergillus niger (PQRB) NCBI:XP_001392002
MACSSQSVTIESYPEAAVASAYATPGEDTGLLRDRRRRHSFHTARKLSCDYDADAVFLRVELFLAELERRLHWLEQYRKSHMDQIDASLRRGYATLEAVRDSCSHASGELMGGGKKRAKILVETLEDRYMDALATKETLEQKAQAGVRLMESFLVELESRAHAVRDRGLYGTLDDGWKAMDSKLVHAREVVDEGMERARRAKDALRESIDRAILLAQEQRLITYADLPHPWRVNPHILQGYRFTHSKVECLTSVFSPSNETFNIWSHLIGLFIVLSVAFYFYPLNPNFHLSSRTDILVAAVFFFAACKCLVCSTLWHTMNSIASQTLMERFACVDYTGISMLVAASIVTTEYTAFYCEPVSRWTYILLTMSLGIGGVILPWHPTFNRADMAWARVAFYVSLALTGFAPLAQLTYTRGLAWCLYFYAPVVKSIMVYFVGACVYASQVPERWRPGLFDYVGGSHNIWHLAVLGGILFHYCAMQDLFAGAFQRAQGECPNLAK*
> Aspergillus niger (PQRA4B) NCBI:XP_001388488.1

MQATFADSPSITETLPRQRKPSLPPGAFAEEPATPEKVLFNDDNEFIRHGYRPVSNSTHACFASWLYLHNETVNIYSHLVPAVFFLAAEGMFYQYLQVKYPEATLSDHAIFAFFLLTAVICLGLSTTYHTLMNHSLQVSELWLRLDFVGIIVLTLGDFVSGIYMVFYCEPLLRRLYWGMIISLSCITIMILVNPKFKGPRWRTFRVCTFVGTGLSGFAPLIHGISVFGFAKMMVQSDMPYYLGEGGLLILGALFYTMRIPESIKPGRFDIFGCSHQVFHVLVVLTTVVQLIGILSAFDYNYNHGKCRLP*
Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Eurotiales; Trichocomaceae; mitosporic Trichocomaceae; Aspergillus; Aspergillus carbonarius
> Aspergillus carbonarius (PQRA1) JGI Genome

MLHVRNMSTRQRHPTQGHGKDLGTSQPAAVAAVVLEQPPNVLRKLLHWDDLPHWQRDNRHIHTGYRPASSSFLVSLQSLTYLHNETVNIYTHLLPSLLAVPAAGLLYRALAPRYESATQADLVAFGCFFAGAAFCLGMSATYHTISNHSPLVARIGNTFDYVGIVGLIVGSFVPSVYFGFYCMPDLQRLYWTMICTIGLGCVLVSIFPHFRTPRWRPFRAAMFVGMGLSAVFPVIHGLRLYGVEQMTRQIGLGWLLLQGFLYILGAVIYAARVPERLRPGHFDLWGSSHQIFHVLVVCAAVAHLTGLLEAFDYRHSGTADSCRGSAQ*

> Aspergillus carbonarius (PQRB) JGI Genome

MACSAQSVTIESYPKAKDMASASASAYATPGEDMALLRDRRRRHSFHTARKLSCDYDADAVFLRVELFLTELERRLHWLEQYRKSHMDQIDASLRRGYATLEAVRDSCSHASGELMGSGKKRAKILVETLEDRYMDALATKETLEQKAQAGVRLMESFLVELESRAHAVRDRGIYGALDDGWKAMDSKLVHAREVVDEGMERARRAKDALRENIDRAILLAQEQRLITYADLPHPWRVNPHILQGYRFTHSKVECFTSVFTFSNEMFNIWSHLIGLFIVLSIAFYFYPLNPNFHLSTKTDIFIAAVFFFAACKCLVCSTLWHTMNSIASQTLLERFACVDYTGISMLVAASIVTTEYTAFYCEPVSRWVYILLTMSLGIGGVILPWHPTFNRADLAWARVAFYVSLALTGFAPLAQLTYTRGFAWCLYFYAPVVKSILVYFVGACVYASQVPERWRPGLFDYVGGSHNIWHLAVLGGILFHYCAMQDLFAGAFQRAQGECPNLAK*
> Aspergillus carbonarius (PQRA4B) JGI Genome

MQVSFVDDAPIADFLPRRRKISVSFPAVPATGQVKSSDRVLLAYDEIPEWYQDNEFIQHGYRSVSNSTHACFASWLYLHNETVNIYSHLVPAVFFLAAEGMFYQYLQVRYPEATLGDHAVFAFFLLTAVICLGLSAMYHTLMNHTLHVSDLWLRLDFVGIIVLTLGDFVSGIYMVFYCEPVLRRIYWGMIITLSCITVLLLVNPRFQGPRWRTFRVCTFVGTGLSGFVPLIHDISVFGFAKMMEQSGMPYYLGEGVLLILGALLYALRIPESLRPGKFDIFGSSHQIFHVLVVLATAVQLIGILSTFDYNYRHRECRHP*

> Aspergillus carbonarius (PQRA4D) JGI Genome

MSSTLRPRLHIHTSTRTLSSFPPIPIPTHLRPLPPTTTLLSRQLWTTLHPSTLSIYTHFLPSLLLFILTIFISITINSPAKPILILNLLAATTTLLLSTTYHLHEHTPPTTANQFLCYDYTGIILLIVANYITGLYFGFYSHQDLSWRYISLILLLSTFPITTHLTPRYQSLEFDNLRVISLVLTALTALIPIVHGYGLYGGEYLWNVGVGWYLFEGAVFILGVGVYWTRIPERWFPESFWVEVCNSHVVWHVCVVVGIGVHFMGVISVIQFWFGKEML*
Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Eurotiales; Trichocomaceae; mitosporic Trichocomaceae; Aspergillus; Aspergillus oryzae
> Aspergillus oryzae (PQRA1) NCBI:XM_001819714.1

MPSRQRRPTEKAQESKASTPAAMAATVMKQPPQVLKKLLHWDDLPHWQRDNHHIHSGYRPASFSFLVSFQSLTYIHNETVNIYTHLLPSLLAIPAAVWLHRALAPRYETATRADIISFACFFVGAAVCLGMSATYHTISNHSPTVARIGNALDYAGIVALIVGSFVPSVFYGFYCEPGLQRLYWTMICTIGIGCVFVSIMPQFRTPRWRPFRAAMFVGMGLSAVFPVIHGLRMYGLEQMTRQIGLGWLLLQGFLYILGAGIYAARVPERLRPGQFDLWGSSHQIFHVLVVCAAVAHLTGLLRAFDYRHSGIAESCSWN*

> Aspergillus oryzae (PQRB) NCBI:XP_001818492.1

MACSAQSVTIESYPEEAAVSSAYATPSEETTALLRDRRRRHSFHAARKLSCDYDADAVFLRVELFLAELERRLHWLEDYRRSHMVQIDASLRRGYATLEAVRDSCSYASGELMGGGKKRAKILVETLEDGYKDALATKETLEQKAQAGVRLMESFLSELEARAHAVRDRGFYGTLDDGWKAVDSKLVHAREVVDEGMERARKAKDALRENIDQAIALAQEKRLIAYADLPHPWRVNPHILEGYRFTHSKVECFTSMFTFSNELVNIWSHLIGLFIVLSVAFYFYPLNPNFHLSTKTDVLIAAVFFFAACKCLVCSTLWHTMNSIANQGLMERFACVDYTGISMLVAASIVTTEYTAFYCEPVSRWTYILLTMSLGIGGVILPWHPTFNRADFAWARVAFYVTLALTGFAPLAQLTYTRGFAWCLYFYAPVVKSILVYFVGACIYASQVPERWRPGLFDYVGGSHNIWHFAVLGGILFHYCAMQDLFAGAFQRAKGECPHLTS*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Eurotiales; Trichocomaceae; mitosporic Trichocomaceae; Aspergillus; Aspergillus terreus

> Aspergillus terreus (PQRA1) NCBI:XP_001213764
MPTRQRRPTENRPKGSGSATSEAVSVAETVLEQPPRVIKKLLHWDELPHWQRDNHHIHSGYRPASYSFLGSLHSLTYVHNETVNIYTHLLPSLLSVPAAVVLYQALAPRYATATHGDIGAFSCFFAGAAFCLGMSATYHTISNHSPVVARIGNALDYIGIVGLIVGSFVPSVYYGFYCMPNLQRLYWTMICGIGLGCVFVSVLPQFRTPGWRPFRAAMFVGMGLSAVFPVLHGLRLYGRKLMMRQIGLGWLLLQGLLYILGAAIYAARVPERLRPGRFDLLGSSHQIFHVLVVCAAVAHLTGLLSAFDYRHSGIAETCPRI*

> Aspergillus terreus (PQRB) NCBI:XP_001212893
MACSAQSMTIESYPDEALSTSYAPTPSEETALVRDRRRRHSFHTARKLSCDYDADAVFLRVELFLAEMERRMHWIEEYRQAHMVQIDSSLRRGYATLEAVRDSCSFASGELMGGGKKRAKILVETLEDRYKDALATKETLEQKAQVGIRLMESFLTELESRAHAVRDRGIYGTLDDGWKAVDSKLVQAREAVDEGMERAKEALRESIDRAIVLAQEKRLITYADLPHPWRINPHILQGYRFTHSKVECFTSMFTFSNELVNIWSHLIGLFIVLSVAFYFYPLNPNFHLSTKTDVFVAAVFFFAACKCLVCSTLWHTMNSIANQGLMERFACVDYTGISMLVAASIVTTEYTAFYCEPVSRWTYILATMSLGIGGVVLPWHPTFNRADFAWVRVAFYVTLALTGFAPLAQLTYTRGFEWCLYFYAPVVKSILVYFAGACIYASQVPERWRPGLFDYVGGSHNIWHFAVLGGILFHYCAMQDLFAVAFQRAQGECPNLSA*
Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Eurotiales; Trichocomaceae; mitosporic Trichocomaceae; Aspergillus; Aspergillus clavatus
> Aspergillus clavatus (PQRA1) NCBI:XP_001271061
MSVRQRHPAEGSENEPKTSQPAAIAAAVMEQPPQVVKKLLHWDDLPHWQRDNHHIHTGYRPASFSFLMSFHSLTYLHNETVNIYSHLLPSILSIPAALLLYRELAPRYETATRDDIIAFGCFFTGAAFCLGMSAIYHTISNHSPTVARIGNAFDYVGIVGLIVGSFVPSVYYGFYCVPGLQQLYWMMICTIGLGCAAVSVLPQFRTPRWRPFRAAMFVGMGLSAVFPVIHGLRLYGMEQMTRQIGLGWLLLQGFLYILGATIYAARVPERLRPGKFDILGSSHQIFHVLVVCAAVAHLTGLLRAFDHRRSGIAVSCPVDSI*

> Aspergillus clavatus (PQRB) NCBI:XP_001272631
MHWLEQYRKSHMDQIDSSLRRAYATLEAVRDSCSHASGELMGSGKRRATLLVETLEERYKEALATKETLEQKAQAGVRLMESFLIELESCAHTVRDRGIYGALDDGWKAMDSKLVHAVDEGMERARRAKDVLRESIDNAILLAQEQRLITYADLPHPWRINPHILQGYRFTSSKVECLWSVFSFCNETVNIWSHLIGLFIVLSVAFYFYPLNPNFHLSTKTDVMIAAVFFFAACKCLVCSTLWHTMNSIANQPLMERFACVDYTGISLLVAASIVTTEYTAFYCEPVSRWTYILLTMSLGIGGVVLPWHPTFNRADMAWARVAFYVTLALTGFAPLFQLTYTRGFVWCVYFYAPIVKSVLVYFAGACIYASQVPERWSPGLFDYCGGSHNIWHLAVLGGILFHYCAMQDLFANAFVRAQGECPNLAA*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Eurotiales; Trichocomaceae; mitosporic Trichocomaceae; Aspergillus; Aspergillus flavus
> Aspergillus flavus (PQRA1) NCBI:XP_001819766
MPSRQRRPTEKAQESKASTPAAMAATVMKQPPQVLKKLLHWDDLPHWQRDNHHIHSGYRPASFSFLVSFQSLTYIHNETVNIYTHLLPSLLAIPAAVWLHRALAPRYETATRADIISFACFFVGAAVCLGMSATYHTISNHSPTVARIGNALDYAGIVALIVGSFVPSVFYGFYCEPGLQRLYWTMICTIGIGCVFVSIMPQFRTPRWRPFRAAMFVGMGLSAVFPVIHGLRMYGLEQMTRQIGLGWLLLQGFLYILGAGIYAARVPERLRPGQFDLWGSSHQIFHVLVVCAAVAHLTGLLRAFDYRHSGIAESCSWN*

> Aspergillus flavus (PQRB) NCBI:XP_002373732
MVQIDASLRRGYATLEAVRDSCSYASGELMGGGKKRAKILVETLEDGYKDALATKETLEQKAQAGVRLMESFLSELEARAHAVRDRGFYGTLDDGWKAVDSKLVHAREVVDEGMERARKAKDALRENIDQAIALAQEKRLIAYADLPHPWRVNPHILEGYRFTHSKVECFTSMFTFSNELVNIWSHLIGLFIVLSVAFYFYPLNPNFHLSTKTDVLIAAVFFFAACKCLVCSTLWHTMNSIANQGLMERFACVDYTGISMLVAASIVTTEYTAFYCEPVSRWTYILLTMSLGIGGVILPWHPTFNRADFAWARVAFYVTLALTGFAPLAQLTYTRGFAWCLYFYAPVVKSILVYFVGACIYASQVPERWRPGLFDYVGGSHNIWHFAVLGGILFHYCAMQDLFAGAFQRAKGECPHLTS*

> Aspergillus flavus (PQRA2) NCBI Genome

MSTKKDPTNQPKVKARIVTWQEISEW*FDNKYILSGYRPAKAGYLGMFTSLTFLHNESCNVYTHLIGALLLPLVATTLLRYLAEPQFLNVSSMDYAMFGLYFCCAEICLVLSALYHLMQPHSHHLEQFWHGMDLLGIVIVAMGTFASGIYYGFFCEASLQKLHWAIVSPSLTTGTVTGVLISNPLLRTPRWRKAKVGAFVIFSASSFIPLLHGVQRYGLEYMLQYSGIKWYLLDLTFYGTGVSLYAVRIPERLASGRFDIWGSSHQIFHVVILCAMYAHLTALLQGFTTCHTLDICRLRGIY*

> Aspergillus flavus (PQRA5) NCBI:partial EED50442.1

MASLRLALTCFLTPSPPKATENFHAANTEPPQKKQVFHASEIPEWMQWDPYIQHGYRTQLNSFKQCFLSLFYMHNESVNTWSHIVLEISFLILLLAIDYWIAQLPFKVPFSDMLAIQSYVAGTAGCLVFSAAFHTTNAHSPEVARAFLKLDYFGIVLTISTTCISVAYFTSTLQLAYILFTVLCAAMVFCITLDVGMDGARAGPWRFSFRATVFLLLAASDLAPIFHVGWNEGKCGLFRIPLDSLTVTCSSYAIGTLAYVTRFPERYWPGRFDLIVGACHQVFHVLVAFGQIVHLFGLREMLVSIHMVRCTM*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Eurotiales; Trichocomaceae; mitosporic Trichocomaceae; Penicillium; Penicillium marneffei
> Penicillium marneffei (PQRA1) NCBI:XP_002143685
MAVKQPGKAIRKLLHWDELPPWLQDNHYIHHGYRPASSSFVVSFQSLAYLHNETVNIYTHLLPALVALPAGIRLYQVLAPRYQSATQGDISAFACFFVGATFCLGMSATYHTICNHSPSVARIGNALDYVGIVGLITGSFIPSVYYGFYCTPRLQSSYWTMICTIGIGCIIVCLTPKFRTPDWRPFRAMMFVSMGLSAIFPVVHGLWLYGPKQMTDQIGLYWLLLQGFLYILGATIYAARVPERLLPGRFNIFGHSHQIFHVLVVCAAVSHLTGLLQAFDYRHSGLAELCF*

> Penicillium marneffei (PQRB) NCBI:XP_002150634
MESIDASMRRGYAALEAVRDSCCAASGELMGGGKRRAKILVETLEERYNEALATKETLSEKAYAGMRLMESFLNDIEARSQLVRDAGITGTLDEGWKAVDSGLSHAREAVNEAVDEGMESIRRAKEALRESIDRAILLAQERRTIHYHDLPHPWRVNPHILQGYRFTASTKECITSVFSFSNELVNIWSHLIGLFIVLSIAFYFYPLDPNFHLSTKADIMIAAVFFFAACKCLVCSTIWHTMNGIANQKVMERFACVDYTGISFLVAASIMTTEYTAFYCEPTSRWIYILLTFSLGVGGVILPWHPTFNRSDMSWARVAFYSTMAMTGFAPLIQLSYSRGFEWCLYFYAPVVKSILVYGLGACIYASQIPERWFPGLFDYCGASHNIWHIAVLGGILFHYFAMQELFAGAFLRAEGECPNLTS*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Eurotiales; Trichocomaceae; mitosporic Trichocomaceae; Penicillium; Penicillium chrysogenum
> Penicillium chrysogenum (PQRA1) NCBI Genome

MPRQRRPTEHQKVPSGSQSAEMTDIGEEAQILVKRLLHWDDLPHWQRDNHHIHTGYRPASSSFLSSFQSLGYVHNETVNIYTHLLPAVIAAPAAYGLYHLLSPRYRDAADSDILAFSCFFAGAAFCLGMSATYHTISNHSPVVARIGNALDYIGIVGLIVGSFVPSVFYGFYCVPELQHRYWTMICAIGLGCVIVSASPRFRTPRWRPFRATMFVGMGLSAVFPVLHGVSIFGLDLMQQQIGLNWLVFQGFLYILGAGIYAARVPERLMPGKFDIVGSSHQIFHVLVVCAAVAHLTGLLKAFDYRHSGAAETCQIPRG*

> Penicillium chrysogenum (PQRA4A) NCBI Genome

MALVKRLSPAERALSGTDRSDSPLLKEPSPSGPRLLNRDEVPSWYAQNPYIRTGYRPVTPSISRCLSSLVYLHNETVNVFSHVVPATIAFLGNGLLYGYFSTSFSDATWTDRLVFHIYLTTSVLCFGISSAYHTFLCHSVQVADVWVRLDYVAIVFQILGSFISGIYIGFYCEPHLQKLYWSMIGTLGFLTGFVVVHPRLQSQKWRLLRLSTLVATGLSAFAPIIHAASIFPYQQLDQQAGLRYYYLEGLIIVMGVLFYATHFPESWRPGSFDIWGSSHQIFHISVVIGAAIHLYGILVAFQWNYENQRCKIG*

> Penicillium chrysogenum (PQRB) NCBI Genome

MACSASSMAVESYPEEAYASATATPDENTSMLRDRRRHSFHAARKLSCDYQDADAVFIRVELFLSELERRMQWIEQYRKSHMVQVDASLKRGYATLEAVRDQCSLASGELMGSGKKRAKILVETLEDRYNEALVTKETLEQKAQAGVRLMESFLVEVENKMHAVRDRGIYGTLDDGWKAMDSGLVHAREIVDEGMERARRTRDTLRDTVEEAIRLAKEKRLINYHELPHPWRVNPHIINGYRFTTSKVECISSVFAYSNEMFNIWSHVIGLVIVLAIAFYFYPLHTNFHLSTKSDVTIAAVFFFAACKCLVCSTIWHTMNSIASQSLMERFACVDYTGISMLVAASIVTTEYTAFYCEPLSRWVYILLTMSLGVGGIILPWHPTFNRHDMAWARVGFYVTLALTGFSPIAQLSYTRGFEWTMYFYAPVVKSIMVYFVGALVYASKIPERWKPGLFDYFGGSHNIWHIAVLGGILFHYHAMQDLFAGAFQRAQGECPNMTS*

> Penicillium chrysogenum (PQRB1) NCBI Genome

MCSWKTAMITRRSTPPLEDTQLLSEGSPATPKSDNQSYWPTIGSKDQIPGWLRDNDYILEGHPMPTFCYKRSLRLWRCLHMETMNIWTHLLGSIAFITVALTLNCFVSVSRDFNFTRGDVFAFGSFLASATICFGLSAGFHTLRSHSYNIHHLWGKMDILGICFLALGAGTSMTYYAFYCRPFFQRMYWGLNLFSAVGAAITLFDTGGGGNKMRTLRGGVFSLLAISAMLPIFQSVIELGWTRASNEIGAGWYLAEALSLLTGVSVFVCRFPERLSPGTFDIWGHSHQLWHMFAVLGSAFHVVALLVAYDYRRMHKVC
Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Eurotiales; Trichocomaceae; Talaromyces; Talaromyces stipitatus
> Talaromyces stipitatus (PQRA1) NCBI:XP_002479999
MVVKQPAKAIRKLLHWDELPPWLQDNHYIHSGYRPASSSFLVSFHSLTYLHNETVNIYSHLLPALVALPAGIRLYQVLAPRYQSATQADISAFACFFVGATFCLGMSAIYHTISNHSPSVARIGNALDYVGIVGLITGSFIPSVYYGFYCALSLQCIYWTMISTIGVGCIFVCLLPRFRTPEWRPFRAMMFVSMGLSAIFPVIHGLWLYGPKQMIDQIGLYWLLLQGFLYILGATIYAARVPERLLPGRFNIFGSSHQIFHVLVVCAAVSHLTGLLRAFDYRHSGLAELCF*

> Talaromyces stipitatus (PQRB) NCBI:XP_002483514
MESIDASMRRGYAALEAVRDSCCAASGELMGGGKKRAKILVETLEGRYNEALATKETLSEKAYAGMRLMESFLSDIEARSQLVREAAGISSAFDEGWKAVDSGLNHAREAVNEAVDEGMESVRRAKEALRESIDRAILLAQERRLIHYHDLPHPWRVNPHILQGYRFTASPKECVTSVFSFSNELVNIWSHLIGLFIVLSIAFYFYPLNPNFHLSTRADIMIAAVFFFAACKCLVCSTIWHTMNGIANQKVMERFACVDYTGISFLVAASIMTTEYTAFYCEPTSRWIYILLTFSLGIGGVILPWHPTFNRPDMSWARVAFYSFMALTGFAPLIQLSYSRGFSWCLYFYAPVMKSILVYGLGACIYASQIPERWFPGLFDYCGASHNIWHIAVLGGILFHYFAMQELFADAFLRAKGECPNLTA*

> Talaromyces stipitatus (PQRA2A) NCBI:partial EED11745.1

MNPTNDPIYQPERTVTGQKIFGWQFDNKYILRGYRPANADYPKIFRSLTFLHNESCNVYTHLIGALLLPLVATTLLRYLAEPKFLNVSTMDYAVFGIYFWCSEVCLILSALYHLMQPHSYQVEQFWHGMDLLGIVFMTVGTLFSGIYYVFFCEASWQQLHWAMVRIFGIQVLAMGTVTSILISNPLLKTPRWRNIKVGTFIIFGASSFIPLLHGVQ*YGLDYMLQYSGIRWYLLELTFYGAGVSLYTVRIPERLAPGKFDIWGSSHQIFHVAICWRCGTV*

> Talaromyces stipitatus (PQRA2B) NCBI:partial EED11851.1

MSTTSQPKTEERTVTWQKISEWQFDNQYILRGYRLPKADYLEILFSLTFLHNESCNVYTHLIGALLLPLVAATLLRYLAEPQFVNVSSMDYSMFGIYLGCAEICLVLSTLYHLMQPHSHQVEQFWHGMDLLGVVIVTVGILSSSIYYVFFCEASLQKLHWAIVVLTTGTVTSVLISNPLFKMPGWRKVKAGTFVIFGSSSFIPLLHGVQRYGLEYMLQYLGMKWYLLELTFYGIGVSVYAVFRFPERLAPGKFDIWGSSHQIFHVAILCAMYTHQAALL*GFVTCHTLDVCQLYG*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Onygenales; mitosporic Onygenales; Coccidioides; Coccidioides imitis
> Coccidiodes imitis (PQRA1) NCBI:XP_001244157
MERLRAEVSAVQRRQVTIQTEAESADGTVTATKVVKTTVRTVHWDDLPHWLRDNQHIHTGYRPASESFVKSFKSLGYIHNETVNIYSHLFPALLSIPLSFTIYRAISARYETANHADVAAFSCFFAGAAFCLGMSALYHTISNHSPLVAYIGNACDYVGIVGLITGSFIPSIYYGFYCMPNLQILYWSMICALGLGCAIVSTIPRFRTPAWRPFRATMFVSMGLSAVFPLVHGVAVFGFAQMRWQIGLWWLLLQGFLYILGAAIYAMRVPERLWPGKFDILGHSHQIFHVLVVLAAYAHLTGLLEAFDYRHSGIAPACAG*

> Coccidioides imitis (PQRB) NCBI:XP_001240828
MACSSPSMTVESHADREDTGATSGFFSPTEILRNRRRRHSFHSSRRLSCDYDADAIFLRVELFLADLERRLQWLEDYRQSHVVDIDSGLKRAYAALQAVRDKCSHASGELMGGGKRRARIVVETMEEQYNHALATKETLEQKAQASMRLMESFLSELEASVHAVKDRGIYVAIDEGWRAVDSGLHHARVVLDEGMERARHAQVALRESIDRAIQLAQEKRLITYADLPHPWRVNPHILDGYRFTTSKIECVTSVFTFSNELVNIWSHLIGLIIVLAVALYFYPLSPNFSLSTKADVAIAAIFFIAACKCLVCSTVWHTMNGIASQSLMERFACVDYTGISFLVAASIVTTEYTAFYCEALSRWIYILMTSSLGIAGIILPWHPTFNRADMAWARVAFYVTLALTGFAPIVQLSLTRGLAWSLYFYAPIMKSLLVYLTGACIYASQVPERWRPGFFDYFGGSHNIWHIAVLGGILFHYHAMQDLFAGAFVRAQGECPSL*

> Coccidioides imitis (PQRA4C) NCBI:EAS34144.1

MGKAISVSSIPRCRGAAPSLWPLEAEQEPLLSPPYANKSTVPTKKGPILLSFEEAPHWLQDNEYILSGYRRPNQSVTDCIASLTYVHNETANIYTHMIPGLFLVVGEILLYQNFLSFYPEATEADRLVFASLLFAALICMSFSTGYHTLMSHSHSVSRLWLQMDYIGIMALILGNILTGTYMVFYCVPHLIWLYWGTVLTLGSLSCMIILHPKLQGQEWRNFRTGTFACTGLSSLAPLAHATLMFGLSGMFEHSGLPYYLLEGLLHITGVFFYAQTRIPESLNPGQFDIWFSSHQIFHVLAVLATVAQVFGVWHAFDYNYTNGLACDAS*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Onygenales; mitosporic Onygenales; Coccidioides; Coccidioides posadasii
> Coccidioides posadasii (PQRA1) NCBI:EER26494
MERLRAEVSAVQRRQVTIQTEAESADGTVTATKVVKTTVRTVHWDDLPHWLRDNQHIHTGYRPASESFVKSFKSLAYIHNETVNIYSHLFPALLSIPLSFTIYRAISARYETANHADVTAFSCFFAGAAFCLGMSALYHTISNHSPLVAYIGNACDYVGIVGLITGSFIPSIYYGFYCMPNLQILYWSMICALGLGCAIVSTIPRFRTPAWRPFRATMFVSMGLSAVFPLVHGVAVFGFAQMRWQIGLWWLLLQGCLYILGAAIYAMRVPERLWPGKFDILGHSHQIFHVLVVLAAYAHLTGLLEAFDYRHSGIAPACAG*

> Coccidioides posadasii (PQRB) NCBI:partial EER23006.1

MACSSPSMTVESHADREDTGATSGFFSPTEILRNRRRRHSFHSSRRLSCDYDADAIFLRVELFLADLERRLQWLEDYRQSHVVDIDSGLKRAYAALQAVRDKCSHASGELMGGGKRRARIVVETMEEQYNHALATKETLEQKAQASMRLMESFLSELEASVHAVKDRGIYVAIDEGWRAVDSGLHHARVVLDEGMERARHAQVALRESIDRAIQLAQEKRLITYADLPHPWRVNPHILDGYRFTTSKIECVTSVFTFSNELVNIWSHLIGLIIVLAVALYFYPLSPNFSLSTKADVAIAAIFFIAACKCLVCSTVWHTMNGIASQSLMERFACVDYTGISFLVAASIVTTEYTAFYCEALSRWIYILMTSSLGIAGIILPWHPTFNRADMAWARVAFYVTLALTGFAPIVQLSLTRGLAWSLYFYAPIMKSLLVYLTGACIYASQVPERWRPGFFDYFGGSHNIWHIAVLGGILFHYHAMQDLFAGAFVRAQGECPGLVY*

> Coccidioides posadasii (PQRA4C) NCBI:EER25359.1

MGKAISVSSIPRCRDAAPSLWPLEAEQEPLLSPPYANKSTVPTKKGPILLSFEEAPHWLQDNEYILSGYRRPNQSVTDCIASLTYVHNETANIYTHMIPGLFLVVGEILLYQNFLSFYPEATEADRLVFASLLFAALICMSFSTAYHTLMSHSHSVSRLWLQMDYLGIMALILGNILTGTYMVFYCIPHLIWLYWGTVLTLGSLSCMIILHPKLQGQEWRNFRTGTFACTGLSSLAPLAHATLMFGLSGMFEHSGLPYYLLEGLLHITGVFFYAQTRIPESLNPGQFDIWFSSHQIFHVLAVLATVAQVFGVWHAFDYNYTNGLACDAS*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Onygenales; mitosporic Onygenales; Paracoccidioides; Paracoccidioides brasiliensis
> Paracoccidioides brasiliensis Pb03 (PQRA4A) NCBI:EEH19383 NCBI:EEH38208

MALYQRLAPTRSDGSWSNPAKGSAVKQPKTKYRLLVASEVPSWYAHNSFIRTGYRPVNGSVRLCVNSLRFIHNETVNIYSHLIPAGIALASNGLLHLYFCDRYPTASMVDQLALHVYLTSSVVCFGISSTYHTLLCHSEPCSGLWARLDYVAIILQTVGSFVSGIYVTFYCEPCLQKLYWTMTGALGLLSSIILVSPQFQSSRWRLFRLSTFVATGLSGLLPIIHAAFIYPFAQLNQQAGLGYYLVEGLALITGVIFYATHFPESWIPEKFDIWGASHQIFHLFVVLSAVIHTWALLSVFDWIYKNPRCSVLRFRHE*

> Paracoccidioides brasiliensis Pb03 (PQRB) NCBI Genome

MPCTGPSVTLESYVDSKQSSNASGLAVPDERADLLRNTRRRHSFHTARRLSCDYDADAIFLRVELFLTEMERRLQWLEEYRQSHMTHIDARLKRGYAALLSVRDSCSHASGELMGSGKRRAKILVETLEDRYNEVLATKETFEQKAHASMRLMENFLGELELAAQSVRDRGLYSTLDDGWRAVEPSLAHAREVMDESLAHAREVMDESIEHAREALQKKIERAIQLAKEQRLIHYSDLPHPWRVNPHILQGYRFTTSKIECVTSVFTFSNELFNIWSHFIGLIIVLAIAFYFYPSNPNFSASTTTDVAIAGIFFLAACKCLVCSTLWHTMNGIASQPLMERFACVDYTGISLLVAASIVTTEYTAFYCEPVSRWIYIVTTSTLGIAGVILPWHPTFNRSDMAWARVAFYVTLAATGFAPIAQLSLTRSLGWSLYFYAPLLKSLGVYLLGALVYASQIPERWHPGFFDYLGGSHNIWHVAVLGGILFHYGAMQDLFTGAFVRAEGECPTLVV*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Onygenales; Arthrodermataceae; mitosporic Arthrodermataceae; Arthroderma; Arthroderma otae (aka Microsporum canis)
> Arthroderma otae (PQRA1) NCBI:EEQ27871
MTVFQRRAVTTAHNILYEKDGEEASGVIKKTVEESWTTTVHWDALPLWLQDNHHIHTGYRPASASFVRSFHSLTYIHNETVNIYTHLLPALLTIPISIILYQALSPRYHTADPGDIVVLSCFFAGAAFCLGMSALYHTISNHSPWVAYIGNACDYLGIIGLITGSFIPSIYYGFYCMPQLQRLYWGMIVVLGAGCAAVATVPRFRAPALRPFRAAMFVALGLSAIFPVTHGVVVLGFNQARQQIGLDWLITQGALYILGASIYAARVPECLHPGKYDIVGHSHQIFHVLVVLAAGAHLTGLLKAFDYRHSMAAGC*

> Arthroderma otae (PQRB) NCBI:EEQ29328
MGGGRRRARIAVETLESRYNEALATKETLEQKAQASMRLMEDFLSQLEARVHSVRDRGLYSAIDEGLRAVDSSITHARVMFDEGIERAVHAKIALRESIDRAIALAKEKRLIHYSDLPHPWRVNPHIRKGYRFTASKIECLTSVFSFSNEMVNIWSHLIGLIIVLCVAFYFYPLSPNFSLSTKTDVTIAFIFFIAACKCLVCSTLWHTMNSIANQPLMERFACVDYTGISLLVAASIVTTEYTAFYCEPYSRWIYILMTSTLGIAGVILPWHPRFNGPHMAWARVAFYVTLALTGFAPIVQLSLTRGLEWSLYFYAPVVKSILVYFCGACIYASQIPERWHPGFFDYVGGSHNIWHVAVLGGILFHYLAMQDLFAGAFLRAKGECPCLTS*

> Arthroderma otae (PQRA4B) NCBI:partial EEQ30825.1

MASAPRLRVPPPQPPEGHKGWGMESISDTVSKASKVGRSVLLSFDEMPEWFRRESNQWILHGYRPISGSAHASFCSWSYIHNESVNIYSHLIPAVFFLLGEWYIRQYLTSRYSGVTGADFIAFSVFMLTAVTCLSLSATYHTLMNHSQHVERFCLRLDMLGVVIFILGDLVLGIYMVFWCEPLPRNIYWSLVSIGVSGTLTIFTTMHPKFQGSNYRLFRALMFVATGLSGVAPLIHGLNVFGMSLMMRKAFPYTLAKAGCLLSGTSFYAVRFPESRYPGKFDLWGSHSIFHVLVVCAAVVQLMGYLDAFDYAHANLTCSSP*

> Arthroderma otae (PQRA4A1) NCBI:partial EEQ33555.1

MARKKLTESAPPTPPPRLESPFQYRRLLKFEETPDWFEGNRFILTGYRYESRSAIRSLQSWTYLHNESCNIYSHFLPAVLYLALHWYLFSSYLPSRYQTLSKGDELILSLFLSTVVLCLGASSLYHTFLNHSASIARRWLLCDYMGIITLIQGCFISGIYFGFYCEPYLQRLYWTMVCLQRGLYSTFTSSQFQDPKWRGFRVATFVCTGLSAFAPITHALLLHGLESSIHVGLPYYLTEGIIIAFSAFIYEVSRQIPERWYPGKFDIWGHSHTIFHTIVAVGMCIHLVGLLKALDYTYHNNQCTIE*

> Arthroderma otae (PQRA4A2) NCBI:partial EEQ31543.1

MALYQRLSPVRGERELGKALESTHGLLTKLPSSKYQLLTSNEVPSWYAHNSFLRTGYRPVNGSVRLCIDSLQYIHNETVNIYSHLVPAGIAVIGNFLLHLYFRSYYINASVMDQIAFHVYLSSSVLCFGISSMYHTLLCHSEAYVDIWGRLDYVAIVLQTLGSFISGIYFSFYCEPGLQKLYWTMISVLGSLTATIVVSPRFQSPKWRILRLSTFVATGLSAFAPIIHAATIFSYAQLTQQLGVGYYLLEGLMLITGTIFYAVQFPESWIPEKFDIWGASHQIFHILVVLSSIIHIIGIFTVFDYAYENLQCSA*

> Arthroderma otae (PQRA4C) NCBI:partial EEQ31554.1

MTVLPALRSRGFVAANPSRVDLDETPPLLPRKTQSHGALTLSNKEVPHWLGESNYILTGYRVPCNSTARCFYSWFYLHNETVNIYTHLIPAIGFAAAEIFVYRHFETLYPDAPQADKAVFALFLLTAMTCMSCSTLFHTFMSHSERVSKAYLRADYMGIAGLIFGNIISGTYVVFYRETALWATYWTFVFSALTCMILFHPKFEGQEYRTFRAGTFICTGLSSVAPLMHAIMLYGLEEMMEHSGLPYYLLEGLLHIIGVIFYVVSRIPESLRPGKFDIWFSSHQIFHVLVVLATISQVIGIWSAFDHKYHTEISVRRKLPLLV*
Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Onygenales; Arthrodermataceae; Arthrodermataceae; Arthroderma; Arthroderma gypseum
> Arthroderma gypseum (PQRA1) NCBI Genome

MSVLQRRAVTTATAAVYRREEAETEAAQQVEVLKIVEEEVSWTATVHWDALPHWLQDNQHIHTGYRPASSSFLRSFHSLTYVHNETVNIYTHLLPAILTIPMSFILYQALSPRYHTATPADIVVFSCFFAGAAFCLGMSALYHTISNHSPWVAYIGNACDYLGIIGLITGSFIPSIYYGFYCMPQFQRLYWGMIVVLGAGCAAVATIPRFRAPALRPIRAAMFVALGLSAIFPVTHGVVVLGFSQARQQIGLDWMITQGVLYITGAAIYAARVPECLHPGKYDIIGHSHQIFHVLVVLAAGAHLTGLLNAFDYRHSLAIQC*

> Arthroderma gypseum (PQRB) NCBI Genome

MGGGRRRARIAVETLESRYNEVLATKETLEQKAQASMRLMEDFLSQLEARVHSVRDRGLYGAIDEGLRAVDSSITHARVMFDEGIERAVHAKIALRESIDRAIALAKENRLIHYSDLPQPWRVNPHIRKGYRFTASKIECLTSVFSFSNELVNIWSHLIGLIIVLAVAFYFYPLSPNFHLSTKTDVTIAFVFFIAACKCLVCSTLWHTMNSIANQPLMERFACVDYTGISLLVAASIVTTEYTAFYCEPYSRWIYILMTSTLGIAGVILPWHPRFNGPHMAWARVAFYVTLALTGFAPIVQLSLTRGLQWSLYFYAPVVKSILVYFCGACIYASQIPERWHPGFFDYVGGSHNIWHVAVLGGILFHYLAMQDLFAGAFLRAKGECPCLTS*

> Arthroderma gypseum (PQRA4A) NCBI Genome

MPRQKLAGSALTPPRLDSPPIQPPDRLLKFEETPSWFEGNQFILTGYRHESRSAVRCVHSWTYLHNETCNIYSHLLPAGLYAALHWYLLTFYLPSRYNPLSKGDELILSLFLSTVVLCLGASALYHTFLNHSAPVARRWLLCDYMGIITLIQGCFISGIYFGFYCEPYLQRLYWTMVCLGSLTATILLSSQFQDPKWRGFRVAVFVCTGLSAFAPITHALLLYGPQRSMNVGLPYYLAEGAIIVLAAFIYEVQRQIPERWFPGKFDIWGHSHTIFHAMVAVGMCVHFVGLLEALEYTYYNSQCA*

> Arthroderma gypseum (PQRA4B) NCBI Genome

MEVAPRLRVSTPPPSDAQKGRVMKPISNAASKAKRAGRRPALLSFDEMPEWFRRESNKWILHGYRPISGSALTSFSSWSYIHNESVNIYSHLIPAVFFMLGEWYLQQYLISKYSKVTGADFIAFSIFMLTAVTCLSLSATYHTLMNHSQHVEHFCLRLDMLGIVIFILGDLVLGIYMVFWCEPLPRNIYWSMVSIGIFGTLTIFMTMHPKFQGKYRNFRALMFVATGLSGVAPLIHGLWVFGISQMMTKALPYTMAKAGCLLSGTAFYAVRFPESRYPGKFDLWGSHSIFHVLVVCAAVVQLMGYLDAYDHAQANIACSS*

> Arthroderma gypseum (PQRA4C) NCBI Genome

MTVLPALRSRGFVAAHPPRVDLDETPPLLPRKNQLHCAITLSNKEVPHWLGESNYILTGYRVPCNSIARCFYSWFYLHNETVNIYTHLIPAIGFAAAEVFVFRHFETLYPEAPVVDKAVFALFLLTAIMCMGCSTLFHTFMCHSEKVAKACLRADYMGIAGLIFGDIISGTYVVFYSDTALWAFYWAFVFSSLTCMILFHPKFEGEEYRTFRAWTFICTGLSSLAPLMHAILLYGLEDMMEHGGLPYYLLEGLLHIIGVIFYVVSDTQTRAPESLRPGKFDIWFNSHQIFHVLAVLATISQVIGIWSAYDYKYHAEISMLQKLPPFVG*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Onygenales; Arthrodermataceae; Arthrodermataceae; Arthroderma; Arthroderma benhamiae
> Arthroderma benhamiae (PQRA1) NCBI Genome

MSLLQRRAVTTAAAAVYKREEAELSQHQQQIKAEAEAEAEVLEQESWTATVHWDALPRWLQDNHHIHTGYRPASASFLRSFHSLTYVHNETVNIYTHLLPALLTLPTSFVLYRALSPRYHTATPADIVVFSCFFAGAAFCLGMSALYHTISNHSPWVAYIGNACDYLGIIGLITGSFIPSIYYGFYCTPQLQRLYWGMIVVLGAGCAAVATIPRFRKPALRPFRAAMFVALGLSAVFPVTHGVVVLGFSQARQQIGLDWLITQGALYIIGAAIYAARVPECLHPGKYDIIGHSHQIFHVLVVLAAGAHLTGLLAAFDYRHSLATQC*

> Arthroderma benhamiae (PQRB) NCBI Genome

MGGGRRRARIAVETLESRYNEVLATKETLEQKAQASMRLMEDFLSQLEARVHSVRDRGLYGAIDEGLRAVDSSITHARVMLDEGIERAVHAKIALRESIDRAIALAKEKRLIHYSDLPQPWRVNPHIRKGYRFTASKIECLTSVFSFSNELVNIWSHLIGLIIVLAVAFYFYPLSPNFHLSTKTDVTIAFIFFIAACKCLVCSTLWHTMNSIANQPLMERFACVDYTGISLLVAASIVTTEYTAFYCEPYSRWIYILMTSTLGIAGVILPWHPRFNGPHMAWARVAFYVTLALTGFAPIVQLSLTRGLQWSLYFYAPVVKSILVYFCGACIYASQIPERWHPGFFDYVGGSHNIWHVAVLGGILFHYLAMQDLFAGAFLRAKGECPCLTS*

> Arthroderma benhamiae (PQRA4A) NCBI Genome

MPQQKLADSALTPPRLDSPPIQPPLGRLLKFDETPSWFEGNQFILTGYRHESRSAIRCLHSWTYLHNESCNIYSHLLPAVAYIALHWYLVNIYLPSRYNTLAKGDGLILSLFLSTVVLCLGASSLYHTFLNHSAPIAKRWLLCDYMGIITLIQGCFISGIYFGFYCEPHLQRLYWTMLDTSANNRELQIVVLGSLTATILLSSKFQDRKWRGFRVAVFVCTGLSAFAPITHALFLHGLKRSMNVGLPYYLTEGAIIAFSAFIYEVQRQIPERWFPGKFDIWGHSHTIFHSMVALGMCIHFVGLLNALEYTYYNSQCT

> Arthroderma benhamiae (PQRA4C) NCBI Genome

MTVLPALRSRGFVASRPPRVDLDETPPLLPRKSQEHSALTLSNKEVPHWLGESNYILTGYRVPCNSTARCFYSWFYLHNETVNIYTHLIPAIGFAAAEVFVFRHFETLYPEAPVADKAVFSLFLLTAIMCMSCSTLFHTFMSHSEKVAKACLRADYMGIAGLIFGDIISGTYVVFYSDTVLWAIYWAFVFSSLTCMILFHPKFEGEEYRTFRAWTFICTGLSSLAPLMHAIILYGLEEMMEHGGLPYYLLEGLLHIIGVAFFVVSDIQTRIPESLRPGKFDIWFNSHQIFHVLVVLATISQVIGIWSAYDYKYHTEISLLHRPQSLAG*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Onygenales; Arthrodermataceae; mitosporic Arthrodermataceae; Trichophyton; Trichophyton equinum
> Trichophyton equinum (PQRA1) NCBI Genome

MSLLQRRAVTTAAAAAVYRREEAETSQQQQQQQQQQQQQTEAETEVEVLEQESWTATVHWDALPRWLQDNHHIHTGYRPASASFLRSFHSLTYVHNETVNIYTHLLPALLTLPTSFVLYRALSPRYHTATPADIVVFSCFFASAAFCLGMSALYHTISNHSPWVAYIGNACDYLGIIGLITGSFIPSIYYGFYCTPQLQRLYWGMIVVLGAGCAAVATIPRFRKPALRPFRAAMFVALGLSAVFPVTHGVVVLGFSQARQQIGLDWLITQGALYIIGAAIYAARVPECLHPGKYDIIGHSHQIFHVLVVLAAGAHLTGLLGAFDYRHSLATQC*

> Trichophyton equinum (PQRB) NCBI Genome
MGGGRRRARIAVETLESRYNEVLATKETLEQKAQAMRLMEDFLSQLEARVHSVRDRGLYGAIDEGLRAVDFSITHARVMIDEGIERAVHAKIALRESIDRAIALAKEKRLIHYSDLPQPWRVNPHIRKGYRFTASKIECLTSVFSFSNELVNIWSHLIGLIIVLAVAFYFYPLSPNFHLSTKTDVTIAFIFFIAACKCLVCSTLWHTMNSIANQPLMERFACVDYTGISLLVAASIVTTEYTAFYCEPYSRWIYILMTSTLGIAGVILPWHPRFNGPHMAWARVAFYVTLALTGFAPIVQLSLTRGLQWSLYFYAPVVKSILVYFCGACIYASQIPERWHPGFFDYVGGSHNIWHVAVLGGILFHYLAMQDLFTGAFLRAKGECPCLTS*

> Trichophyton equinum (PQRA4A) NCBI Genome

MPQQKLADSALTPPRLDSPPIQPLERLLKFDETPSWFEGNQFILTGYRHESRSAIRCLHSWTYLHNESCNIYSHLLPAVAYAALHWCLVNIYLPSRYNTLSKGDGLILSLFLSTVVLCLGASSLYHTFLNHSAPIAKRWLLCDYMGIITLIQGCFISGIYFGFYCEPYLQRVYWTMVCIVVLGSLTATILLSSKFQDQKWRGFRVAVFVCTGLSAFAPITHALFLYGLKRSMNVGLPYYLTEGAIIAFAAFIYEVRQIPERWFPGKFDIWGHSHTIFHSMVALGMCVHFVGLLEALEYTYYNSQCTLR*

> Trichophyton equinum (PQRA4C) NCBI Genome

MTVLPALRSRGFVASRPPRVDLDETPPLLPRKNQEHGALTLSNKEVPHWLGESNYILTGYRVPCNSTARCFYSWFYLHNETVNIYTHLIPAIGFAAAEVFVFRHFETLYPEAPVTDKAVFSLFLLTAIMCMSCSTLFHTFMSHSEKVAKACLRADYMGIAGLIFGDIISGTYVVFYSDTALWAIYWTFVFSSLTCMILFHPKFEGEEYRTFRAWTFICTGLSSLAPLMHAIILYGLEEMMEHGGLPYYLLEGLLHIIGVAFYVVSTRIPESLRPGKFDIWFNSHQIFHVLVVLATISQVIGIWSAYDYKYHTEISLLHRPRSLAG*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Onygenales; Arthrodermataceae; mitosporic Arthrodermataceae; Trichophyton; Trichophyton tonsurans
> Trichophyton tonsurans (PQRA1) NCBI Genome
MSLLQRRAVTTAAAAAVYRREEAETSQQQQQQQQTEAETEVEVLEQESWTATVHWDALPRWLQDNHHIHTGYRPASASFLRSFHSLTYVHNETVNIYTHLLPALLTLPTSFVLYRALSPRYHTATPADIVVFSCFFAGAAFCLGMSALYHTISNHSPWVAYIGNACDYLGIIGLITGSFIPSIYYGFYCTPQLQRLYWGMIVVLGAGCAAVATIPRFRKPALRPFRAAMFVALGLSAVFPVTHGVVVLGFSQARQQIGLDWLITQGALYIIGAAIYAARVPECLHPGKYDIIGHSHQIFHVLVVLAAGAHLTGLLGAFDYRHSLATQC*

> Trichophyton tonsurans (PQRB) NCBI Genome
MGGGRRRARIAVETLESRYNEVLATKETLEQKAQASMRLMEDFLSQLEARVHSVRDRGLYGAIDEGLRAVDSSITHARVMIDEGIERAVHAKIALRESIDRAIALAKEKRLIHYSDLPQPWRVNPHIRKGYRFTASKIECLTSVFSFSNELVNIWSHLIGLIIVLAVAFYFYPLSPNFHLSTKTDVTIAFIFFIAACKCLVCSTLWHTMNSIANQPLMERFACVDYTGISLLVAASIVTTEYTAFYCEPYSRWIYILMTSTLGIAGVILPWHPRFNGPHMAWARVAFYVTLALTGFAPIVQLSLTRGLQWSLYFYAPVVKSILVYFCGACIYASQIPERWHPGFFDYVGGSHNIWHVAVLGGILFHYLAMQDLFTGAFLRAKGECPCLTS*

> Trichophyton tonsurans (PQRA4A) NCBI Genome
MPQQKLADSVLTPPRLDSPPIQPLERLLKFDETPSWFEGNQFILTGYRHESRSAIRCLHSWTYLHNESCNIYSHLLPAVAYAALHWCLVNIYLPSRYNTLSKGDGLILSLFLSSVVLCLGASSLYHTFLNHSAPIAKRWLLCDYMGIITLIQGCFISGIYFGFYCEPYLQRVYWTMVCIVVLGSLTATILLSSKFQDQKWRGFRVAVFVCTGLSAFAPITHALFLYGLKRSMNVGLPHYLTEGAIIAFAAFIYEVRQIPERWFPGKFDIWGHSHTIFHSMVALGMCVHFVGLLEALEYTYYNSQCTLR*

> Trichophyton tonsurans (PQRA4C) NCBI Genome

MTVLPALRSRGFVASRPPRVDLDETPPLLPRKNQEHGALTLSNKEVPHWLGESNYILTGYRVPCNSTARCFYSWFYLHNETVNIYTHLIPAIGFAAAEVFVFRHFETLYPEAPVTDKAVFSLFLLTAIMCMSCSTLFHTFMSHSEKVAKACLRADYMGIAGLIFGDIISGTYVVFYSDTALWAIYWTFVFSSLTCMILFHPKFEGEEYRTFRAWTFICTGLSSLAPLMHAIILYGLEEMMEHGGLPYYLLEGLLHIIGVAFYVVSTRIPESLRPGKFDIWFNSHQIFHVLVVLATISQVIGIWSAYDYKYHTEISLLHRPRSLAG*
Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Onygenales; Arthrodermataceae; mitosporic Arthrodermataceae; Trichophyton; Trichophyton rubrum
> Trichophyton rubrum (PQRA1) NCBI Genome
MSLLQRRAVTAAAATAVYRREEKETSQQQQQIKTETEAEAEVLEQESWTATVHWDALPRWLQDNHHIHTGYRPASASFLRSFHSLTYVHNETVNIYTHLLPALLTLPTSFVLYRALSPRYHTATPADIVVFSCFFAGAAFCLGMSALYHTISNHSPWVAYIGNACDYLGIIGLITGSFIPSIYYGFYCTPQLQRLYWGMIVVLGAGCAAVATIPRFRKPALRPFRAAMFVALGLSAVFPVTHGVVVLGFSQARLQIGLDWLITQGALYIIGAAIYAARVPECLHPGKYDIIGHSHQIFHVLVVLAAGAHLTGLLGAFDYRHSLATQC*

> Trichophyton rubrum (PQRB) NCBI Genome
MGGGRRRARIAVETLESRYNEVLATKETLEQKAQASMRLMEDFLSQLEARVHSVRDRGLYGAIDEGLRAVDSSITHARVMLDEGIERAVHAKIALRESIDRAIALAKEKRLIHYSDLPQPWRVNPHIRKGYRFTASKIECLTSVFSFSNELVNIWSHLIGLIIVLAVAFYFYPLSPNFHLSTKTDVTIAFIFFIAACKCLVCSTLWHTMNSIANQPLMERFACVDYTGISLLVAASIVTTEYTAFYCEPYSRWIYILMTSTLGIAGVILPWHPRFNGPHMAWARVAFYVTLALTGFAPIVQLSLTRGLQWSLYFYAPVVKSILVYFCGACIYASQIPERWHPGFFDYVGGSHNIWHVAVLGGILFHYLAMQDLFAGAFLRAKGECPCLTS*

> Trichophyton rubrum (PQRA4A) NCBI Genome

MPQQKLADSALTPPRLDSPPIQPPERLLKFDETPSWFEGNQFILTGYRHESRSAIRCLHSWTYLHNESCNIYSHLLPAVAYVALHWYLVNIYLPSFLNHSAPIAKRWLLCDYMGIITLIQGCFISGIYFGFYCEPYLQRLYWTMVCIVVLGSLTATILLSSKFQDQKWRGFRVAVFVCTGLSAFAPITHALFLYGLKRSMNVGLPYYLTEGAMIAFAAFIYEVRQIPERWFPGKFDIWGHSHTIFHSMVALGMCIHYVGLLEALEYTYYNSQCTVR*

> Trichophyton rubrum (PQRA4C) NCBI Genome
MTVLPALRSRGFVASRPPRVDLDETPPLLPRKSQEHGALTLSNKEVPHWLGESNYILTGYRVPCNSTARCFYSWFYTHNETVNIYTHLIPAIGFAAAEGFVFRHFEALYPEAPVADKVVFSLFLLTAIMCMSCSTLFHTFMSHSEKVAKACLRADYMGIAGLIFGDIISGTYVVFYSDTALWAIYWTTVFSSLTCMILFHPKFEGEEYRTFRAWTFICTGLSSLAPLMHAIILYGLEEMMEHGGLPYYLLEGLLHIIGVAFYVVSTRIPESLRPGKFDIWFNSHQIFHILVVLATISQVIGIWSAYDHKYYTEISLLH*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Onygenales; Arthrodermataceae; mitosporic Arthrodermataceae; Trichophyton; Trichophyton verrucosum
> Trichophyton verrucosum HKI 0517 (PQRA1) NCBI Genome
MSLLQRRAVTTAAAAAVYKKEEAETSQHQQQTKTETEAEVLEQESWTATVHWDALPRWLQDNHHIHTGYRPASASFLRSFHSLTYVHNETVNIYTHLLPALLTLPTSFVLYQALSPRYHTATPADIVVFSCFFAGAAFCLGMSALYHTISNHSPWAAYIGNACDYLGIIGLITGSFIPSIYYGFYCTPQLQRLYWGMIVVLGAGCAAVATIPRFRKPALRPFRAAMFVALGLSAVFPVTHGVVVLGFSQARQQIGLDWLITQGALYIIGAAIYAARVPECLHPGKYDIIGHSHQIFHVLVVLAASAHLTGLLAAFDYRHSLATQC*

> Trichophyton verrucosum HKI 0517 (PQRB) NCBI:EFE43025.1
MHDLAGLQPPHLPRGQFAALFTHLHPGQRPFLNDFPRSPSSEYFLSILEQRSVASLSGSRVPKDDNNLISPKPSPLSPLNKNRDLNTTTSRNTYKQPSQRRTEGLDIYLLGIISKGLSRPWEMACTTPSITIESRTGTPSSTASGYLSPANELTGLLKDRRRRHSFHTSRRLSCDYDEDAIYLKVDLFLAELERRLQWLEDYRQSHILQIDSGLRRAYGALVAVRDSCSHASGELMGGGRRRARIAVETLESRYNEVLATKETLEQKAQASMRLMEDFLSQLEARVHSVRDRGLYGAIDEGLRAVDSSITHARVMLDEGIERAVHAKIALRESIDRAIALAKEKRLIHYSDLPQPWRVNPHIRKGYRFTASKIECLTSVFSFSNELVNIWSHLIGLIIVLAVAFYFYPLSPNFHLSTKTDVTIAFIFFIAACKCLVCSTLWHTMNSIANQPLMERFACVDYTGISLLVAASIVTTEYTAFYCEPYSRWIYILMTSTLGIAGVILPWHPRFNGPHMAWARVAFYVTLALTGFAPIVQLSLTRGLQWSLYFYAPVVKSILVYFCGACIYASQIPERWHPGFFDYVGGSHNIWHVAVLGGILFHYLAMQDLFAGAFLRAKGECPCLTS*

> Trichophyton verrucosum HKI 0517 (PQRA4A) NCBI Genome
MPQQKLADSALTPPRLDSPPIQPLGRLLKFDETPSWFEGNQFILTGYRHESRSAIRCLHSWTYLHNESCNIYSHLLPAVAYIALHWYLVNIYLPSRYNTLTKGDGLILSLFLSTVVLCLGASSLYHTFLNHSAPIARRWLLCDYMGIITLIQGCFISGIYFGFYCEPYLQRLYWTMVCIVVLGSLTATILLSSKFQDRKWRGFRVAVFVCTGLSAFAPITHALFLHGLKRSMNVGLPYYLTEGALIAFAAFIYEVRQIPERWFPGKFDIWGHSHTIFHSMVALGMCIHFVGLLEALEYTYYNSQCTVR*
> Trichophyton verrucosum HKI 0517 (PQRA4C) NCBI Genome
MTVLPALRSRGFVASRPPRVDLDETPPLLPRKSQEHGALTLSNKEVPHWLGESNYILTGYRVPCNSTARCFYSWFYLHNETVNIYTHLIPAIGFAAAEVFVFRHFETLYPEAPVADKAVFSLFLLTAIMCMSCSTLFHTFMSHSEKVAKACLRADYMGIAGLIFGDIISGTYVVFYSDTVLWAIYWTSVFSSLTCMILFHPKFEGEEYRTFRAWTFICTGLSSLAPLMHANILYGLEEMMEHGGLPYYLLEGLLHIIGVVFFVVSRIPESLRPGKFDIWFNSHQIFHVLVVLATISQVIGIWSAYDYKYHTEISLLHRPQSLAG*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Onygenales; Ajellomycetaceae; Ajellomyces; Ajellomyces capsulatus
> Ajellomyces capsulatus (PQRA1) NCBI:EEH04917.1 and EDN02253.1

MFVSKRRKSNASSQENHRHHSRVTIDKFVTEKATDTAAKIAYKARRTIHWDDLEHWQRDNHLIHTGYRPASRSFMVSFHSLGYVHNETVNIYTHLLPAISSVPFAFYLYKAISARYDSATHGDVLVFSCFFAGTAFCLGMSSIYHTISNHSPAVARIGNAMDYIGIVGLITGSFIPSVYYGFYCMSRFKKIYWTMILLIGAGCTVISIMPRFRTPPWRPFRAGMYVSMGLSAVFPVLHGVSIFGVELMLKQIGLFWLVLQGALYIIGAAVYAARVPERWYPGGFDVLGSSHQIFHVLVVLAAISHLTGLLQAFDYRHSGLALSCL*

> Ajellomyces capsulatus (PQRB) NCBI:XP_001537507

MACTAPSVTFKSYAYLDPVSNASGLATPDERSGFIRNRRRRHSFHTNRRLSCDHDADAIFLRVELFLAEMERRLQWLEEYRQSHMTHIDARLRRGYAALVSVRDSCSHASGELMGGGKRRAKILVETLEERYKEALATKETLEQKAQASMRLMENFLGELEAGAQAVRDRGLYGTLDDGWRAVEPGLTHAREVMDESVERAREALQKSIERAIQLANEKRLIQYSDLPYPWRVNPHILQGYRFTTSKIECVTSAFTFSNELFNIWSHLIGLLIVLAVAFYFYPSNPNFSLSTKTDIAIAAIFFIAACKCLVCSTLWHTMNSIASQPLMERFACVDYTGISLLVAASIVTTEYTAFYCEPTSRWIYIITTSTLGIAGVILPWHPTFNRADMAWARVAFYVTLAATGFAPIAQLSLTRSLGWCLYFYAPLLKSLGVYLLGAMIYAMQIPERWLPGFFDYLGGSHNIWHVAVLGGILFHYGAMQDLFTGAFVRAEGECPSLT*

> Ajellomyces capsulatus (PQRA4A) NCBI:EEH10139
MAPYQRLLSARSDGMWDQSTATNTFRPVAAVEHPRTKYRLLTATEVPPWYAHNSFLLTGYRPVTRSTRLCLESLRCLHNETVNIYSHLVPAGIAVISNGVFHLYFRNRYPTASCADQLAFHVYLCTSILCFGISSIYHTLLCHSEDYVKLWALLDYVAIIFQTLGSFISGIYVSFYCEPGLQKLYWTMIGVLGLLTATVVVSPRFQSSKWRKLRLSTFVATGFSALAPMIHASIIFPYAQWNQQAGLGYYLLEGLSIITGTIFYATRFPESWMPERFDIWGASHQIFHIFVVLGAVIHVWAILSVFDYVHENPRCLV*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Onygenales; Ajellomycetaceae; Ajellomyces; Ajellomyces dermatitidis
> Ajellomyces dermatitidis (PQRA1) NCBI:EEQ83856
MSLYQRAKKNSSQREGHGHLSRFSANESVVEKATDTATEIASKIRRTVHWDELESWQRDNHLIHTGYRPASGSFTVSFRSLGYVHNETVNIYTHLLPALSAIPLAFYLYKAISTRYDSATHGDVLAFGCFFAGAAFCLGMSSIYHTISNHSPAVARIGNAMDYIGIVALITGSFIPSVYYGFYCVPKFMKMYWTMILLIGAGCTIVSITPRFRTPAWRPFRAGMFISMGLSAVFPVLHGVSIFGVELMLKQIGLFWLVLQGALYIIGAIIYAARVPELWYPGGFDILGSSHQIFHMFVVMAAVAHLTGLLQAFDYRHSGLALPCL*

> Ajellomyces dermatitidis (PQRB) NCBI:EEQ72378
MERRLQWLEEYRQSHITHIDARLKRGYAALVSVRDSCSHASGELMGSGKRRAKILVETLEDRYKEALATKETLEQKAQASMRLMENFLGELEVSAQAVRDRGLYGTLDDGWRAVEPGLTHAREVMDESVERAREALQKNIERAIHLANERRLIQYSDLPHPWRVNPYILQGYRFTTSKIECVTSVFTFSNELFNIWSHFIGLLVVLAVAFYFYPANPNFTLSTKTDITVAAIFFVAACKCLVCSTLWHTMNSIASQPLMERFACVDYTGISLLVAASIVTTEYTAFYCEPVSRWIYIVTTSSLGVAGVILPWHPTFNRADMAWARVSFYVTLAATGFAPMAQLSLTRSLGWSLYFYAPLLKSLAVYLLGAMIYALQIPERWLPGFFDYIGGSHNIWHVAVLGGILFHYTAMQDLFTGAFVRAEGECPSLT*

> Ajellomyces dermatitidis (PQRA4A) NCBI:EEQ91982.1 and EEQ75990.1

MTLYQRLSPARSEGDRTGSSKGTTPLKQQNPAQKPQLLRASELPSWYAHNTYLLTGYRPITGSVRLCIDSLRTLHNETVNIYSHLLPAAIALASNAILHLYFRARYPDEAVLALQHRLAVHIYLTTSVLCFGISSAYHTLLCHSEEYAGLWGRMDYVAILLQTIGSFVSGIYVTFDCEPGLRRVYWTMVGALGTLSAIIVVSPKFQSSRWRMLRLATFVATGLSGLLPIIHAACIYPYAEWSPRAGLGYYLLEGLALIVGTLFYATHFPESWTPEKFDIWGASHQIFHLFVVLSAGIHIWTLFSVLDWIYANPRCVI*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Onygenales; Onygenaceae; Uncinocarpus; Uncinocarpus reesei
> Uncinocarpus reesei (PQRA1) NCBI:EEP82509
MSVVQRRQVSVQTEVEEATDGTTNTARIVKTTIRTIHWDDLPHWLRDNQHIHAGYRPASKSFVKSFKSLAYIHNETVNIYSHLLPALLSVPLSIAIYRAISPRYETASHADITAFGCFFAGAAFCLGMSSLYHTISNHSPLVAYIGNACDYVGIVGLIAGSFVPSVYYGFYCMPNLQVLYWSMICLLGLGCATVSTIPRFRTPAWRPFRATMFVSMGLSAVFPVIHGLVIFGFAQMRRQIGLWWLLLQGFLYILGAAIYAARVPERLWPGKFDIVGHSHQVFHLLVVLAACAHLTGLLEAFDYRHSGVAPACAG*

> Uncinocarpus reesei (PQRB) NCBI:EEP77426
MERRLQWLEEYRQFHMVDIDSGLKRAYAALETVRDKCCHASGELMGGGKRRAKIVVETLEEQYSHALATKETLDQKAQAGMRLMENFLSELEASVHAVKDRGIYGAIDDGWRAVDSGLHHARERARHAQVALRENIERAIQLAQEKRLITYADLPHPWRVNPHILDGYRFTTSKIECVTSVFTFSNELVNIWSHLIGLIIVLAVAFYFYPLSPNFTLSTKADVAIAAIFFIAACKCLVCSTVWHTMNGIASQSLMERFACVDYTGISFLVAASIVTTEYTAFYCEPLSRWIYILMTSSLGIAGIILPWHPTFNRADMAWARVAFYVTLALTGFAPMVQLSITRGLAWPFYFYSPIMKSLLVYLTGACIYASQIPERWRPGFFDYIGGSHNIWHLAVLGGILFHYHAMQDLFAGAFVRAQGECPVLTY*

> Uncinocarpus reesei (PQRA4A)

MPRSPTPEALDPKSPKRLLNFEETPLWYEANEFILSGYRSQSNSAISSFHSWTYLHNESCNIYSHLIPMVISILAQPALQQYLSTRNNLTAMSLVDRAMLSFHLFTVTACLGTSTVYHTLMNHSPGVANQFLACDYMGIVTLILGDFISGIYFGFYCELSPKLIYWSMVALGSLTAMILLKPRFQGPEWRTFRLCIFIGTALSAFAPIAHASFLFGSDIWKLGVPYYLLEGVILVTACYIYEVRRQIPERWRPGQFDIYGHSHTIFHILVVVATAAHFKGLLSAFEYDCNLGKC*

> Uncinocarpus reesei (PQRA4C) NCBI Genome

MGESISVASFPRLRSAVPAIRPLEIEQESLRVEPCEPARKPIATVNDRPKLLSFDQLPPWLQDNEYILSGYRPPLQSVTECVASLTYLHNETANIYTHMIPALFVAAGEVLLFYSLPSVLSKATETDYVVLRSLVAALCAFGFSTGYHTLMSHSNVSELWLRIDYIGIVGLILGNILSGTYMVFYCLPKLIWLYWGTVNPSLSCMIILNPKFQGRNWRHFRTGTFVCTGLSSLAPLAHAIRTFGLSGMLKRSGLPYYLLEGLLHLIGVFFYTASDMKTRIPESLRPGHFDLWFSSHQIFHVLVVLATVAQIFGVWHAFDYNY*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Eurotiomycetes; Eurotiomycetidae; Onygenales; Ascosphaeraceae; Ascosphaera; Ascosphaera apis
> Ascosphaera apis (PQRA1) NCBI Genome

MHNVRRLVLWDDLPLWQRDNQYIRSGYRPMSNSVKGSFRSLLYLHNETVNIYSHLLPSLLIVPSSFIIINALRSRYESASQADVIAFSCFFIGAAVCLALSATYHTLSNHSPRVARIGNALDYLGIVGLITGSFVPSVYYAFYCHPHLQMMYWVMICSIGVGCATVSVFNRFRSPEWRPFRAAMFVSMGLSAIFPVIHGLLIFGIGQMKLQIGLHWLLLQGFLYILGAYLYAIRVPEKWYPGRFDLLGSSHQIFHVLVVLAAMSHLTGLFQAFDYRHSGEAASCLV*

> Ascosphaera apis (PQRB) NCBI Genome
MGSGKRRAEILVDMLESRYNDALATKETLEQKAQTAVKMMENFLNDLEMHVRDRGFYGTLDDGWQVLDSSLNHAREIVGGEMEKAKEAMRESIEAAIALAKEKSLLSYYEIPHPWRINPHILNGYRFKTTKFDCIVSIFQPSNEFFNIWSHIIGLVVVLAIAFYFYPLTPNFSNSTKTDIFIAAVFFAAAAKCLVCSTIWHTMNSISSQPLMECFACVDYTGISMLVAASIVTTEYTAFYCEPFSRWTYICVTAILGILGSVLPWHPRFNGHDMAWARVAFYMFLGVMGLSPILQLSMTRGFFSAVYFYAPIMKSLLVYSAGACVYASRIPERWWPGLFDYAGCSHNIWHLAVLGGILFHYTAMQELFSGAFLRKSTECAVAL*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Sordariomycetidae; Diaporthales; Cryphonectriaceae; Cryphonectria-Endothia complex; Cryphonectria; Cryphonectria parasitica
> Cryphonectria parasitica (PQRA1) JGI Genome

MALDDAQSNLRRRRGSSLSSSNSHSSAGLLDAVKAVEEKIESALLWAWDDLPDWRRDNGFIYTGYRPTSNSYRRSLQSLFALHNESVNIWTHLLGSILFTILGVTALYLFETIIIPRYSTASATDVLAFGCFFAGAFSCLGMSATYHALCNHSPEVAKWGNKLDYSGIVFLIMGSYVPALYYGFYCHPRLLEVYLSGISTLGLGCLAVSWVETFRTPAWRPYRALMFVGLGISSFVPVIHGLKMYGWSELDERMGLSWVVLQGALYISGAFLYAIRWPERMFPKTFDIWGSSHQIFHVLILFAAASHLYGMTQAFDFHHGALGARC*

> Cryphonectria parasitica (PQRB) JGI Genome

MESTLSMASCSSPCSLRASDETEEAQSSSTEPRPEIRRRRHSNFAPQRRKSVVASFMEGEEAVMLKVDLFLCELERRLDLLESYSDLHFDTTLARAYNTLQTVRSRCSQVSEEVLGEGRRRFHVMVETLETRYHDALAAADSTVDKARVSIELLDGMLSDFEARAAKFRERSLAGMADAAEIVRAEGRQVISSAREVMEEGIRGAKHAAEGLEETIQRAVQRAREHGLIRYEDLPVPWRINPHILRGYRFRESYTGCIRSAFAVSNELVNIWSHALGLVLILAVAFYFYPTSINFHLSTGADVLIAAMFFFAACQCLVCSTIWHTMNAITDVHLISTFACVDYTGISLLIAASIMTTEYTAFYCEPASRWTYMTATAILGIAGVILPWNPTFNRADMAWARVAFFIGLGATGFLPILQLSFTRGSQFVWDFYSPIAKSLFVYIAGAFVYASKIPERWCPGMFDYFGGSHNLWHIAVLGGILFHYTAMQEFFSLAFLRAEGGCPAY*
> Cryphonectria parasitica (PQRA3B) JGI Genome

EEWQQHGSEHIQTGYRRASASVKECVSSWLYVHNETVNIYSHVIGALVFLVLPSYVFAVSIPGRYPVATVADVLVCSTYFLGVAVCFVLSTVFHTLMAHSPALYALGMKIDIQGVLVLMWSATVPLVYYTFQCEEGVVRAAYGIVFTALAGACSAVTFLKQFSGPHLGPYRAALFGAFGAGSFAAPITHGLLKHGLEEMYRRVGLGWILVTVVCNGIGIGVYGLKFPERWYPRRFDLFGASHQLMHVFVVAAALAYACAVVQAFDYRHGQGVVC*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Sordariomycetidae; Magnaporthales; Magnaporthaceae; Magnaporthe; Magnoporthe oryzae (formerly known as Magnaporthe grisea)
> Magnaporthe oryzae (PQRA1) NCBI:XP_359705

MPEPPVNGVRRRRDPSADATTATDKLVETVKAVEDKASQTLLILWDELEDWRRDNAFILGGYRRTSNSYAASLASLLHLHNESVNIWSHLLGAIGFTATGAYFLQAVVRPRVAEAYGGDVLAFACFFAGAFLCLGMSATFHALSNHSPAVAKWGNKLDYTGIVFLIVGSYVPALYYGFRCHPALLELYLSMICILGLGCLAVSWVEHFRSPAWRPYRALMFVGLGLSGVVPVVHAVGEDGFAALDERMGLKWVMLQGAMYIFGAFIYAARWPERSFPGKFDIWCSSHQIFHIFVLLAAASHLYGMIKAFDFRHSPLGSAQC*

> Magnaporthe oryzae (PQRB) NCBI:XP_362234

MALSPSELCTSQLNRASPSPISANEDDYSSAQASGREGSDDVRPRRRRRHSSYFPQRRKSIVNHIMDGEEHILLKVDLFLTELERRLDFLESYGEISLDASIARAYNTLQAVRTGCSHVSEEVIGAGRRRVHIMVETLEARYQDALAAADSLHEKACVGIDLLDTMLSDFEDHASKFRERSLANAADAAGAFMGEGRRVVDEGIGRAREVVDEGFAAAKWAAESLEDHIQRAVARAGKHGLIRYEDLPMPWRTNPHILKGYRFSETKLACIKSGMFGISNELVNIWSHALGLVLVLAVAFYFYPTSPNFSLSTKTDVFIAAVFFFAACQCLVCSTIWHTMNSIADAHLISSLACVDYTGISMLIAASIMTTEYTAFYCDPVSRWIYMSLTAILGIGGVILPWHPRFNGADMAWARVAFYVSLGATGFLPILQLSLTRGADYVYEFYTPIAESIAVYVFGALIYASKIPERWYPGCFDYFGGSHNLWHLAVLGGIVFHYIAMQEFFSTAFKHAEAGCGAY*

> Magnaporthe oryzae (PQRA3A) NCBI:partial EDK00916.1

HLVSTFAAPWQRDNEFILTGYRRASFSFITSARSILQIHNETGNIWSHLLGAALFVALCLRFFANAEFTLHTRVQDAVAVGVYFMAVIVCFFLSTIFHTFSDHSPGMHKFGNELDHLGIVFVMWGTGVSGAHFAFYCDAPTRNVYLALLTGTAVGCGILTLRPKFRQPGYRTMRFLMYAGLGASLFLPLAHGLSVLGWKRLDAAMGLESFLGLAAINFSGSAVYAMRIPERWFPGTFDLIGQSHNWMHVLVLTGALVRLNGLIRVQMSWQVLGMESSLWNVCTGLASI*
Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Sordariomycetidae; Magnaporthales; Magnaporthaceae; Gaeumannomyces; Gaeumannomyces graminis var. tritici
> Gaeumannomyces graminis var. tritici (PQRA1) NCBI Genome

GVRRRRPSSPGPSPAGVAKAASPALLILWDELEEWRRDNAYILGGYRRTSNSYRACAASLAYLHNESVNIWSHLLGAVAFSAAGLWLLRRASAPAVVVADGADVLAFACFFAGAFLCLGMSATFHAVINHSPGVAKWGNKLDYSGIVCLIVGSYVPALYYGFRCDPGLMGIYLAAISTLGLGCMVVSWVDHFRTPAWRTTRALMFVGLGVSGVVPIVHAVTVDGFAALDARMGLRWVLLQGGLYIFGAFLYAARWPERAFPGRFDIWGSSHQLFHVFVLLAAASHLYGMAIAFNYRHGVGASQC*

> Gaeumannomyces graminis var. tritici (PQRB) NCBI Genome

MLSDFEDHAYKFREQSLANAADAAGVFMSEGRRVVDEGFERAREVVDEGFATAKWAAESLEDHIQRAVARARQHGLIRYDDLPMPWRINPHIRKGYRFSETKLGCIKSMFNLSNELVNIWSHALGLVLVLSIAFYFYPTSDNFSLSTKTDVFIAAVFFFAACQCLVCSTIWHTMNSIADRHLMTSLACVDYTGISLLIAASIITTEYTAFYCDPISRWAYLSTTAILGIGGVILPWHPGFNGPDMAWCRVAFYVSLGATGFLPILQLYLTKGSSFVWEFYSPIAESLLVYLSGAFIYASKVPERWFPGMFDYIGGSHNLWHFAVLGGILFHYFAMQEFFSTAFRQAQNGCPAY*

> Gaeumannomyces graminis var. tritici (PQRA3A) NCBI Genome

RDNEFILTGYRRASFSYITSIWSILAIHNETSNIWSHLLGALLFAGLFAHFFILSHLADGVRTEDGVALGVYYMAVVVCFVLSTSFHTFSDHSPEIHKLGNELDHLGIVFVMWGTGVSLAHFAFYCHPAIRNVYLVLLTATAVGCGIFTLQPKFRQPSYRLVRFLMYALLGASLFTPVAQGLRRFGWQGLDEMAGLDSFFGLAAVNFSGSAVYAMRVPERWFPGRFDLLGQSHNWMHLLVTGALIRLNGLVQVVGRWQGYNGAALDGFCAKLE*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Sordariomycetes incertae sedis; Phyllachorales; mitosporic Phyllachorales; Verticillium; Verticillim dahliae
> Verticillium dahliae (PQRA1) NCBI Genome

MKESTPTGLRHRQPSPLHPATDPLLTTAKKIETKIEDNFRRVVDWNDLAPWRRDNAFIHTGYRPDSNSYSGSFASLSYLHNESVNIWSHLVGSLFFLVFGIFLYHEVVPRYASATTADVRAFGCFFAGAVACMGMSATYHALSNHSPAVARWGNKLDYTGIVLLIVGSYVPALYYGFDCHPHLMTLYLSISLLGIGCGVVSWLEVFRTPAWRPFRAAMFVGLGTSGVVPVVHGLVIYGRAELERRMSLSWLLAHGAMYVFGAFLYAARWPERSYPKRFDIWGSSHQIFHLFVVMAAATHLYGMGRAFDYHHGPEAACLAN*
> Verticillium dahliae (PQRB) NCBI Genome

MSEGRRVVDESMHRAREVVDEGIERAKRAAMSLEEKIEYAVGRARETGLIVYDDLPVPWRVNPHIRKGYRFTESKIECITSAFGLSNELFNIWSHAIGLVIVLAVALYFYPRNINFTLSSKSDIFIAAVFFFTACLTLVCSTIWHTMNAVADVNAISLFACVDYTGISLLIAASIMTTEYTAFYCDPVSRWSYMVSTAALGIIGVILPWHPTFNKANMAWARVAFFVGLGATGFLPILQLWYSHGRDFVVEFYSPIGKSIMVYLVGAIVYASQIPERWWPGCFDYIGGSHNLWHLAVLGGILFHYSAMQAFFEGAFRRAELECSVY*

> Verticillium dahliae (PQRA3A) NCBI Genome

MRRGVNRPHSDVSSSYWQCLQSTLELHNETVNIWSHALGSLWFLHQFFDDCIKDDTTALLTSDRFAIGMFDMSVALCFFFSAAFHTFSNHSHSVYRLSNQMDHLGIVLLMWGTGLSGAHFVFRCQRTAYTVHLTLMSASAVLSGLATLRPAFRETGDQQPRVLVYACFGIGLFAPVLHGLYEFGLAELDERMGLRSFLGLVLLNSIGASLYLYKAPERWLPGRCDLAGQGHNWMHGFVLAGVWMRRNGLVQLAIPKSARQDVL*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Sordariomyceta; Sordariomycetes incertae sedis; Phyllachorales; mitosporic Phyllachorales; Verticillium; Verticillium albo-atrum
> Verticillium albo-atrum (PQRA1) NCBI Genome

MKESTPAGLRHRQPSPIQPATDPLLTTAKKIENKIEDNFRRVVDWNDLAPWRRDNAFIHTGYRPDSNSYSGSFASLSYLHNESVNIWSHLLGSLFFLIFGIFLYHEVVPRYASATTADLRAFGCFFTGAVACMGMSATYHALSNHSPAVARWGNKLDYTGIVLLIVGSYVPALYYGFDCHPHLMTLYLSISLLGIGCGVVSWLEVFRTPAWRPFRAAMFVGLGTSGVVPVVHGLVIYGRAELERRMSLSWLLAHGAMYVFGAFLYAARWPERSYPKRFDIWGSSHQIFHLFVVMAAATHLYGMGRAFDYHHGPEAACLAN*

> Verticillium albo-atrum (PQRB) NCBI Genome

MSEGRRVVDESMHRAREVVDEGIERAKRAAMSLEEKIEYAVGRARETGLIVYDDLPVPWRVNPHIRKGYRFTESKIECITSAFGLSNELFNIWSHAIGLVIVLAVALYFYPRNTNFTLSSKSDIFIAAVFFFTACLTLVCSTIWHTMNAVADVNAISLFACVDYTGISLLIAASIMTTEYTAFYCDPVSRWSYMVSTAALGIIGVILPWHPTFNKADMAWARVAFFVGLGATGFLPILQLWYSHGRDFVVEFYSPIGKSIMVYLVGAIVYASQIPERWWPGCFDYIGGSHNLWHLAVLGGILFHYSAMQAFFEGAFRRAELECSVY*

> Verticillium albo-atrum (PQRA3A) NCBI Genome

MRRDVNRPHSDVSFSYWQCLQSTLELHNETVNIWSHALGSLWFLHQFFDDCIKDDTTALLTSDRFAIGMFDMSVALCFFFSAAFHTFSNHSRSVYRLSNQMDHLGYRLVNVGNWTSGAHFVFRCQRTAYTVHLTLMSASAVLSGLATLRPAFRETGDQQPRVLVYTCFGIGLFAPVLHGLYAFGLAELDERMGLRSFLGLALLNSIGASLYLYKAPERWLPGRCDLAGQGHNWMHGFVLAGVWMRCNGLVQLAIPRSARQEVL*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Sordariomycetidae; Ophiostomatales; Ophiostomataceae; mitosporic Ophiostomataceae; Sporothrix; Sporothrix schenckii
> Sporothrix schenckii (PQRB) NCBI:ACA43006.1

MDFAASKMSCNATASGRGPAEGTNEAKTSGTEQITADVAPVRRRQRSSFSRPRRKSLANHIIDSEESLLLKFDLFLTELERRLESLESYGEVSIDSSIARAYATLQVVRTRCSQASEEVIGAGRRRLQIMVETIETRYQEALVAAESLNEKARVSIELLDDMLSDFENHAHKFRERSISHATDAAGLFMGESRRVMDEGIGRAREVVDESFERAKKAAETLEEHIQRAIANSRKNGLLSYEELPVPWRINPHIIRGYRFSETKAACFRSMFRLSNELVNIWSHGLGIVVVLSIALYFYPTSVNFHLSTKTDVFIAAVFFFAACQCLVCSTIWHTMNSIADADLISSLACVDYTGISLLVAASIMTTEYTAFYCEPFSRWVYISMTAVLGIGGVMLPWHPFFNRADMAWARVAFYVGLAMTGFVPMVQIMTTRGMSFVWEFYLPITKSLLVYLTGAMVYASKVPERWRPGMFDYIGGSHNLWHLAVLGGILFHYSAMQEFFSNAFRQAEDGCPAY*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Sordariomycetidae; Ophiostomatales; Ophiostomataceae; Grosmannia; Grosmannia clavigera
> Grosmannia clavigera (PQRA1) NCBI Genome

MAAASASSRVQRRATKEGAQGTLSAAGSAVDSLTKPVSPPGPSGRPGLLHWDDLPAWRRDNVFIRHGYRPTSNSYAASIWSITAVHNESVNVWTHLGGAVVAAVLGGCLYLERALLPSTQSASSLLVLSCFAAGAVACLGMSATYHALSNHSASVARWGNKLDYSGIVLLIVGSYMPTLYYGLFCHPRWLAVYMYLIILLGLACLAVSWLDHFRTPQWRPYRAMLFVGLGACGVIPIAHSLFFLEFHRLDARMGLRWVLLQGGLYIFGAFLYAVRLPERLRPGRFDIWGSSHQIFHVFVLLAAATHLRGIVQAYTHHHVAMGAQCPVPPL*

> Grosmannia clavigera (PQRB) NCBI Genome

MVETLETRYQEALAAAESLNDKARVSIELLDDMLADFETYANKLRERSMANAADAAGMLMDESRRVVDGGIGRAREVVDESLERAKWAAGTLEEHIQHAITNARQHGLLHYEELPTPWRINPHILRGYRFSETKVACFRSMFRVSNELVNIWSHGLGVLVVLAIAFYLYPTSVTFHLSTKTDVFIAATFFFAACQCLVCSTIWHTMNSIADADLISSLACVDYTGISLLVAASIMTTEYTAFYCDPASRWIYMATTAFLGIGGVALPWHPFFNRADMAWARVAFYVGLAATGFLPLLQISMTRGFSFVWEFYLPITKSLLVYLSGACVYASKVPERWWPGMFDYIGGSHNLWHVAVLGGILFHYTAMQQFFSNAFRQAQDGCPSY*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Sordariomycetidae; Sordariales; Lasiosphaeriaceae; Podospora; Podospora anserina
> Podospora anserina (PQRA1) NBCI:CU633448
MPGPAKQNPATTGPGSGTGTGSGLRKRRPSLTETIVQTATDIEHRLELLLFDQLEPWRRDNPSILRGYRPTSYSFRASFRSLFYLHNESVNIWSHLLGAFFSVILAAYLYRLIHPRFDTASSADILVFSCFFAGAFLCLGMSATYHAISNHSDKVAKWGNKLDYTGIVFLIVGSYVPALWYGFWCEPGKLTVYLGAICLLGSGCIMVSWFDHFRTPAWRPYRALMFVSLGLSGVLPIIHALITLYTYDELNKRMGLNWVIFQGALYIFGAFLYAARFPERRFPGKFDIFGSSHQLFHLFVLLAAASHLYGMTKAFDFHHSTGVGALCAS*

> Podospora anserina (PQRB) NCBI:CU633438

MDVSPGLGCPSPFTFSACEDAPEAGQSSGAQAQERPALRQRRPSHFKQRRKSLVNQFMEGEEGLLLKLDLFLTNLEKKLEDWESYGELSLDSGISAAYSTLQAVQERCSQVSEEMMGAGRRKLHVMVETLESGYQDAMAAAESLNEKAKIGIEVLDDLLEDMENQAAKFRERGLANAAEVLMDEAHRVVDGGIERAMRAAESLEDHVQRAIARAREHGLLHYDDLPVPWRINPHIKKGYRFSETKLACVRSAFGFSNELVNIWSHAIGLVLVLAVAFYFYPTSTNFSLSSKADIFVAAVFFFAACQCLVCSTIWHTMNSVADVDLISMFACVDYTGISLLIASSIMTTEYTAFYCDPVSRYAYMITTALLGVGGVILPWHPKFNGADMAWARVAFYCGLGATGFLPILQISLTRSFASAMEFYGPIGKSIGVYLLGAIVYASKVPERWCPGMFDYCGGSHNLWHIAVLGGILFHYKAMQAFFSHAFALAQDGCAVY*
Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Sordariomycetidae; Sordariales; Sordariaceae; Sordaria; Sordaria macrospora
> Sordaria macrospora (PQRA1) CBI54179

MTAGDSGSDPRQPDASLRERRRPSTASTGSAEVFASAADSLLETAKDVEQRVEDALLMLWDELPHWRRDNHFIHTGYRSTSNSYQKSFWSIFYLHNEFVNVWTHLLGAILFTFGGFFLYNVIAPRYEPASESDVLVFACFFLGAFCCLGMSATYHTLSNHSPAVAKWGNKLDYTGIVFLIVGSYVPTMYYGFFCYPNLLTFYLGTICLLGLGCITVSWFEHFRTPAWRPYRAMMFVGLGASGVVPILHALTFNSFAQLDDRMGLRWVMLQGAMYIFGAFLYAVRFPECRYPGRFDIWGSSHQIFHVFVVLAAATHLYGIAKAFDYHHAVMGGTC*

> Sordaria macrospora (PQRB) CBI55591.1

MECASPFSFAAHDDNPEARASGAANAPERPALRNRRKSQLNARRKSFVNSIADGEEALLLKMDAFLAELENRLEYWENYGELTLDSSIEAALSTLQAVQTRCSQVSEEVMGAGRRRLHVLVETLETSYHEAMAAAGSLNEKAKVGIDLLDGMLEDLEVQANKLREKGLANAAESLMGEGKRVMEEGIGRAMRAAESLEDHIQRAITQAREKGLISYEELPIPWRINPHIQKGYRFSENKLACIRSAFTFSNELINIWSHALGLILVLAVAFYFYPTSINFSQSTKTDIAIAAIFFFAACQCLACSVIWHTMNSVADVNLISMFACVDYTGISLLIAASIITTEYTAFYCEPVSRWVYMIATAILGVGGVILPWHPRFNGQDMAWVRVAFYAGLSASGFLPIFQIWLTRGGLSVWEHYSPILESVFVYFLGALVYASKVPERWCPGMFDYVGGSHNLWHIAVLGGILFHYNAMQDFFSTAFRRAQDSCPMY*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Sordariomycetidae; Sordariales; Sordariaceae; Neurospora; Neurospora crassa
> Neurospora crassa (PQRA1) NCBI:partial EAA28777.1

MPTGDADSNPRQPGVSLRERRRPSTASIASASRVFSSAADSLLESAKDVEHRIEDALLVLWDELPHWRRDNHFIHSGYRRTSNSFQKSFWSIFYLHNEFVNIWTHLLGAISFTFGGFFLYNAVAPRYASASESDVLVFTCFFLGAFCCLGMSATYHTLSNHSPEVAKWGNKLDYTGIVFLIVGSYVPTMYYGFFCYPALLTFYLSMICLLGLGCITISWFEHFRTPAWRPYRAMMFVGLGASGVVPILHALTFTSFTQLDELMGLRWVMLQGAMYIFGALLYAVVRWPECRYPGRFDIWGSSHQIFHVFVVLAAATHLHGMAKAFDYHHAVLGGTC*

> Neurospora crassa (PQRB) NCBI:XP_965338

MECASPFSFAAHDDNTEARASGAANAPERPALRNRRKSQLNARRKSFVNSIVDGEEALLLKMDAFLVELESRLEYWENYGELTLDSSIEVALSTLQAVRTRCSHVSEEVMGAGRRRLHVLVETLETSYHEAMAAAGSLNEKAKVGIDLLDGLLEDLETQAAKLREKGLANAAESLMGEGKRVMEEGIERAMRAAENLEDHIQRAINQAREKGLISYEELPIPWRINPHIQKGYRFSENKLACIRSAFTFSNELINIWSHAIGLILVLAVAFYFYPTSINFSQSTTTDIVIAAIFFFAACQCLACSVIWHTMNSVADVNLISMFACVDYTGISLLIAASIITTEYTAFYCEPVSRWVYMIATAFLGVGGVILPWHPRFNGQDMAWVRVAFYIGLSASGFLPIFQIWLTRGGMSVWEHYSPILESLFVYFLGALVYASKVPERWCPGMFDYVGGSHNLWHMAVLGGILFHYNAMQEFFSNAFRRAQDACPMY*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Sordariomycetidae; Sordariales; Sordariaceae; Neurospora; Neurospora discreta
> Neurospora discreta (PQRA1) JGI Genome

SDSDPRQPDISLRERRRASTASTASASRVFSSAADSLLESAKDVENRIEDALLMLWDELPYWRRDNHFIHSGYRRTSNSYQKSFWSIFYLHNEFVNIWTHLLGVILFTFGGFFLYNAVVPRYESASESDVLVFTCFFLGAFCCLGMSATYHTLSNHSPEVAKWGNKLDYTGIVFLIVGSYVPTMYYGFFCYPALLTFYLSMICLLGLGCITVSWFEHFRTPAWRVRWPECRYPGRFDIWGSSHQIFHVFVVLAAATHLHGMAKAFDYHHAVLGGTC*
> Neurospora discreta (PQRB) JGI Genome

MECASTFSFAAHDDNAEARASGAANAPERPALRNRRKSQLNARRKSFVNSIVDGEEALLLKMDAFLAELESRLEYWENYGELTLDSSIEAALSTLQAVRTRCSQVSEEVMGAGRRRLHVLVETLETSYHEAMAAAGSLNEKAKVGIDLLDGMLEDLETQAAKLREKGLANAAESLMGEGKRVMEEGIERAMRAAENLEDHIQRAINQAREKGLISYEELPIPWRINPHIQKGYRFSENKLACIRSAFTFSNELINIWSHALGLILVLAVAFYFYPTSINFSQSTTTDIAIAAIFFFAACQCLACSVIWHTMNSVADVNLISMFACVDYTGISLLIAASIITTEYTAFYCEPVSRWVYMIATAILGIGGVILPWHPRFNGQDMAWVRVAFYIGLSASGFLPIFQIGLTRGGMSVWEHYSPILESLFVYFLGALVYASKVPERWCPGMFDYVGGSHNLWHIAVLGGILFHYNAMQEFFSNAFRRAQDACPMY*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Sordariomycetidae; Sordariales; Sordariaceae; Neurospora; Neurospora tetrasperma
> Neurospora tetrasperma (PQRA1) JGI Genome

MPAGDADSDPPQPGVSLRERRRPSTASIASASRVFSSAADSLLESAKDVEHRIEDALLVLWDELPHWRRDNHFIHSGYRRTSNSFQQSFWSIFYLHNEFVNIWTHLLGAISFTFGGFFLYNAVAPRYESASESDVLVFTCFFLGAFCCLGMSATYHTLSNHSPEVAKWGNKLDYTGIVFLIVGSYVPTMYYGFFCYPALLTFYLSMICLLGLGCITISWFEHFRTPAWRPYRAMMFIGLGASGVVPILHALTFTSFTQLDELMGLRWVMLQGAMYIFGALLYAVRWPECRYPGRFDIWGSSHQIFHVFVVLAAATHLHGMAKAFDHHHAVLGGTC*

> Neurospora tetrasperma (PQRB) JGI Genome

MECASPFSFAAHDDNTEARTSGAANAPERPALRNRRKSQLNARRKSFVNSIVDGEEALLLKMDAFLVELESRLEYWENYGELTLDSSIEVALSTLQAVRTRCSHVSEEVMGAGRRRLHVLVETLETSYHEAMAAAGSLNEKAKVGIDLLDGLLEDGETQAAKLREKGLANAAESLMGEGKRVMEEGIERAMRAAENLEDHIQRAINQAREKGLISYEELPIPWRINPHIQKGYRFSENKLACIRSAFTFSNELINIWSHAIGLILVLAVAFYFYPTSINFSQSTTTDIVIAAIFFFAACQCLACSVIWHTMNSVADVNLISMFACVDYTGISLLIAASIITTEYTAFYCEPVSRWVYMIATAFLGVGGVILPWHPRFNGQDMAWVRVAFYIGLSASGFLPIFQIWLTRGGMSVWEHYSPILESLFVYFLGALVYASKVPERWCPGMFDYVGGSHNLWHMAVLGGILFHYNAMQEFFSNAFRRAQDACPMY*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Sordariomycetidae; Sordariales; Chaetomiaceae; Thielavia; Thielavia terrestris
> Thielavia terrestris (PQRA1) JGI Genome

MYSGALLNNWGVYHVRASTLLDTAKTAEAKLEHALLVLWDDLPHWRRDNPSILTGYRATSHSVARSLASLLYLHNESVNIWTHLVGAAAFAAAGLGLYLWWAWGLVGPRYASAGPADVAALGCFFAGAACCLGMSAAYHTLSNHSERVARWGNKLDYSGIVALIVGSYVPALWYGFCGWEWALKGYLGAIVLLGVGCLVVSWFDHFRTPAWRPYRALMFVGLGLSGVVPILHALSVYGYRELDQRMGLSWVILQGALYIFGAFLYAVRWPECKYPGTFDIWGSSHQLFHVFVLLAATSHLYGMAKAFDFHHSVLGAQC*

> Thielavia terrestris (PQRB) JGI Genome

MGCPAPFTFSSCDDAPEAQSSGALVPDRFAARQRRHSQLAPRRKSIVNQIMDGEEALLFKLDMCLTQLERRIEYWESYGELSLDSSLSAAFATLQAVRTRCSQASEEVMGAGRRRLQVMVETLESGYHEAMAAAGSLNEKAKVGIELLDGMLEDLETQAAKFREKGLASAAESFMDEAHRVVDGGIERAIRVAGTLEDHVQRAIARAKEIGLLRYEDLPVPWRINPHIISGYRFSETKLACVRSAFGFSNELVNIWSHALGLILVLAVAFYFYPASATFSLSSKADVFVAAVFFFAACQCLVCSIVWHTMNSVADVNLISIFACVDYTGISLLIAASIMTTEYTAFYCEPVGRWIYMVTTAILGVAGVILPWHPRFNGADMAWARVSFFVALAATGLLPILQLSLTRSPWAVFEFYTPIAKSLLVYLLGACIYASQVPERWFPGMFDYFGGSHNLWHIAVLGGILFHYTAMQDFFSHAFRLASDGCIAY*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Sordariomycetidae; Sordariales; Chaetomiaceae; Thielavia; Myceliophthora thermophile (aka Thielavia heterothallica)
> Myceliophthora thermophile (PQRA1)  JGI Genome

MTMPPTTRSKSRGRPDPGTADDGPAPNSEGTGVEATARRLLLLHWDDLPPWRRDNPSIRSGYRPTSNSFFASLHSLLYLHNESVNIWTHLLGAAAVAVGAAWAYGFLLEEVIAPRYATASSADALVFACFFAGAFCCLGMSAAYHTLSNHSEEVAKWGNKLDYTGIVFLIVGSYVPALWYGFFCWAKWLTFYLGAIALLGLGCLVVSWFEHFRTPAWRPYRALMFVGLGLSGVVPVLHGLTFYGYRELDQRMGLSWVILQGGLYIFGAFLYAVRFPECKWPGAFDIWGSSHQIFHVCVLLAASSHLYGMIKAFDFHHGILEAQC*

> Myceliophthora thermophile (PQRB)  JGI Genome

MDVSSNMGCPAPFTFGSCDDAPRGMSSGAQATDRAAARKRRHSHIMPRRKSIVNQIMDGEEGLLLKLDLLLTDLERRLEYWENYGELSLDSSISAAFDTLKAVRTRCSQVSEEFMGAGRRKLQVVVDTLESGYHEALAAAGSLNEKAKVSIELLDGMLQEMEDQAARFREKGLTNAAETLMDEAHRVVDEGIERAKRAAESLEDHIQRAIARAREHGLLRYEDLPVPWRTNPHIIRGYRFSETKLACVRSVFSFSNELVNIWSHTIGLVLVLAVAFYFYPTSTNFSLSSKADVFIAAVFFFAACQCLVCSVIWHTMNSVADVSLISMFACVDYTGISLLIAASIMTTEYTAFYCEPVSRWVYMVTTALLGVGGVILPWHPRFNGADMAWARVAFYVALSATGFLPILQLSLTRSPGAVLEFYTPIAKSLAVYFLGALVYASKVPERWCPGMFDYVGGSHNLWHVAVLGGILFHYTAMQDFFSHAFRLAKDGCAAY*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Sordariomycetidae; Sordariales; Chaetomiaceae; Chaetomium; Chaetomium globosum

> Chaetomium globosum (PQRA1) NCBI Genome
TATHALSTTLQHLLPWDALPPWGRDNPSILHGYRPTSHSLLLSFRSLFYLHNESVNIWTHLLGALTAAAAGAWFFWVGSVLGRRYDTASAADAVVWGCFLGGAVACLGMSAVYHALCNHSEGVARWGNKMDYSGIVCLIVGSFVPALWYGFFCRPAWLTGYLGAIALLGLGCLVVSWFEHFRTPAWRPYRALMFVGLGSSGVVPILHALSIYGYRQLDERMGLSWIILEGSLYIFGAFLYGVVRFPERKYPGAFDIWGSSHQIFHVCVLLAAASHVYGMAKAFDYHHSVLGSQC*
> Chaetomium globosum (PQRB) NCBI:XP_001221101
MGCPAPFSFSSCDDAAKGASSGAEPHNRPAARRRHSHFMQRRKSIVNHLMDGEEALLLKLDLFLTELERRLEYWENYAELSLDSNISAALETLQAVRTRCSQASEEVMGAGRRRLHVMVETLESSYHEALSAASSLNEKAKVGIELLDEMLQEMEEQVAKFREKGLANAAESLMDEAHRVVDGGIERAIRAAETLEDHVQRAIARAREHGLLRYEDLPMPWRTNPHITKGYRFSETKLACVRSAFSFSNELVNIWSHTIGLVLVLAVAFYFYPTSTNFSQSSKADIFIAAVFFFAACQCLICSVIWHTMSSVADVGLISMFACVDYTGISLLIAASIMTTEYTAFYCEPVSRWVYMVTTALLGIGGVVLPWHPRFNGADMAWARVAFYVALAATGFLPIVQLSIARSPEAVFEFYTPIGKSLFVYLLGALVYASKVPERWRPGMFDYVGGSHNLWHIAVLGGILFHYTAMQELFAHAFKLARDGCTAY*

> Chaetomium globosum (PQRA4B)

MASVTRLRVPLPQLPEARAGRRMEFPATTKTAPKAGKARRPALLSFDEMPEWFQRESNRWILHGYRPISGSAHASFRSWLYIHNESFNIYSHLIPAVIFLLGEWYILQYLAGRYSGVTSADFIAFSIFMLTAATCLSLSATYHTLMNHSQKMEHFCLRLDMLGVVVFILGDLVLGIYLVFWCAPLPRYIYWTSVSIGVFGTLTMFMMHPKFQGAKYRLFRALMFVATGLSGVAPLIHGLIVFGMSEMMRKAFPYTLAKAGCLLSGTLFYAVRFPESRYPSKFDLWGSHSIFHVLVVCAAVVQLIGYLDAFDYAHANPTCSTL*
Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Sordariomycetidae; Sordariales; Chaetomiaceae; Chaetomium; Chaetomium thermophilum

> Chaetomium thermophilum (PQRB) NCBI Genome

MASHNMGGPFTFNAHDAVESKTSGAQPQERPGARKRRHSHFVQRRKSIVNHIMESEEGILLKLDLFLTELEKRLEYWENYGELKLDSSISAAFNTLQAVRTRCSQVSEEVMGAGRRRLHVMVETLESRYHEAMAAAGSLNEKAKVGIELLDGMLQEMEARAAKFREKGLANAEGFIDEAQRVFDEGIERAIRAAESLEDHIQRAIARAREQGLLRYEELPVPWRINPHILRGYRFSETKLDCIKSAFGFSNELVNIWSHALGLLLVLAVALYFYPQTPNFSLSTKADVFVAAMFFFAACQCLVCSIIWHTMNSVADVNLISMFACVDYTGISLLIAASIMTTEYTAFYCEPVSRWIYMTTTMLLGIGGVILPWHPRFNGQDMAWARVAFYVALSATGTLPILQLSLTRSFASVIEFYTPICKSLLVYFLGACIYASKVPERWCPGMFDYFGGSHNLWHIAVLGGILFHYTAMQSFFSHAFELAKDGCTAY

> Chaetomium thermophilum (PQRA1) NCBI Genome

MPDNDPNGAAGNCMPKVAATLAPPEPASSSSGSTSASTKVRQRRPSFTESATAAAESLLHTAEATVEATLHQIGNLLWSWDDLPAWRRDNHFIRSGYRPTSYSVRACLASLGYLHNESVNIWTHLLGSAAFLLGGLLLYALVAPRYASASDSDVLVFACFLGGAFVCLGMSATFHTLSNHSPEVAMWGNKLDYTGIVFLIVGSYVPALYYGFFCHEYLMTFYLATIALLGFGCLVVSWFEHFRTPEWRVYRTLMFVGLGLSGVVPIFHAFEFYSYSELNERMGLNWVILQGALYIFGAFLYAVRWPECKYPGTFDIWGSSHQIFHVFVILAAAAHLNGMAKAFDYHHSVLGLQC

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Hypocreomycetidae; Hypocreales; Nectriaceae; Nectria; Nectria haematococca
> Nectria haematococca (PQRA1) NCBI Genome

MTDNTEPSGVRNRRPSSADSLLSAAKSFESKLEHSLLILWDDLPAWRRDNAFILSGYRQSRGSYTHSLRSLFYLHNESVNIWSHLLGAAVALIVAAYVDRVVRPRYATANVADVAVFACFFGGAVVCLGMSATFHTLSNHSETVAKWGNKLDYTGIVALIVGSYVPALYYGFFCHPYLTRAYLSLVSESCGIDRTTWLIGPDLYSWTWLCYCIVGTRWPERTAPGMFDIWGSSHQIFHVFVILAAATHFYGMAKAFDYHHTILGSQCPEQ*

> Nectria haematococca (PQRB) NCBI:EEU48494
MSDVTTAITTACAYQARDDDTLAATSGSDIRPRAEPRKRRHSFFIPRRRSIVGHIMDGEEGLLLKVDLFLSELERRLDFIENYVDLSKDSSISRAFSTLQTVRTRCSHASEEVLGAGRRRLHIMVETLETRYHETLEAAESLNEKARVGVDLLENMLSDFETRAYKLREQGFANAANAAEAFMDEGRRVANEGIERAIQAALSLEEHIQQAIVQAKEGRLICYEDLPTPWRNNPHIKKGYRFTESKLECVLSAFNLSNELVNIWSHALGLILVLAIALYFYPSSSNFTLSTKTDVFVAGVFFVMACLTLVCSTVWHTMNAVADVDAISIFACVDYTGISLLIAASIMTTEYTAFYCDPISRWIYMCLTAFLGIGGVILPWHPRFNGADMAWARVAFYVGLALTGFMPMVQLGWTHGPDFVYDFYSPISKSMFVYFTGAVVYASKIPERWYPGCFDYVGGSHNLWHAAVLGGILFHYTAMQSFFANAFLRAEAGCPSY*

> Nectria haematococca (PQRA4B) NCBI:EEU40696

MASAPRLRVPTKEPEARKGRGMEDDAGRPDLLSFDEMPEWFQHDNNQWILHGYRPISGSARASFRSWRYLHNETVNIYSHLIPAVVFLFGEWYILQYLAGKYSRVTSTDFIAFSFFMLTATICYAFSALYHTLMNHSYDVDHFCHRLDMLGIGIFIVGDIVLGVYIIFWCETTLRNIYWSMIGVFGAFTIITNIHPKLQSHKYRSMRTAAFVATGASVVAPLIHGLDVFGLDLMNKKAFTYTMVAKIGCLLSGTALYAMRFPESWWPGKFDMCSSHSFMHILVVSAAVIQMIGYLEAFDYAYSNLTCSAS*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Hypocreomycetidae; Hypocreales; Nectriaceae; Gibberella; Gibberella moniliformis
> Gibberella moniliformis (PQRA1) NCBI Genome

MAETQPYGVRNRRPSATDNLINAAKNFESKVEQSLLILWDDLPAWRRDNAFILSGYRQSHGSYAHSFRSLFYLHNESVNIWSHLLGAIVFLASAAYVDRVVRPRYESASSADVFVFACFFGGAVVCLGMSATYHTLSNHSDTVSKWGNKLDYTGIVALIVGSYVPALYYGFFCLPNLMAFYLWVICILGLGCTIVSWVERFRTPAWRPYRAMMFIGLGLSGVVPVIHGLFIYGYQGLEDRMSLSWVLLHGVMYIFGAVLYAVRWPERSAPGAFDIWGSSHQIFHIFVILAAVTHFYGMAKAFDYHHTIMGSQCLM*
> Gibberella moniliformis (PQRB) NCBI Genome

MSDVTTAITTACTYKARDGESIASTSGSDIRPDVEPRRRRHSFFIPRRRSIVGHIMDGEEGLLLKVDLFLSELERRLDFIENYVDLSKDSSISRTFSTLQAVRSRCSHASEEVLGAGRRRLHVMVDTLEARYKETLEAAESLNEKAHVGVDLLENMLSDFETRAYKLREQGFANAANAAEAFMDEGRRVANEGIERAIQAALSLEEHIQQAIVLAKEGRLLSYDDLPSPWRNNPHIHKGYRFTESKLECVRSAFNLSNELVNIWSHALGLILVLAIALYFYPNTANFTLSTKSDVFVAGVFFVMACLTLVCSTVWHTMNAVADVDAISIFACVDYTGISLLIAASIMTTEYTAFYCDPVSRYIYMGLTAFLGIGGVILPWHPRFNGADMAWARVAFFVGLALTGFMPMVQLGWTHGLDFVYNFYSPISKSMLVYFTGAIVYASKIPERWFPGCFDYVGGSHNLWHAAVLGGILFHYSAMQTFFANAFHRAEAGCPSY*

> Gibberella moniliformis (PQRA2A) NCBI Genome

MADPSPTTRTVTWHDIPEWRRDNKYILTGYRPLEADYLQVIKSLTFLHNETCNVYTHLIGAVLLPLFAVTILRTIYGPQYIDVTRTDFIMFTIFFCSAESCLVFSAMYHLIGSHSHEVEQFWHRMDLLGIVIVTVGTFIPGIYYIFNCEPFLQKIHWTIVCVVLCGSATAALICIPKFRTLRWRKVRVGAYVALGASAFIPLLHGVQVYGLEYMLEYSGMKWYLVELLLYGGGCGLYAVRIPERFAPGHFDIWFGSHQIFHVSILCAMYVHTIALSQAFTACHTLDICHIQSVHQARGKSL*

> Gibberella moniliformis (PQRA2B) NCBI Genome

MMYRTVTLHDTPKWRRDNKYILTGYRLEADYLQAVKSLTFLHNETCNIYTHLVSAILLPFLATSILRTIYMRTDFTMFSIFFCSAESCLIFSTMYHLIGSHFWHQMDLLGIILITIGTFIPGIYYIFNCNPILQKIHWTVIFWGSILVSLVSIPKFGTLQWRNIRVTAYIAFGASAFIPLLHGMQIYGLDYMLKYSGLKWYLIELLLYGVGCALYTVRIPECFAPGYFDIWFNSHQIFHVSISCAICIHILALMQAYTAYSTLDICLGA*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Hypocreomycetidae; Hypocreales; Nectriaceae; Gibberella; Gibberella zeae (Fusarium graminearum)
> Gibberella zeae (PQRA1) NCBI:partial XP_384227.1

MTSNTQPYSVRNRRPSATENLIDAAKNIESKVEHSLLLLWDDLPAWRRDNGFILSGYRQSQNSYAHSFRSLFYLHNESVNIWSHLIGAIVFLGSAAYVDRVVRPRYASASSADVLVFACFFGGAVVCLGMSATFHTLSNHSDTVAKWGNKLDYTGIVALIVGSYVPALYYGFFCLPNLMTAYLWVICVLGVGCTFASWVERFRTPTWRPYRTMMFVGLGLSGVVPVIHGAFIYGFQGLEDRMSLSWVVLHGAMYIFGAFLYAVRWPERSAPGSFDIWGSSHQIFHFFVILAAVTHFCGMAKAFDYHHTIMGSQCLM*

> Gibberella zeae (PQRB) NCBI:XP_381240

MSDVTTAITTACTYKARDSDNIATTSGSDIRPDAGPRKRRHSFFIPRRRSIVGHIMDGEEGLLLKVDLFLSELERRLDFIENYVDLSKDSSISRTFSTLQAVRSRCSHASEEVLGAGRRRLHIMVDTLETRYKETLEAAESLNEKAHMGVDLLETMLSDFETRAYKLREQGFANAANAAEAFMDEGRRVANEGIERAIQAAYSLEEHIQQAIVLAKEGRLISYDDLPSPWRNNPHIHKGYRFTESKLECIRSVFTPSNELFNIWSHALGLVLVLAIALYFYPNTVNFTLSSKSDVFVAGVFFVMACLTLVCSTIWHTMNAVADVDAISIFACVDYTGISLLIAASIMTTEYTAFYCDPVSRYIYMGLTAFLGIGGVILPWHPRFNGADMAWVRVAFYVGLALTGFLPMVQLGWTHGLDFVYDFYSPISKSMLVYLSGAFVYASKIPERWYPGCFDYIGGSHNLWHAAVLGGILFHYSAMQAFFANAFHRAEGGCPSY*
Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Hypocreomycetidae; Hypocreales; Clavicipitaceae; mitosporic Clavicipitaceae; Metarhizium; Metarhizium anisopliae
> Metarhizium anisopliae (PQRA1) NCBI Genome

MSNLRRRRPSTTESILTTLQALEKKAESKLLLLWDDLPPWRRDNAFIHSGYRQIRASYAHSFQSLFYLHNESVNIWTHLLGALAAIISSVYVYYVVHPRYEAATSSDVLVFSCFFGGAILCLGMSATFHALVDHSEAVAKWGNKLDYTGIVALIVGSYVPALYYGFFCSPALMSGYLYLICTLGIGCAVVSWVERFRTPKWRIYRASMFIGLGLSGVVPVVHGMSVYGYAGLEERMSISWVIAQGAMYIFGAVLYAARWPERSFPGSFDIWGSSHQIFHVFVLLAAATHFYGMAKAFDAHHGNGPTCVW

> Metarhizium anisopliae (PQRB) NCBI Genome

MSDVTTAITSACGYKPRDDEQLRTCAVKASGSEVQNTDPPASQRRRHSFFLPRRKSIVETIMEGEEGLLLKVDLFLSELERRLDFIESYYDDLGRDYSFSRAFATLQAVRTRCSQASEEVIGAGRRRLQIMVETLEMRYQETLTAAESMHEKARVGVDLLEEMLSEFEARAHKLREQGLAGATTAAEAFMDEGRRVAHESIERARGVMDEGLERARRAALSLEEHIQQAVAKARETRLLHYNDLPMPWRNNPHITKGYRFTETKIECVQSAFNISNEFINIWSHAIGLVLVLAVALYFYPASANFSLSSKSDVFVAAVFFVMACLTLVCSTIWHTMNAVADVDAISIFACVDYTGISLLIAASIMTTEYTAFYCDPLSRWVYMTLTAVLGIGGVILPWHPKFNGTDMAWARVAFFVGLALTGFMPMLQLSLTHGPDFVVTFYSPILKSILVYFVGAIVYASKIPERWWPGMFDYVGGSHNLWHAAVLGGILFHYTAMQTFFSNAFHRAEGGCPAY

> Metarhizium anisopliae (PQRA2) NCBI Genome

MSGAELKKRLVPNGNMSTTNDSTTQSKAKARTVTWQEIPEWQLDNKYILSGYRPEKADYWEIFTSLTFLHNETCNVYTHLVGALLLPLVATAFLRYLAQPQFLHVLSMDYAMFGIYFWCAEACLILSTLYHLIQPHSHHVELFWHGMDLLGIVIVTVGTFSSGIYYVFFCEAVLQELHWAIILTTGTVTGVLISNPSLRTPRWRKVKVGAFVVFGASSFIPLLHGVQRYGLEYMLQYSGMKWYLLELTFYGTGVSLYAFRIPERLAPGKFDIWGSSHQIFHVAILCAMYTHVTALLQGFTTCHTLDVCQLQGVHRAD

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Hypocreomycetidae; Hypocreales; Clavicipitaceae; mitosporic Clavicipitaceae; Metarhizium; Metarhizium acridum
> Metarhizium acridum (PQRA1) NCBI Genome

MSNLRRRRPSTTESILTTLQTLEKKAESKLLLLWDDLPPWRRDNAFIHSGYRQIRASYAHSFQSLFYLHNESVNIWTHLLGALAAAVSSVYVYCVLHPRYEAATSSDVLVFSCFFGGAILCLGMSATFHALVDHSEAVAKWGNKLDYTGIVALIVGSYVPALYYGFFCSPALMSAYLYLICTLGIGCAVVSWVERFRTPKWRVYRASMFVGLGLSGVVPVIHGMSVYGYAGLEERMSISWVIAQGAMYIFGAVLYAVRWPERSFPGSFDIWGSSHQIFHVFVLLAAATHFYGMAKAFDAHHGNEPTCGLE

> Metarhizium acridum (PQRB) NCBI Genome

MSDVTTAITSACGYKPRDDEQLGTCAVRASGSEMQNTDNPANQRRRHSFFLPRRKSIVETIMEGEEGLLLKVDLFLSELERRLDFIESYYGDLGRDYSFSRAFATLQAVRTRCSQASEEVIGAGRRRLQIMVETLEMRYQETLTAAESMHEKARVGVDLLEEMLSEFEARAYKLREQGLAGATTAAEAFMDEGRRVAHESIERARGVMDEGLERARRAALSLEEHIQQAIAKARETRLLHYNDLPIPWRNNPHITKGYRFTETKIECVQSAFNISNEFINIWSHAIGLVLVLAVALYFYPASANFSLSSKSDVFVAAVFFVMACLTLVCSTIWHTMNAVADVDAISIFACVDYTGISLLIAASIMTTEYTAFYCDPLSRWVYMSLTAVLGIGGVILPWHPKFNGTDMAWARVAFFIGLALTGFMPMLQLSLTHGPDFVVTFYSPILKSILVYFVGAIVYASKIPERWWPGMFDYVGGSHN

LWHAAVLGGILFHYTAMQTFFSNAFHRAEGGCPAY

> Metarhizium acridum (PQRA4A) NCBI Genome

MLRNRVIVTDNAPSTAPIRLPTKQLSSAAKDNIPPSKSVLLTISQIPEWYSENPYIHTGYRPVFAAIAPCIGSWCYLHNQSFNIYTHLIPGIFALVVNAGLCQYFSVWYPEATALDRLVFHVYLTAVSVCFGVSAAYHTLLCHSREFADLWVRLDYVSISVLILGSFVPGLYMGFYCEMGLLGAYLGMIFSMGLLNVYLSINDRYGAKNWLTSRLLPFLGMGFSAFIPIVHAAVIFPYDQ

LQKQSGLHYYLLEGVFMLVGVLFLATKFPECWLPGTFDYIGASHQIFHCFVVMEGLGAKMRGYRDGGLH

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Hypocreomycetidae; Hypocreales; Clavicipitaceae; Epichloe; Epichloe festucae
> Epichloe festucae (PQRA1) NCBI Genome

ELLLWDDLPAWRRDNAFIQSGYRQIRASYKHSFQSLFYLHNESVNIWSHLLGALVAIACAAYLYYVIHPRYEQATSSDVFVFSCFFTGAILCLGMSATFHTLVDHSRDVAKWGNKLDYTGIVALIVGSYVPAMYYGFFCKPALMSTYLICILGGGCGIVSWVERFRTPQWRPYRAGMFIGLGLSGVVPVIHGVSIYGYSGLEDRMSISWVIAQGTMYIFGAVLYAARWPERSFPGSFDIWGSSHQIFHMFVLLAAATHFYGMAKAFDSHHVLG

> Epichloe festucae (PQRB) NCBI Genome

RARRAAVSLEEHIQQAVAKARETRLIQYHELPTPWRNNPHIKRGYRFTETKIECVQSAFNMSNEFINIWSHVIGLFLVLAVAFYFYPASTNFSLSSKSDVFVAAVFFVMACLTLVCSTIWHTMNAVADVDAISIFACVDYTGISLLIAASIMTTEYTAFYCDPVSRWIYMCLTASLGFGGVILPWHPRFNGPDMAWVRVAFFVGLALTGFMPMLQLSLTHGPDFVITFYFPILKSILVYFGGAIVYASKIPERWWPGMFDYIGGSHNLWHAAVLGGILFHYTAMQTFFSNAFHRAEG

> Epichloe festucae (PQRA2) NCBI Genome

QEISEWQLDNKYILSGYRPEKADYLDIFTSLTFLHNETCNVYTYLVGALLLPLVATVFLRYLGKPQFLNVSSMDYSMFGIYFWCAEICLVLSMLYHLMQPHSHHVEQFWHGMDLLGIVIVTVGTFSSGIYHVFFCEASLQKLHWAIVSLSGTGTVTGVLISNPSLRTLRWRKVKVGALVVFGASSFIPLLHGVQRYGFEYMLQYSGMKWYLLELAFYGTGVGLYAVRIPERLAPGKFDIWGSSHQIFHVAILCAMYTHVTALLQNFTTCHTLDVCQL

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Hypocreomycetidae; Hypocreales; Hypocreaceae; mitosporic Hypocreaceae; Trichoderma; Trichoderma atroviride
> Trichoderma atroviride (PQRA1A) JGI Genome

MLLGTVYTSLLRTVKHAEQKVEQKLLLLWDDLPAWRRDNAFILSGYRPIRPSYAESARSLFYLHNEFVNIWSHLAGAIVAIITATWLYLVIHPRYETANSSDVLVFACFFGSAVVCLGMSATYHALTDHSQEIARWGNKLDYTGIVALIVGSYVPTLYYGFFCHPILMTGYLYLICILGIGCVAVSWVDKFRTPAWRPYRAMMFISLGLSGIIPICHGFLKFGYQSLEDRMSLSWVVMQGLMYIFGAVLYAARWPERVYPGAFDIWGSSHQIFHMFVLFAAATHFYGMTKAFDHHHAGMGSQCL*

> Trichoderma atroviride (PQRA1B) JGI Genome

MRRSRPAPPEVALRQRHPLGTGLFTEAINVAKVTENKAEKALLLWGDLPAWRRDNAFIHSGYCQIRPSYLHSLRSLFNLHNESVNVWSHLLGAIAAVASSFYLYCVIRPRYDSITPSDVLVFAFFIGGAVLCLGMSATFHAVLNHSQKVARWGNKLDYTGIVVLIVGSFVPALYYGFFCMPMLFAAYLCLICLLGTGCAIVSWVEQFRTPKWRPYRAMMFTSLGLSGFIPVIHGVTIYGYKGFEDRTSVTWIIVHGAMYIFGAALYVARWPERSFPGAFDIWGSSHQIFHMFVLLAAATHFYGMVKAFDYHHTILGSSCLTE*
> Trichoderma atroviride (PQRB) JGI Genome

MAGVTTALTSACGFNHDGDDKDSTGVAATSGSDLRREAQQQAKRRRHSFFIPRRKSIVGHIMEGEENLLLKVDLFLTELERRLDFVENYVDLSKDSSISRAFSTLQTVRSRCSQASEEVIGAGRRRLYIMLETLDTRYQETMAATESLHEKAGLGIELLEGMMAEFETRAYKLREQGFANAATAAEAFMDEGRRVANESIERAKSVVDEGIERAVRAALSLEEHIQQAVLLARDRGLLLYDDLPTPWRNNPHIKRGYRFRETKIECVRSVFNMSNEFINIWSHALGLILVLAVAFYFYPSSANFYLSTKTDVVVAAIFFMMACLTLVCSTIWHTMSAVADVNAVSMFACVDYTGISLLIAASIMTTEYTAFYCDPVSRWVYMGLTAFLGIGGVILPWHPKFNGTDMAWARVGFFVGLALTGFMPILQLYFSHGPDFVYNFYSPISKSLLVYFSGAVVYASKVPERWFPGMFDYIGGSHNLWHAAVLGGIIFHYTAMQQFFSNAFHRAEAGCPAY*

> Trichoderma atroviride (PQRA4A) JGI Genome

MALYRRLSPTGVGGIDPDADSDNEDRRSQAPKTTRRLQTSAEIPPWYGHNSFIRTGYRPITGSVKLCFESLGYVHNETANIYTHLVPAVIAVVGNYGLYVYFSSHYPNASWRDQLVFHIYLSTSVICFGISSMYHMLLCHSEAYASLWARFDYATIVVQILGSFISGIYIGFYCEPHLQKLYWTMIGSLGLLTGIVVVNPKFQSPKWRTLRVSTFVATGLSAFAPIIHAATIFPYAQLDKQAGLRYYYLEGVAMLTGVFFYITHFPESRKPEKYDIWGASHQIFHSFVVLGAVIHFYGILNAFDWNYNNPRCV*

> Trichoderma atroviride (PQRA2A) JGI Genome

MSTTNEPMDHMQPKASKTQTVTWQEIAEWQFDNKYILRGYRPEKADYLAVFTSLTFLHNETCNVYTHLIGALLLPLISPIFLRFLADPRFFNVSSMDYAMFNVYFWCAETCLVLSALYHLMQPHSHSVEQFWHGMDLLGIVIVTVGTFSSGIYYVFFCEASLQKLHWSIILTTGTITGVLISHPLLKTSRWRNVKAGAFVVFGSSSFIPLLHGVQRYGLTYMLQYSGMKWYLLELTFYGTGVTLYAFRIPERLSPGTFDIWGSSHQIFHIAILCAMYTHVTALLQGFTTCHTLDVCSLQGVH*
> Trichoderma atroviride (PQRA4B) JGI Genome

MSPTSPRVLSSTPSADKGRKVLLSFDQLPRWHQDNEFILHGYRPISGSARLSFRSWSYIHNESVNIYSHLIPAVVFLLGEWYIIQYLTSRYSHITGVDIFIISFFLLTAVICLGLSTTYHTLMNHSSEVEQLWLRFDLVGIVVLTLGDFVSGIYMVFWCEPLERKIYWSMIGVLGSLTIFIMVNPYFQGKKFRVFRALAFVGTGLSGFAPLIHGVTMFGWSQMMKQSGMPYYLAEAGFLLSGALIYVTKFPESRFPGKFDIYGSSHQLFHIFVVFATVAQLIGILVAFDYNYANRTCSSH*

> Trichoderma atroviride (PQRA2B) JGI Genome

MVKSQTVTWHEISEWQRDNRYILSGYRPERGDYLEILTSLTFLHNETCNVYTHLIGALLLPLIAFAVMQILSQPQFFDVSSSDYVIFGIFFCCAECCLIFSTIYHLVGSHSHAVEQFWLRMDLLGIVIVTVGTFIPGIYYIFICEPVLQKLHWAIITSSGTVTAALISMPRLRTLRWRKARTGAYIALGASAFIPLLHGVQLYGLEYMLQYAGMKWYLLELFFYGCGVGLYGSRTPERFAPGKFDIWGSSHQLFHVCILCAMYIHITALVQAFTACHTLDVCSIQAASREGHR*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Hypocreomycetidae; Hypocreales; mitosporic Hypocreales; Fusarium; Fusarium oxysporum
> Fusarium oxysporum (PQRA1) NCBI Genome

MADTQPYGVRNRRPSVTDNLINAAKNFESKFEQSLLILWDDLPAWRRDNAFILSGYRQSHGSYAHSFRSLFYLHNESVNIWSHLLGAIVFLASAAYVDRVVRPRYESASSADVLVFACFFGGAVVCLGMSATYHTLSNHSDTVSKWGNKLDYTGIVALIVGSYVPALYYGFFCLPNLMVFYLWVVSLICILGLGCTIVSWVERFRTPAWRPYRAMMFIGLGLSGVVPVIHGLFIYGYQGLEDRMSLSWVLLHGVMYIFGAVLYAARWPERSAPGAFDIWGSSHQIFHIFVILAAVTHFYGMAKAFDYHHTIMGSQCLMD*

> Fusarium oxysporum (PQRB) NCBI Genome

MSDVTTAITTACAYKARDGDNIASTSGSDIRPDVEPRRRRHSFFIPRRRSIVGHIMDGEEGLLLKVDLFLSELERRLDFIENYVDLSKDSSISRTFSTLQAVRSRCSHASEEVLGAGRRRLHIMVDTLEARYKETLEAAESLNEKAHVGVDLLENMLSDFETRAYKLREQGFANAANAAEAFMDEGRRVANEGIERAIQAALSLEEHIQQAIVLAKEGRLLSYDDLPSPWRNNPHIHKGYRFTESKLECVRSAFNLSNELVNIWSHALGLILVLAIALYFYPNTANFTLSTKSDVFVAGVFFVMACLTLVCSTVWHTMNAVADVDAISIFACVDYTGISLLIAASIMTTEYTAFYCDPVSRYVYMGLTAFLGIGGVILPWHPRFNGADMAWARVAFFVGLALTGFMPMVQLGWTHGLDFVYNFYSPISKSMLVYFTGAVVYASKIPERWFPGCFDYVGGSHNLWHAAVLGGILFHYSAMQTFFANAFHRAEAGCPSY*

> Fusarium oxysporum (PQRA4B1) NCBI Genome

MAFKLRFRVSPPQTPEAHKGKEMEPINNSALKAARRVLRSLDQMPQWFRHGFNKWILGGYRDISGSFHASLCSLLYVHNESVNIYSHLIPAIFLLLGQHYHASGYSGITGADFIAFSIFMLSAVTCLLLSAMYHIFMNHSQRIEHLCLRLDMMGVVIFILGDLILGVYMVFWCEPFLRKTYWSMIGALGTLAIFVTMHPKFQGPKYRLFRTLVFVATGLSGVTPLIHGINAFGMSQMMSKAFPYTLAKAGCLLFGTWFYVARFPESLYPGKYDLCGSHSIFHVLVVCAFVVQLIGYLDAFDYANTNLTCSTL*

> Fusarium oxysporum (PQRA4B2) NCBI Genome
MASPLRSRLSSLQTPEPTSDAVSESGKAARPILLSYDQMPKWFRQESNKYILSGYRDISGSFITSLCSLSYLHNESVNIYSHLIPAVFFFLGEWYIQQYSEVTGADSIALSIFMLAAVTCLSLSVAYHTLMNHSKRVGHFCLRLDMLGVVVFILGDLVLGIYLVFWCERLLRNIYWSLVAVIGMLNIFVTMHPKFQGPEYRLLRTLMFAATGFSGVSPLVHGINMFGLSQMLRKAFPYTLAKAGCLLLGTSFYLSRFPESQYPGEFDLCSSHSIFHILVVCAAIVQLAGYLDAFSYAHANLTCQSL*

> Fusarium oxysporum (PQRA2A) NCBI Genome

MANPSPEPRTVALHDIPQWRQGNKYILAGYRPMKANYPQVIKSLSFLHNETWNVYTHLIGAVLLPPYATAILRTISGPQYIDVTRIDFIMFNIFFCSAESCLSSSAVYHLIGSHSHEAELLWHRRDLIGIVILTVGTFIPGIYYIFYCDPILQKIHWIIVCGSATAALISIPKFRTLRWRKARVSAYVALGASALIPLLHGVQVYGLEYMLEYSGMKWYLVELLLYGGGCGIYAVRIPERIAPGHFDIWFSSHQIFHISILCAICVNVIALMEAFTACHTLDICYIQSVHQARGTRL*

> Fusarium oxysporum (PQRA2B) NCBI Genome

MDNPSPEPRTVALHDIPQWWRQENEYILAGYRPMKANYRQVIKSLSFLHNETWNVYTHLIGAVLLPPYATAILRTISGPQYIDVTRTDFIMFNIFFCSAESCLSSSAVYHLIGCHSHEAEQLWHRRDLLGIVILTVGTFIPGIYYIFYCDPILQKIHWTIVCFCGSATAALISIPKFRTLRWRKARVSAYVALGASALIPLLHGVQVYGLEYMLEYSGMKWYLVELLLYGGGCGIYAVRIPERIAPGHFDIWFSSHQIFHVSILCAICVNVIALMEAFTACHTLDICYIQSVHQARGTKL*

> Fusarium oxysporum (PQRA2C) NCBI Genome

MANPSPTTRTITWHDIPEWRRDNKYILAGYRPLEADYLQVIKSLTFLHNETCNVYTHLIGAVLLPLFAAAILRTIYGPQYIDVTRTDFIMFSVFFCSAESCLIFSAIYHLIGSHSHEVEQFWHRMDLLGIVIVTVGTFIPGIYYIFNCEPFLQKIHWTIVCHPGSATAALISIPKFRTLRWRKVRVGAYVALGASAFIPLLHGVQVYGLDYMLEYSGMKWYLVELLLYGGGCGLYAVRIPERFAPGHFDIWFSSHQIFHVSILCAMYVHTVALTQAFTACHTLDICHIQSVHQARGTKL*

> Fusarium oxysporum (PQRA2D) NCBI Genome

MANPSPISRTVTWHDIPEWRRDKHIPTGYRPLEPDYLQVIRSLIFLHNETCNVWTHLIGALLLPLFAAAILRTVSRPQYMDVTRTDFIMFIVFFCSAELCLVFSAVYHLTESHSHEVEQFWHRRDLLGIVIVTDGSFIPGIYYIFSCEPILLKVHWTIVCHPVVVCGSATAALISIPKFRTLRWRKVRVGAYVALGASAFIPLLHGVHVYGLEYMFQYSGMKWYLVELLLYGGGCGIYAVRIPERFAPGHFDIWFSSHQIFHVTILCAMYVHTIALMQAFTACHTLDICHIQSVHQARRTRL*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Hypocreomycetidae; Hypocreales; Hypocreaceae; mitosporic Hypocreaceae; Hypocrea; Hypocrea jecorina (anamorph Trichoderma reesei)
> Trichoderma reesei (PQRA1) JGI Genome

MPTNQQPSSSSSSTKLSSLLSWDDLPAWRRDNAFILTGYRPIIPSYAASARSLLYLHNESVNIWSHLSGAIVAILTAAYLYLVIRPRYESATSSDVLVFACFLGSGVVCLGMSATYHALTDHSPEVAKWGNKLDYTGIVALIVGSYVPALYYGFFCHPVLMAEYLYLICLLGIGCVVVSWVEQFRTPAWRPYRALMFVSLGLSGVIPVCHGLLSFGYQTLENMMSLSWVVLHGLMYIVGAVLYAARWPERSYPGAFDIWGHSHQIFHMFVVFAAATHFYGMAKAFDYHHQHKDSLCSGQ*

> Trichoderma reesei (PQRB) JGI Genome

MAGVTTALTSACGFSHDSDAASSTATSGSDPRREAQQARRRRHSFFIPRRKSIVGHIMEGEENLLLKVDLFLTELERRLEFIENYVDLSKDSSISRAFSTLQAVRTRCSQASEEVIGAGRRRLHIMVETLETRYQETLEATETLHDKAVLGIELLEGMLSEFESRAYKLREQGFANAATAAEAFMDEGRRVANESIERAKSVVDEGIERAVRAALSLEEHIQQAVLLARDRGLLLYDELPTPWRNNPHILKGYRFRETKIECITSVFNMSNEFINIWSHALGLILVLAVALYFYPSSANFYLSTKTDVVVAAIFFMMACLTLVCSTIWHTMNAVADANAVSMFACVDYTGISLLIAASIITTEYTAFYCDPISRWTYMCLTAMLGIGGVILPWHPKFNGADMAWARVGFFVGLALTGFMPILQLYFSHGPEFVYNFYSPISKSLLVYLSGAIVYASKVPERWFPGCFDYIGGSHNLWHAAVLGGILFHYTAMQEFFANAFSRAEGGCPAY*

> Trichoderma reesei (PQRA4B) JGI Genome

MASAARLRLASPQPPVAPKERGNDFLSPRPADSTSRVTKAARKVLLAFEELPEWHQDNEFIRHGYRPISGSAKVSFQSWSYIHNESVNIFSHLIPAVAFLLGEWYILEYLTSRYSNVTGTDFFIFSFFLLTAVVCLGLSATYHTLTNHSSEVEQLFLRFDLVGIVILTLGDFVSGIYMVFWCEPLQRKIYWSMIAILGSLTIFIMLNPRFHGQKYRTFRTLAFVGTGLSGFAPLIHGITIFGFSQMMKQSGMPYYLVEGGFLLLGALVYATKFPECRWPGKFDIYGASHQLFHILVVLATVTQLIGILDAFDYNYTNRRCSSL*

> Trichoderma reesei (PQRA2) JGI Genome

MSTTTNGTAQHPKTNNPRTVTWREIAEWQFDNKYILTGYRPEKADYLEIFTSLTFLHNETCNVYTHLIGAVLLPLVTPVLLRLLAEPRFLNVSSIDYAMFGVYFGCAEICLVLSALYHLMQPHSHPVEMFWHGMDLLGIVIVTVGTFSSGIYYVFFCEARLQKLHWAIILTTGTVTGVLISHPLLRTPLWRKVKVGAFVVFGASSFIPLLHGVQRYGLEYMLQYSGMKWYLVELSFYGTGVGLYAFRIPERLAPGRFDIWGSSHQIFHVAILCAMAAHVTALLQGFTTCHTLDVCKLQGVY*

> Trichoderma reesei (PQRA3B) JGI Genome

MEERNPLVKDNKPGHLWLRVPRLLYFHEIPSWQQDNEYLLSGYRPTSGSTWTSIAGLFYLHNQTINIYSHLVGAVVFCVLPFYFYWNFYRFQPNAHLDDVIVISTYCLGVAVCFTFSATFHIMWNHSQPLTSFCNKLDYLGILVLMWGAGIPTIYYGFFCNQNLQWLYWMTTSSTALLCTIVTLHPRFISPHFRHWRACFYAGFGLSSVIFVVHGLLIHGWAVQKAHMSLNWMAWMATSNILGAAIYAARIPERWFPYTFDIFGASHQIFHVAVMVAAVIHFCGLLQAFTIIRSNAAVCFRS*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Hypocreomycetidae; Hypocreales; Hypocreaceae; mitosporic Hypocreaceae; Hypocrea; Hypocrea virens (anamorph Trichoderma virens)
> Trichoderma virens (PQRA1) JGI Genome

MAADSSLRNRRLSVSDSLLTAVKQAERKVEQKLLLLWDDLPSWRRDNAFIRSGYRPIRPSYAESARSLFYLHNEFVNIWSHLAGAVVAILTALYVYVVVRPRYEAANSSDVLVFACFFGSAVTCLGMSATYHALTDHSQEVAKWGNKLDYTGIVALIVGSYVPALYYGFFCHPVLMAEYLNLICLLGLGCIIVSWVERFRTPAWRPYRALMFVSLGLSGIIPIGHGLLKFGYQALEDRMSLSWVVLHGIMYIFGAFLYAIRWPERSNPGAFDIWGHSHQIFHMFVVLAAATHFYGMAKAFDHHHQGMGSQCL*

> Trichoderma virens (PQRB) JGI Genome

MAGVTTALTSACGFSHDKDAASTADASGSDPRRDAQQAKRRRHSFFIPRRKSIVGHIMEGEENLLLKVDLFLTELERRLEFVENYVDLSKDSSISRAFSTLQAVRTRCSQASEEVIGAGRRRLHIMVETLETRYQETLEATESLHDKAVLGIELLEGMMSEFENRAYKLREQGFANAATAAEAFMDEGRRVANESIERAKIVVDEGIERAVRAALSLEEHIQQAVLLARDRGLLLYDELPSPWRNNPHIKRGYRFRETKIECVQSIFNMSNEFINIWSHALGLILVLAVAFYFYPSSANFNLSTKTDVVVAAIFFMMACLTLVCSTIWHTMSAVADVKAVSMFACVDYTGISLLIAASIMTTEYTAFYCDPISRWTYMLITALLGIAGVILPWHPKFNGADMSWLRVGFFVGLALTGFMPILQLSFSHGPEFIYNFYSPITKSLLVYFSGAVVYASKVPERWFPGCFDYIGGSHNLWHAAVLGGIIFHYTAMQEFFSNAFHRAESGCPAY*

> Trichoderma virens (PQRA4B) JGI Genome

MAPGEQGNDSPSPRFPGSTSKAGKARKVLISFDELPKWHQDNEFILHGYRPISGSAQVSFHSWSYIHNESVNIYSHLIPAIVFLLGEWYILEYLTSKYSNMTGADFFIFSFFLLTAIGCLGLSTTYHTLMNHSSEVEQLWLRLDLVGIVLLTLGDFVSGIYMVFWCEPLERKIYWSMIGILGSLTIFIMLNPYFQGQKFRAFRALAFVGTGLSGFAPLIHGIKMFGFSQMMKQSGMPYYLIEGGFLLLGALVYVTKFPESRFPGKFDIYGSSHQLFHILVVFATVTQLIGILDAFDYNYVHRTCSSL*

> Trichoderma virens (PQRA4A) JGI Genome

MALYRRLSPAGGNEALDGTSDSRNENLRGSKTTRRLLTAGEVPSWYAHNSYIRTGYRPVTNSAKLCFESLGHVHNETLNIYTHLVPAGIAVVGNYSFYVYFSSHYPDASWRDQLVFHIYLSTSIICYGISSMYHTLLCHSETWASLWARMDYVAIVFQILGSFISGIYIGFYCEPNLQKLYWTMIGTLGLLTGIVVVSPGLQSAKWRMLRLSTFVATGFSAFAPIIHAATIFPYDQLDKQAGLRYYYLEGLSILTGVMFYVTHFPESRIPEKFDIFGASHQIFHSFVVLGGVIHFYGILNAFDWNYNNPRCGL*

> Trichoderma virens (PQRA2) JGI Genome

MSTTNEPTDQPKADKSRTVTWQEISEWQFDNKYILSGYRPEKADYLEIFTSLTFLHNETCNIYTHLIGALLLPLITPAFLWFLAEPRFFNVSSMDYAMFGVYFWCAEICLVLSALYHLIQPHSHRIESFWHGMDLLGIVIVTVGTFSSGIYYVFFCEASLQKLHWAIILTTGTVTGVLISNPLLKTPRWRKVKVGAFVVFGASSFIPLLHGVQRYGFEYMLQYSGMKWYLLELTFYGTGVGLYAFRIPERLAPGRFDIWGSSHQIFHVAILCAMYTHVTALLQGFMTCHTLDVCQLQGVH*

> Trichoderma virens (PQRA3B) JGI Genome

MERNPLVKQHKSDHIWLRVPRLLYFHEIPPWQQDNEYLLSGYRPTSGSTWVSFAGLAYLHNQTINIYSHLVGCIVFCALPFYFYWNYYRLQSNAYVDDLVVISIYCLGVAVCFAFSATFHILWNHSQTLTSFWNKLDYLGILVLMWGAGIPTIYYGFFCNQKLQWFYWMTTSSTALCCTIVTLHPRFISPQFRRWRACFYGGFGLSSIIFVIHGLILHGWELQKEHMSLNWMAWMATSNLTGAVIYAARVPERWVPHKFDIFGASHQILHVAVMIAAVIHFCGLLNAFSIIRSKVDACVN*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Hypocreomycetidae; Glomerellales; Glomerellaceae; Glomerella; Glomerella graminicola
> Glomerella graminicola (PQRA1) NCBI Genome

MTVSNTSADGAPGVVRNRNRRPSAAAAAAEGLLSSVESTVAGLEKKVEEALLVLWDDLPAWRRDNAFILTGYRPDSNSYLGSLRSLGYLHNESVNIWSHLLGAVAFLVAGAVLHGVVAPRYGTAAPADVLVFACFFAGAVACLGMSATYHAISNHSPEVAKWGNKLDYSGIVFLIVGSYVPALYYGFYCHPGLMKFYLSTVSRLVPKINLLGLGCGAVSWIEFFRAPEWRTFRACMFVALGTSGVVPVLHGAVIYGRAEMEARMSLSWVVLHGAMYIFGAFLYAFRWPERSSPGTFDIWGSSHQLFHFFVVAAAATHLYGMAKAFDYNHSVRGSLCP*

> Glomerella graminicola (PQRB) NCBI Genome

MYSCYTQQVDLFLTELERRLEYLENYGELTFDSSISRAFSTLQTVRARCSHASEEVLGAGRRRLHIMVETLETRYQGALASAESLNEKARVGIELLDDMLSEFENRAYKLREQGLANAADAAGAFMSEGRRVVDGGIELAREVVDEGIERAMRAAESLEEKIALAVARARETKLIAYDDLPMPWRINPHIREGYRFTESKLECIWSAFGLSNELVNIWSHAIGLFIVLAVALYFYPRNANFQFSTKTDIFIAAVFFFTACLTLVCSTIWHTMNAVADVDAISIFACVDYTGISLLIAASIVTTEYTAFYCDPVSRWLYMGTTAFLGIGGVILPWHPTFNGADMAWARVAFFCGLGATGFLPILQLYFSHGPDFVWEFYTPIGKSIFVYLLGAFVYASKIPERWCPGMFDYIGGSHNLWHLAVLGGILFHYTAMQSFFANAFRQAQGECSIF*

> Glomerella graminicola (PQRA3B) NCBI Genome

DWLTNLVYRKACNSVLECFASWAYIHNESVNIYSHVFGAVLFVLLPFYVFGNGIPPRWGIASTADVVVCSVYALGVTVCFVLSAAFHTLMSHSEAVYLSGIKADFHGVLVLMWSSVYPLAHYAFPCSPRTRDAYVALTGLLAALCAAATARPDLGAVDLGHHRAALFAAFGLAAFVLPIGHGAAVDGAGEVWERVGGGWVLATAGFNLVAVLVYWAKVPERWFPRTFDLVGASHQIMHIMVSEKCPSRRDTGSSCIEDIGC*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Sordariomycetes; Hypocreomycetidae; Glomerellales; Plectosphaerellaceae; mitosporic Plectosphaerellaceae; Acremonium; Acremonium alcalophilum

> Acremonium alcalophilum (PQRA1) JGI Genome

MPSVTSSDGPRNRRGPTATVLTTVTNPAPDPKLVAVQEQHGRVRIRLLTWDDLPAWQRDNTFLLTGYRQASSSYRASLASLAYLHNETVNIWSHLVGALLFVLLAAAGLYGAVFLGHEIAPRYATASRADVLVFACFFAGAVACLGMSATFHTLSNHSPAVARWGNKLDYAGIVLLIVGSYVPALYYGFRCDPELMVMYQSIITLLGLGCGITAWMDRFRTPAWRPVRAAMFVALGLSGIVPVVHGLKLYGRDALERRMSLSWVVGHGALYVIGAFIYAVRWPERRFPRRFDIWGSSHQIFHFFVLAAAATHCVGMGKAFDYHHGGMAAEC*

> Acremonium alcalophilum (PQRB) JGI Genome

MTTLPSSSCACSAQGDEPVDIGVSSSAQVQGNIRPRRRRHSFFIPRRKSIIGHIMDTEEGILLKVDLFLSELERRLDFIENYGDPLDSSISRAFSTLQAVRERCGQASEDVLGEGRRRLHVMVETLEARYHEGLTSAESLHEKARLGIELLEGMLSDFETRAHHFREQGLANAAGAAGAFMTEGRRVVDESIERAMRAAETLEEHIQYAIVRARETGLIMYDELPVPWRINPHIRRGYRFTETKIECVRSAFGVHNEAFNIWSHALGLVVVLAVALYFYPRNDNFSLSSQTDVFIAAVFFSTACLTLVCSTIWHTMNSVADINAISIFACVDYTGISLLIAASIMTTEYTAFYCDPVSRWIYMTMTALLGAGGVVLPWHPTFNEADMAWARVAFFVGLAATGFAPIIQLCFTHGPDFVLQFYSPIFKSIFVYLVGACVYASQVPERWFPGMFDYIGGSHNLWHLAVLGGILFHYTAMQAFFANAFHRAQGECSPY

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Pezizomycetes; Pezizales; Tuberaceae; Tuber; Tuber melanosporum
> Tuber melanosporum (PQRA1) NCBI:CAZ79878.1

MAVKNRNTQRGGAGGGSAGEMVVEGAKNAEKKVEEALTVLLHELPLWMQDNHFIVSGYRPQSFSFYKSFHSLTYLHNETVNIYTHLLPALLFLLLGTYTVKTHLLPRYPTSTAPDLLSFACFFASASTCLGILAVARVGNKLDYLGIIILIMGSFIPSVHYAFYCRRRLAYAYWSMISLLGAGCAAVSVMPGFRTPAWRPFRAGLFVSMGLSSVLPVLHGVRIYGTRGMDERMGVRWLLIEGLLYIAGAGIYAARVPERFAPGRFDLLGASHQLFHCLVVAAAGSHLVGLVKGFDYLHSGDAQVCG

> Tuber melanosporum (PQRB) NCBI Genome

MCSHASMDRKLGQAMRGVEAVIDAKDKLAESIERAIKAARERRLITYEELPFPWRVNPYITRGYRFTETKLECVRSAFALNNETCNIWTHGLGFILILAIAFYFYPMSQIFNNHTTADKFINGLFFLAAAKALACSTIWHTFSSISHQTTMERFACVDYSGISMLIAASIITTEYTAFYVEPISRSIYITITFLFGVAGVILPWKPAFNRADMRVWRVAFYVTLGATGTIPMIQLSITRGRSWVALFYLPVLKSVCPRAVYIAGALIYAMQVPERFYPGCFDWIGGSHNIWHVCVLGGILFHWHAMHDLFHRAFEMATA*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Leotiomycetes; Erysiphales; Erysiphaceae; Blumeria; Blumeria graminis
> Blumeria graminis (PQRA1) NCBI Genome

MSVRRRLPEIISPVVGILKGDTNLKPQTIHWSELLPWQRDNHYIQTGYRPSSLSFRKSFASLLYLHNESVNIYSHYIGAILFATLASGLYTLMRPRYETATPIDVLVFSCFFIGAGICLGISGTYHTISNHSPLVARWGNKLDYVGIVFLIVGSFIPSIFYGFYCHPQFQNFYWTMISMLGLACAAVSVFDRFRTPAWRPYRAGIFVSLGLSALFPVGHGVRLYGLLEMRNRIGLFWLVLQGLLYILGAALYAARWPECSWSNRFDIWGSSHQLFHILVVMAAICHLYGLLVAFDFHHTVLGAGCYLLQETGQ*

> Blumeria graminis (PQRB) NCBI Genome

MNPTFILLTGRSSLQVDHFLLELGRRLDYLESYGNLNLDSGISRAYATLQAVRARCSHVSGEVMCAGRKRAKIIVETIESRYQNTLAVKETLHDRVHDGIGFLEVILSDFEKTAHKMKEQGFASAAGTLMDGGRRVVDEGIGRAKKAAESVEIHVQAAILRAKEHGLIRYEDLPVPWRVNPHITKGYRFTESKLECLRSMFDISNESVNIWSHAIGLLIVLSIALYYYPTSANFLMSTKTDIFIAAAFFFAACKCLVCSTLWHTMNSVADQNLMERFACVDYTGISLLIAASIMTTEYTAFYCEPVSQWIYLSSTALLGIGGVILPWHPTFNRAELAWARVAFYMSLGATGLAPACQLLLTRGSAWAWEFYAPITKSLLVYTVGAFVYASQIPEKWYPGAFDYVGGSHNLWHCAVLIGILFHYVAMQEFFSRAFEQASNGCSVS*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Leotiomycetes; Helotiales; Sclerotiniaceae; Botryotinia; Botryotinia fuckeliana
> Botryotinia fuckeliana (PQRA1) NCBI:EDN23854.1
MSARQRRPSTTSTTELLFETAKNIERRVESSLTVLWDDLPSWQQDNHYIKSGYRPATASFQKSFASLGYIHNESVNIYSHLVGAVVFTLSGFLLYAIIKPRYASAEIADVLAFSCFFAGAALCLGMSGTYHTISNHSPTVAKFGNKLDYLGIVSLITGSVIPGIYYGLYCHPHLFEFYSTIVGALGGICAVVVMLERFRTPAWRPYRAGIFVALALCGAVIPILNGIQLYGFHAMRERAGLTWLLLEGFFYILGASLYAVRWPERTSPGSYDIWGSSHQIFHMLVLAAAASHLYGLTIGFDYYHNGLGLKC*
> Botryotinia fuckeliana (PQRB) NCBI:XP_001549962
MVCAASSLTVESYEDVTTSTMASGREEAKPLSKRRHSSFHPRRKSSEQVMDGEESLMLKVDLFLSELERRLDFIEKYGNLTFDSSILWSYATLQAVRERCSQVSGEVLGATKRRARIMVDTVESRYQDALVAHETLHEKVHTGIGLLEGILSEFETRAYRVKEKGLRGTAESLMGEGRKIVDEGLEKAREVVDEGFERAKKAAGTVEEHIENAIARAKKHGLIRYEDLPTPWRVNPHIVKGYRFTESKVECVQSMFGLSNETVNIWSHAIGLLIVLSVAFYFYPSSHAFSLSTNADVFIAACFFFAACKCLVCSTMWHTMNSVADQTLLERFACVDYTGISLLIAASIMTADYTAFYCEPVSRWVYMGITAALGLGGVILPWHPTFNRQDMAWARVAFYVSLGATGFVPALQLNLTRGGAWAAEFYAPLAKSITVYLVGAFVYASQVPERWCPGAFDYVGGSHNLWHFAVLGGILFHYVAMQEFFANAFARAENGC*

> Botryotinia fuckeliana (PQRA4) NCBI:partial EDN31324.1
MVYTESRFSHLSYSTVGHGRTDSPTIIDNAFTPVSGIGIAIPYPVLQRTFLFDATPPPSPVYQKFKYPSSVPPSTPQGKKDLINFDKLPEWSQDNPHIHSGYRQISHSTSTCLYSCFQIHNETFNIWSHFIPCILFIILEGIIMYYLNTRYPNATIKDYIVFSFFILCATICLGISSIFHSLISHSQKGHDLWLKLDYVGIVFLIIGCFISAVYMSFFCQQTLQYAYCGMVSYLSLFHFCILLLLPTFQGHRWRSFRVVAFCATAVSVLIPFVHTIAQSGWNKAMEQSGMPYYFAEALLLLVGVVCFAVKRWPESWIPGSFDLLGNSHQIFHLLVVLALVLHLVGLLQAFDYNYVKGECRGTSS*

> Botryotinia fuckeliana (PQRA3B1) NCBI:partial EDN17938.1
NHFIETGYRAASNSLRECFASWGYLHNETVNIWSHLIGAALFVALPVYLYKAEIPPRYAVATKEDIVVCGMYFLGVAICFCLSALYHTVMNHSQQMDTFGAQLDFQGVILLMWGATIPLVYYGFYCDTAIHRYSYWALVCSLPVCCSVSTFQPHFRDPFLRPVRAATFGSLAVVTMVPVVHGATIYGWRVQNQRMGITWVLITLMLNVLGATAYAIKFPERWFNKSFDLFGASHQLFHMMVVLAALVYSKAILQAFDFAHAYDHTCNR*

> Botryotinia fuckeliana (PQRA5) NCBI Genome
MEVNQIASTSALLENVAPISSGKLHDNTARILGKIVDFYHLPDWMQKDAHITRGYRAETKSFRACFHSLWYLHNESVNTWSHLISGTAFLAMLLWSFLPALHGQYDIPAGPLNAVRCQLVATAICLYLSAFYHCVSCHSFHVSKICLKLDYLGIVLNISFTWISAIYFGLYGHRELTRWYITQICICACITFWVMLSPKMDGPQTALYRSIAFLSLGASGFAPMIHAALMDHISLKNFPLFYMITSTILFLTGTAVYVTRTPEKYWPGVFDVWGASHQIFHVLVNIAQISHILGLIEALTKLSEISN*

> Botryotinia fuckeliana (PQRA3B2) NCBI:partial EDN30043.1
DNEYIISGYRPASNSLLTSLWSLGHIHNETVNIYSHLFGSILFATLPFSLYRQIAPRYATATIADIVVFSTFFFGVAICFLLSATYHLLANHSKRVNALGNQLDYLGVVILMWGSTIPTVYYGFYCDPAIQETYWIMVNRLFPACAITTLHPKFRHSAFRPYRAIMYSCLGLSSITFVIHGLILYGYDTQNWRMSLDWMGIMAGFNLFGAFAYAARIPEKWFPRRHDILGSSHQILHFMVIFAGLAHMAGLLRAFDHIHSDTFQCI*

> Botryotinia fuckeliana (PQRA3B3) NCBI:partial EDN23527.1
QDNEFILTGYRPETKSSLRSLLSIFHLHNETVNIHSHLLGAVLFALLPLYVYQMLVPRYRDATMADRVVFALFFAGVAGCFALSFLYHTLNNHSHKIASFWIELDYLGIVALMWGSTVATIYHGFTCDVKLQRIYWSMVHILPFLPPSSLHLPPFRTPFFRPYRTLMYAALGLSAVIFIVHSIILYGVALQYKRLSLGWIAGMAGLNFLGALAYSLRIPEKYFPGRFDIYGNSHQILHCMVVLAALAHFAGLVQSFDYAIRVGGRSVL*

Dikarya; Ascomycota; Saccharomyceta; Pezizomycotina; Leotiomyceta; Sordariomyceta; Leotiomycetes; Helotiales; Sclerotiniaceae; Sclerotinia; Sclerotinia sclerotiorum
> Sclerotinia sclerotiorum (PQRA1) NCBI:partial EDO04322.1
MSTRQRRPSTTSTTELLSETAKNIERKVERALTVLWDDLPSWQQDNHYIKSGYRPATSSFRKSFASLVYIHNESVNIYSHLIGAVVFTLSGYFLYATIRPRYASAETADVLAFSCFFAGAALCLGMSGTYHTISNHSPTVARFGNKLDYLGIVFLITGSVIPGIFYGLYCHPHLFEFYSTVVGVLGGFCAVVVMLERFRTPTWRPYRAGIFVALALCGAVIPILHGIEINGFHEMRERSGLTWLLLEGFLYILGASLYAVRWPERTSPGSYDIWGSSHQIFHMLVLAAAASHLYGLAIGFDYHHNGLGLKC*
> Sclerotinia sclerotiorum (PQRB) NCBI:XP_001594998

MVCAASSLTVESYEDVTTSTMASGTEDTKPLNRRRHSSFHPKRTASEQLMDGEEGLMLKVDIFLSELERRLDFIEKYGNLTFDSSISWSYATLQAVRMRCSQVSGEVIGATKRRARIMVETVESRYQDALAAHETLHEKVHTGIGLLEGILSEFEARAYKVKEKGLRGTAESLMDEGRKIVDEGLGKAREVVDEGFERAKKAAGTVEEHIENAIARAKKHGLIRYEDLPVPWRVNPHIVEGYRFTESKVECIQSMFGLSNETVNIWSHAIGLLIVLSIAFYFYPSSHAFSLSTKADVVIAACFFFAACKCLVCSTMWHTMNSVADQTLLERFACVDYTGISLLIAASIMTADYTAFYCEPVSRWLYMGVTAALGVGGVILPWHPTFNRQDMAWARVAFYVCLGATGFVPALQLNLTRGGAWAAEFYAPLAKSITVYLLGAFVYASQVPERWCPGAFDYIGGSHNLWHFAVLGGILFHYVAMQEFFANAFARAENGC*
> Sclerotinia sclerotiorum (PQRA3B) NCBI Genome
QTTHDRLTQYRPASNSFLKSLHSLSHVHNETVNIYSHLFGSLLFATLPFILYRQIAPRYATATLADIIVFSTFFFGVAICFLLSATYHILANHSPKINALGNQLDYLGVVILMWGSTIPTVYYGFYCSPTLQNLTQNQISILATFCAIITLHPKFRNPALRPYRAVMYSCLGLSSVIFIVHGVFLFYEVQRYRMSLDWMGVMAGLNLLGAFTYAVRVPEKWFPRRHDIVGSSHQVLHFMVIFAGLAHMAGLLRAFDHIHSEEFRCT*

> Sclerotinia sclerotiorum (PQRA4) NCBI Genome
MDTSKIEDITISNLPRSESDKPPELPLYRQVSTQPSNTGLITYDDLPSWHKDNPSIYTSYRPITHSISRSLKSLFTLHNETLNIHTHSLPFLTCFLLIGLIFYIFSIYFPHSPLVDKFIFAIFFLTTTICMGLSTGYHTLMNHSQEVAGIWLRLDFCGIVVAILGDFVTGIYVAFYCEWKLQVGYWVMVCDPFLCFYVLLLHPHFQGLQWRTFRVCMFIGTACSAFAPIINGIVYFGWHEVVKGTGMPWYLGEGGLLVLGAVIYAVRIPECYFPGKFDIIGHSHQIFHLLVVGAAGLHLAGLLKAYNYEYHHPRCGLR*

Dikarya; Ascomycota; Taphrinomycotina; Schizosaccharomycetes; Schizosaccharomycetales; Schizosaccharomycetaceae; Schizosaccharomyces; Schizosaccharomyces pombe
> Schizosaccharomyces pombe (PQRA) NCBI:NP_596013

MSESEQLLEKQQDHKWDAATHADKGITIKTGKIAVSSSDIPLRNRKGLLTWDQLEPWQQDNQYIISGYRPPSFSFYLCVKSIFHVHNESVNIWTHLFGAIVFLFFIFKSELILKRDTTTAEDVYVITVFLFSAFTMLGCSTFYHTISNHSDDVSKFGNKLDYLGIVVMIVGSFIPCLHYAFACHANFRTLYIGTIIGIGVIVASTCLLDRFRQPEWRPYRALIFVLMGLFGIFPVIHALKIFSFSEILVRMGLVWLLLQGLFYIVGAVIYALRIPEKWSPGKYDVFGSSHQWFHVCVIIAAFCHFHGVCIAYDYFHERRGCGEM*

> Schizosaccharomyces pombe (PQRB) NCBI:NP_593206

MSTVKTFSSTETEGFKKRLLSRRHSSYQVRDEEDDVLEEFIVLKLDLFLTRLNHRMKRLEELGLPNRKDAAAATYQFLANLQASFLGTTILGKTQVSFILRRIEETYNDVLSACDTFPAKAQKALTFLEHHLRDLEDYAEKSKNNVETLMTDIKDVVEHAAKLGAQRLITLEELPVQWHNNPYIIRGYRFYTSKRKCFRSILSWHNETFNIWTHLSAFIVFFAVLAYFYPSSSSWVSSNVSNRIVRIFFLLSAMKCLGCSVIWHTFSSLSNYKHMRCAACMDYVGISALIAASIISVEYHAFVCQGPLRFIFIAFTGTLGLIGIYTPWKKWFNEYKYRSVKIFFFVGLACSGLIPMITMFYIKGTRRTVKYLDPVFKSIFSYIIGVLFYGLHIPERFLPGKFDIIGNSHQIWHIAIIVGVAFHYTGVKRFETDYEAFSCGVL*
Dikarya; Ascomycota; Taphrinomycotina; Schizosaccharomycetes; Schizosaccharomycetales; Schizosaccharomycetaceae; Schizosaccharomyces; Schizosaccharomyces japonicus
> Schizosaccharomyces japonicus (PQRA) NCBI:XP_002174036

MKKTESTTVYETIPQNEKTVQESGNDFQTTSKQSSKVKLRRHKGYPLLKWNEIQPWQQDNQYIVRAYRPASNSFLRSIQSIGHIHNETVNIWTHLLGALYFLYMIHGVRNLLSRDTTTAEDRYVVLVFIVSAFTMLAMSTAYHTLCNHSPRVAKFGNKLDYLGIVVMIVGSFVPSIHYGFACHASFQVLYTATIFSIGVIAVFACCLERFRKPQWRVYRAGIFTAMGLFGILPVAHAATLYPLGQLLSSMGLGYLILQGVLYIIGAVLYAMRFPEKTKPGIFDVLGSSHQWFHLFVLTASLCHFRGIYVAYAYFHDHPSCLA*

> Schizosaccharomyces japonicus (PQRB) NCBI:XP_002173299

MSTTRTLSVPVNTATETRGKNDAKIRRNSYVVGRGRDDEVLEDFVMAELSSFLTRLGERLQEIRSNGASFQEGSMKTVIEFFVRVHEYVSSDTGVIGTKQVASMLQLVEEKYHDILDACDTFPKKAQAALTFMERRLADLERSSARSLQNVDSMLSDATEMFSCAIKMGTRRLLTIDEVPVDWQNNPYILRGYRFYQSKRRCVKSILSWHNETVNIWSHMLGMFVFAGICLFLHPNTQWWTDLPLSNRLIALVFLLAAVKCLACSTIWHTFASLANLKAMHRAACMDYLGISVLIAASIMSVEFYGFSCFPKMRNVFLFFTGSLGVIGIYTPWKDWFNDNKYRHVKIAFFVGLACSGFAPLLTMIHMRGFYYTMWILRYVMYSIACYCFGVTLYAFNFPERAFPGVFDNLGNSHQWWHFMIVCGVSFQYCALKHFERGENFVCNL*

Dikarya; Ascomycota; Taphrinomycotina; Schizosaccharomycetes; Schizosaccharomycetales; Schizosaccharomycetaceae; Schizosaccharomyces; Schizosaccharomyces octosporus
> Schizosaccharomyces octosporus (PQRA) NCBI Genome

MNNLKDRGNNCSGAKLKEKFDSNDPSVIQTGEVRIEKSAVPSKNTKSLLTWDELEPWQQDNHYIISAYRPASFSYFGSLKSILYLHNESINIWSHLFGVIIFLFFIIRSERILVRETTTSQDVYVFMVFLISALTMLFCSTFYHTISNHSSHVSKYGNKLDYLGIVIMIVGSFVPCLHYGFACHANFRTLYTGTIFSIGVIVAFTCMLDRFRQPEWRSFRAILFVIMGLFGIFPVLHALFIYTIKDLLVRMGLGWLFLQGVFYIVGATIYANRIPEKWYPGKYDVFGSSHQWFHVCVVIAALCHFQGILIAYNYFHEAAQC*

> Schizosaccharomyces octosporus (PQRB) NCBI Genome

MFLSRLGDRMKRIEEVGLPTIEEPNTTYEILVRLRNSFIGSTILGKNQVMYFLRMIEEKYHDVLAACDSFPSKALKALNVLESLLSDLEDIANVESRTTVGEIFEDTKEKLQSAIRAGESRLLKVEEVPLEWKNNPFIVRGYRFYPSKRRCIRSMLALHNETFNIWTHLIAFLGFLMVTSYFYPLSTSWISSSVSNRIVRVFFLVCAMKCLACSVTWHTFSSLSKYEHMRRAACMDYVGISALIAASIIAVEFHAFKCHSMFRVLYIAVTGSLGCIGIYMPWKEWFNDYNYRSFKIFFFVGLACSGFLPLLTMCYIQGTSSTLIYLKPVFMSIFSYIIGVIFYALHIPEKLNPGIFDIVGNSHQLWHIAIIIGIGFHYYGIKTFETTHRGFACDCV*

Dikarya; Ascomycota; Taphrinomycotina; Schizosaccharomycetes; Schizosaccharomycetales; Schizosaccharomycetaceae; Schizosaccharomyces; Schizosaccharomyces cryophilus
> Schizosaccharomyces cryophilus (PQRA) NCBI Genome

MCNSKVRRSNSAISHLKEKCELDDPNVVQTNEVRIEKSAIPFQNSKLLFWDEIEPWQQDNHYIISAYRPATFSFTKSFKTILYLHNESINIWSHLFGAIMFLFFITRSERILVRETTTSQDVYVFMVFFISALTMLLCSSFYHTISNHSSHVSKYGNKLDYLGIVIMIVGSFVPCLHYGFACHASFRTLYIGTIFSIGVVVAFTCMLDRFRQPEWRSFRAILFVIMGLFGIFPVLHALFLYTINDLLMRMGLGWLLLQGVFYIVGATIYAKRIPEKWYPGKYDIFGSSHQWFHVCVIIAALCHFRGIFVAYDFFHEAAKC*

> Schizosaccharomyces cryophilus (PQRB) NCBI Genome

MAQPQLCESERAEGLRKRVHGRRHSSYEVENKKGDIPEDVVVYKFDLFLTRLGDRMKRIEEVGLPKIEEPNTTYEILVRLRNSFIGSTILGKNQVMYFLRMIEEKYHDALAAYDSFPSKVLEALNFLETLLSDLEDIASVESRTTVGEIFEDTKEKLQRAIRAGERRLLELDEIPLEWKNNPFILRGYRFYSSKRRCIRSVLAFHNETFNIWTHLIAFIGFFTVISYFYPSSTSWISSSFSNRIVRIFFLVSAMKCLACSVTWHTFSSLSKYEHMRRAACMDYVGISALIAASIISVEYHAFKCHTLFRVLYIAITGTLGCIGIYMPWKKWFNDYRFRSFKIFFFIGLACSGFLPLLTMCYIRGAVETFSYLKPVFLSIFSYIIGVLFYALHVPEKLYPGVFDIVGNSHQLWHIAIIIGIGFHYYGIKTFETYHQGFACDLV*

Dikarya; Basidiomycota; Agaricomycotina; Tremellomycetes; Tremellales; Tremellaceae; Tremella; Tremella mesenterica
> Tremella mesenterica (PQRA) JGI Genome

MPLTRRSARVSSSGAKQDPLVAEESSSDLTFSTSSLLLTYDQSLRLVPWQTDNDYVLTGYRRQQRTIQDCLRSSVAYLHNETVNIHSHSLGAAFFAILLPLHLHPTHFPHFSFSDRATPVPPTLHDKVALTLYLSCAMTCLGLSSWFHTVQCHSKATCDAAHRGDYRIGIVTLIVGSILPGMYYAFHDSLFFQTYVIAAISAAGIASAYIVLSPHHRAHRWHRTLTFIALGLSAVIPVGHVVATKGISYSRQVLSLDLLVAGGVSYIFGAVLYAARFPEQLAPGRFDYFGHSHQIFHLFVLAGAGCQYAALRGMVWGRAMAVGHQFS*

> Tremella mesenterica (PQRB) JGI Genome

MPTAEEASDPTARPARTSWARRLSHPTLPTFPHNIPNLRAALLGYISEVEDAIRERLSSVSAPDQPVDSSGTSSKLQVISDTSSDDENMGSSSISDQTFVTSPNTSPRRNANTPPPETLEPTNDLTLLRQLNTLREDVLAYLPNRLPAWSLNQDWLASLPSRLRVVDAVVSVPGGNTEGVKGKNKEEGNEGNGALDAARGKVLELVQSFLPAEDWAGWHRLGWSEGGYPPPSSPFHDDAMEDEEDEPEYLFPNRTPASAQAVARRRIVRSKSLGASSVGWRNDLPILTRSKTTPNVLTNDSDETDLTLSPATEAIGVEPEDMKRISDMGMGPTVAEALEKADDGRRLIGYEDLPFVWRNNEHIITGYRFIPMHANTGPIPLIKSAFGWHNETVNIQSHFVPTIILLLLIPIMVIHSPLPDAHWLDTAILAMYFLAAVACLSSSASWHVLSGSASRGWFEWGACVDYIGISWLISASFFTVVYNGFYCHPTAVFTWGSINLFCGALGSYLPFQKWFNERKHKDWRISFFLFLCFAMFAPMVQMFYQHGWTRGLHFVSPFGLSVTAYVVGLLFYGFHFPECILPGKFDYIGASHQIWHCAIILAILLHYRAVLVAHSVRYAYSCASPAVGRSVGEVVERWCGILMESLKGLIW*

Dikarya; Basidiomycota; Agaricomycotina; Tremellomycetes; Tremellales; Tremellaceae; Filobasidiella; Filobasidiella/Cryptococcus neoformans species complex; Cryptococcus; Cryptococcus bacillusporus
> Cryptococcus bacillusporus (PQRA) NCBI Genome

MPETTPLLPKSGETSQDGERRTISYEESLTLLPWQTDNDYIRDYIRHGYRRATPSIRKCLWSAVSCKHNETVNIHSHSIGAAFFLSLLPLHLIPTHFPTFGQSCNPLPTPPTLHDKVALSLYLICSVSCLSLSSWFHTVSCHSREVCDAAHRGDYIGIVILIVGSITPGMYYAFYENLFLQVFYMGGIIIAGITSAYIVLSPHHRSHRWHRTLTFIALGLSAVVPITHILFTQGLAHAREKMSLDLIVAGGASYIFGALLSAARIPEKLSPGTFDYFGSSHQIFHCFVLMGAAFQYAALRGMVWGRTMAVGKTIAESEGLL*
> Cryptococcus bacillusporus (PQRB) NCBI Genome

MEMIEDEEPEYLFPNRTPASTRALARRRAVRSKSVGASSLPSVKRAKMERSQSYAFGSLVGSTQGKAVSEPVKMGTAVRSDHEDGDEGRDENAGEEYEVTEEEGKDEEEFISTSYLAADLKSGLIAVGTTTDPSVADALKRSEDGKKLITYDELPAIWRNNEHIHTGYRFIPLHLKTGPVPLIKSAFAMHNETVNIHSHLIPTLFIFACIPFIIYNTPLPDAHPLDTAVVVAYLVAAISCLSSSAGWHVLSGCASRKWFEWGACVDVTGLIAASFGTVVYNGFYCKPKLTLFYCTTNMLCGALGSYLPFQRWFNERRNKQHLRISFFLFLCFAMFAPMVHMFGQYGWHKASAFVAPFMVSVAAYVVGLLFYAFHFPECKWPGKFDTWGSSHQIWHLGIVVAIVLHYRAIFVAHNVKHEYSCAVPGQEISVAMVLERMIGWR*

Dikarya; Basidiomycota; Agaricomycotina; Tremellomycetes; Tremellales; Tremellaceae; Filobasidiella; Filobasidiella/Cryptococcus neoformans species complex; Filobasidiella; Filobasidiella neoformans (aka Cryptococcus neoformans)
> Cryptococcus neoformans (PQRA) NCBI:XP_772556
MPETTPLLPKPGETCEDGERKTISYEESLMLLPWQTDNDYIRHGYRRATPSIRKCLWSAVSYLHNETVNIHSHSVGAVFFLSLLPLHLIPTHFPTLNQSCSPLPTPPTLHDKVALALYLICAVLCLSLSSWFHTVSCHSKEVCDAAHRGDYIGIVVLIVGSITPGMYYAFYENAFLQVFYMAGIIIAGIVSAYIVLSPHHRSHRWHRTLTFIVLGLSAVVPITHILFTQGLVHAREKMSLDLIVAGGASYIFGALLYAARIPEKLSPGTFDYFGSSHQIFHCFVLAGAGFQYAALRGMVWGRAMAVGKTIAESEGLL*

> Cryptococcus neoformans (PQRB) NCBI:partial XP_772530.1
MEMIEDEEPEYLFPNRTPASTRALARRRAVRSKSVGASSLPSVKRAKMERSQSYAFGSLVGSTQGKAVSEPVKMGTAVRSDHEDGDEGRDENAGEEYEVTEEEGKDEEEFISTSYLAADLKSGLIAVGTTTDPSVADALKRSEDGKKLITYDELPAIWRNNEHIHTGYRFIPLHLKTGPVPLIKSAFAMHNETVNIHSHLIPTLFIFACIPFIIYNTPLPDAHPLDTAVVIAYLVAAISCLSSSAGWHVLSGCASRKWFEWGACVDYIGISWLIAASFGTVVYNGFYCQPKLTLFYCTTNMLCGALGSYLPFQRWFNERRNKHLRISFFLFLCFAMFAPMVHMFGQYGWHKASAFVAPFMVSIVAYVVGLLFYAFHFPECKWPGKFDIWGSSHQLWHLGIVVAIVLHYRAIFVAHGVKHEYSCAAPGQDISVAMVLERMIGWR*

Dikarya; Basidiomycota; Agaricomycotina; Tremellomycetes; Tremellales; Tremellaceae; Filobasidiella; Filobasidiella/Cryptococcus neoformans species complex; Filobasidiella; Cryptococcus gattii
> Cryptococcus gattii (PQRA) NCBI Genome

MPETTPLLPKSGETSHDGERRTISYEESLTLLPWQTDNDYIRHGYRRATPSIRKCLWSAVMTININIYFPAVNIHSHSIGAVFFLSLLPLHLIPTHFPTFGQSCNPLPTPPTLHDKVALSLYLICAVSCLSLSSWFHTVSCHSKEVCDAAHRGDYIGIVILIVGSITPGMYYAFYENIFLQVFYMGGIIIAGITSAYIVLSPHHRSHRWHRTLTFIALGLSAVVPITHILFTQGLAHAREKMSLDLIVAGGASYIFGALLYAARIPEKLSPGTFDYFGSSHQIFHCFVLMGAAFQYAALRGMVWGRTMAVGKTIAESDGLS

> Cryptococcus gattii (PQRB) NCBI Genome

MGSEHPQGTQEPQDQSPWRRRMSQPLSIPTFRPNIPNIPHLRAALLGYLGELETALRRKLGDDLSEIGGALHGGGNGRGRTRWRSVSLSPSMSAEDWTTSTESNDEDSYHGYSSALAGPSSTSEVRQRNATTNASSNGSPNVNTKAHKDATTDASSTQDSYVNLLNHLSALREEASNYLPSLSAHMPLSIPNREWLRSLPSRLSIVDPGLLSPLDKAKIKDELAAVIDFESGAVEGARKRVVDMVHALLPSEDWAGWEKLGWEEQEDGDGWRPREYGHRRARSASLGRSGKGKRKQDNDSDYSEMEMIEDEEPEYLFPNRTPASTRALARRRAVRSKSVGAASLPSVKRAKMERSQSYAFGSLVDSTQGKAVSEPVKMGIGVRSDREDGDEGRDEDGDVEYEVTEEVGKDEEEFISTPYLAADLKSGLIAVGTTTDPSVADALRRSEDGKKLITYDELPAIWRNNEHIRTGYRFIPLHLKTGPVPLIKSAFAMHNETVNIHSHLIPTLFIFACIPFIIYNTPLPEAHPLDTAVVVAYLVAAISCLSSSAGWHVLSGCASRKWFEWGACVDYIGISWLIAASFGTVVYNGFYCKPKLTLFYCTTNMLCGALGSYLPFQRWFNERRNKHLRISFFLFLCFAMFAPMVHMFGQYGWHKASAFVAPFMVSVAAYVVGLLFYAFHFPECKWPGKFDTWGSSHQIWHLGIVVAIVLHYRAIFVAHNVKHEYSCAVPGQEISVAMVLERMIGWR*
Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Gloeophyllales; Gloeophyllaceae; Gloeophyllum; Gleophyllum trabeum
> Gleophyllum trabeum (PQRA) NCBI Genome
MLRPQKVTAREARDAAQAHRRNQTPESRTVTWRAIEPWQRDNDYILAGYRRAQRSFRGCLASVFGYLHNETVNIHSHLWGALLFAYLLCTYPRTYLAAHATTTWADYVVAAIFLSSAVFCLASSAGMHTFSCHSEPVCARCHALDYTGIVVLIVGSFFPCVYYGFYCDPFWRALYLTVILVSGLGAAYIVLNPEYARPSHRGARTKVFIALGLSAVLPVTHALASHGFAKLLREMGFGWLVLSGALYIAGALLYANRIPERFEPGRFDYFFASHQIFHVCVVLAALAHYTCVLTAFEHWHSRGGQCV*

> Gleophyllum trabeum (PQRB)  NCBI Genome
LSSTVIPELMEKGKTRIDETEDAVGRAAREIKDAIKRSFDGSKLIQYADLPHQWRNNEFVRGGYRFIPLERWPLIILSLFMLHNETLNIHTHLIPFLVWLPSLLRSLPHLLLSSASTLAHTSSLSNHPTMDAPELAFTAFALFCLFCSAVWHTMSGCAHARGMELCARVDYVGIGWLISASVGTVVYYGFRAHPACSTFFLAFSFVMGVVGSVLPFQAWFNEPAYKNYRIAFF
Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetes incertae sedis; Polyporales; Coriolaceae; Postia; Postia placenta
> Postia placenta (PQRA) JGI Genome

MGPDSPGIPTDRLTLTWLEIPAWQRDNEFILTGYRRCAPTYQSHAWSAPLNVARAVNIQTHLFGAVLFGVLLSTFHQVYLARFDSTTWADYAVFTIFLSAAVFCLLTSSFYHTFSVHSREVALRCNAVDYAGIIVLTVGSTFPCIYYEFFCDTLLQTTYLAVMVLVGTGAAYIVLDPEYCKPTHRGARTTVFIVLGLSGIVPITHGLLTHGFAKLLTEMGFGWLVVAGALYICGALLYANRVPERFAPGAFDRLGASHQIFHVCVVLAALATYACVLTAFGHWHGRRGVCPA*

> Postia placenta (PQRB) NCBI:XP_002476048

MATLTETITLRHRRTPGARRFSTNQAGTYVARSLCQSLPHSLEALDLSGSTISPALAEVCSHLPELTLDSVRSHMSEVSPLEGMRAHLSDMPDAVRSRLPELDLWDMRARLDDMCSRISDLGLTRPLHYIQSLSDNLQSLRAHLSSLELPQSLNLAALSPNASSAFNDLYDKVVSSELYAEISSDIREGEKAALEITRAVKQSVNGSRLILYVDLPQQWRNNPFVKHGYRFIPLQEWPRLILSLFALHNETLNIHTHLIPFFAWLLTIFPSSAGQSDMPLLTFTAFALLCLFTSALWHTMAGCAHPTGMELCARIDYVGIGWLISASIGTVVHYGYQCNPMACKFFLSLCFIMGLSGSILPFTDWFNRYEYRRYRIAFFVALALTSIAPLAHLAKLHSAMQMFSFMRPIVPSLVSYVAGLVFYATHFPECYLSSRWAHSHLLDRFGGGSHAIWHVFIVIAISQHKAAMSELKRGIGEACW*

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetes incertae sedis; Polyporales; Coriolaceae; Gelatoporia; Ceriporiopsis; Ceriporiopsis subvermispora B
> Ceriporiopsis subvermispora B (PQRA) JGI Genome
MNLSTDPPANFHDKVLPWMYLKEWQRDNEYILRGYRRVTTRVNIHSHLFGAILFLYLLFTFQQTYFRQYESIIYMDYAVFAIFLCSAVFCLFSSTFFHTFLAHSKEVSALCNAVDYAGILVLIVGSFFPCIYYAFYCEPHLQTLYLLLIVHAGAGAAYIVLDPEYRKPTHRGARTKVFIALGLSAVIPVSHGLITHGYRKLLHEMGFGWLLLSAFLYISGAVLSAMRIPERLYPGKFDYFLASHQIFHIHVVLAALAHYACVLTAFDHWHGKIGTC

> Ceriporiopsis subvermispora B (PQRB) JGI Genome

MASWTQTSTELRRRQTAASRRLSIIVGAASDGCSPLPHSLEALDLPYTSLAPTLASLRHHVLSYLADIETTLAELDSPISSDKLKATGESTVEEARAWAQEGLEMLRSIRQEVYAHLPEIHLDNVSSVEDFVKSHFLEIPLPDVRARLPEMPDAVRSRLPDVRSRLGDMRTRISELGSHRPLRYIPTLTERLHSLQTHLSSVDIPHALSNTTLSPNATVAALLDRVRSSALVSEISSEIRHGEDKLEEAALEIARAVKRSLYGSQLIQYVDLPEKWRNNPFVTGGYRFIPLDQWPRLILSLFALHNETLNIHTHLIPFLTLAFTLLPLSSILPSVLVFVQPVQDTPVLAFTAFAMLCLFSSSLWHTMAGCAHPQGMDLCARVDYVGIGWLIAASVGTIVYYGFQCDSIASKIFLGFCFAMGVSGSILPFTNWFNEKEYRTYRISFFVALAMTAIAPLAYLAYLHSASAMLQFIRPVVPSLLSYILGLSFYATHFPECYIAHRWPNARWLDWLGGGSHAIWHVCIVCAIVQHRAAMAVLKHGIEGVCV*

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetes incertae sedis; Polyporales; Coriolaceae; Fomitopsis
> Fomitopsis pinicola (PQRA) JGI Genome

TLTWNEIPAWQRDNEYILSGYRRAQYSWRGCAHSVFGYLHNETVNIQTHLLGALLFVGLLGTFYHTSLAPYETAAWQDLVVFMIVLSAAVFCLLASSWYHTFSVHSEQVAIRCHAFDYAGIVVLTVGSFFPCIYYEFYCDTHLQILYLSLIVLVGLGAAYIVLDPEYSQPTHRGARTKVFIALGLSAIFPVVHGLLTHGLRKLLYEMGFGWLVASGALYISGALLYANRIPERLSPGKFDYFFASHQIFHVCVVLAALSHYMCVLTAFEHWHAQAEPHCSL*

> Fomitopsis pinicola (PQRB) JGI Genome

MTVDEARAWARDGLALLRSIRNDVYSHLPDLTFDNVRTHMPDVPGLDEMYARMPDMPDVRSHLPDLDLSDLHARLDDIRARVSDIDFHRPFDYVNTLNDRLQSLQTHLSSIEIPHRLDLSLLSTTSALSEMYDKVASSPFVAELSSDLREGERIACEVACAVKQSLNGSRLIQYADLPQQWRNNPFVKHGYRFIPLSEWPRLLLSLFALHNETLNIHTHLIPFVAWLVALFPFSPLSSTVPEPDAPMLAFTAFALLCLFTSALWHTMAGCAHPKGMELCARIDYVGIGWLISASVGTIVHYGFQCDSWAHDGFLSLCLVMGIAGSILPFMDWFNEYEYRNYRIAFFLTLAFSSVAPLATLAYVHTAPAMFAFIRPVVPSLLSYVAGLVFYATHFPECYLASRWAHSHVLDRVGGGSHAIWHVFIVLAISLHKAAMAHLKGGIGGELCY*

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetes incertae sedis; Polyporales; Coriolaceae; Trametes
> Trametes versicolor (PQRA) JGI Genome

MPGKPPRQRKTRQDDLTNDIQDPNAHSSLYVKDATHTSTLGKTRSKTLTWLEIPEWQRDNEYILTGYRRATASWRACAASVFGYLHNETVNIHSHLAGAVIFAVLLVSFPTVYFAHYESTTWEDMAVFMIFLCAAIFCLFSSAFYHTFSAHSEAVAGRCNGLDYAGIVVLTVGSFYPCIYYGFFCDRHYKTFYLSGITIAGLGAAYIVLNPEYRKPTHRGARTKVFIFLGLSGVIPTLHGLVTHGYYTLCYEMGFGWLLASGAMYIVGALLYANRIPERLSPGTFDYFLASHQIFHFFVLAAALAHYAGVLTAFDHWHRRVSGCPAR*

> Trametes versicolor (PQRB) JGI Genome

MATTTTTAATATATTSATTSAVRAHPTDAHVRRPARRRLSTFHAGRYALPHPCHQLPPSVEALDLSLTSLTPTLASLRLHVLTYLADLETRLSLLESPISSESIKAKGELTMDEARAWAQDGLEMLRTIREDVCAHLPDFTLDNVPSMEDFVKTHMPDVPTLPDMTDMRSHLPDMPDVVRSHFPDFDLSDVRSRIDDVRTRFSDIDFPRPLDYVPTLSNSLQSLQAHLSSMDLTQSLYISTYAPSASLSTLLDRVLSSHFVSEISSDLKSGEETLEKAALEITRAMKRSLNGSRLIQYVDLPEKWRNNPFVKGGYRFIPLHEWPRIVLSLFALHNETLNIHTHLIPFLLWTFALFRLSPFFSALEADEPAEVIFTAFALVCLFTSALWHTMAGCAHPHGMELCARVDYVGIGWLISASVGTVVYYGFQCHELTRNAFLLLCLGIGLSGSILPFTSWFNKREYRHWRIAFFVSLALSGIAPLAELSRAHGPRAMGAFISPIVPSFVAYLVGLAFYATHFPECVLAPRWPRARVLDWLGGGSHAIWHVCIVAAISLHRSGMEQMQRGIEAACAVVV*

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetes incertae sedis; Polyporales; Coriolaceae; Wolfporia; Wolfporia cocos
> Wolfporia cocos (PQRA) JGI Genome

MSKSVDGELSLRARHDKELDTADPRAAPPASAPVAHDRKTLTWLEIPAWQRDNEYILTGYRRIQYSWRGCAHSVFGYLHNESVNIQTHLFGAVLFAGLLATFGRAHLAPYASVSWADYAVFAVFLAAAVFCLLASAFYHTFTVHSREVSLRCNAVDYAGIVVLTVGSFFPCIYYEFYCSPRLQTAYLLLIVLVGAGAAYVVLDPAYATPSHRGARTRVFVALGTSAVVPVAHGLAAHGPRTLWTEMGFGWLFASGALYIAGAVLYANRVPERFSPGTFDRFGASHQVFHVCVVLAALAHYVCVLTAFGHWHRGGARCVA*

> Wolfporia cocos (PQRB) JGI Genome

MNSVADTNELRRRRAPNARRFSTTQTSRSLCQSLPHSLEALDLSHAALTPAIASMRLHLLDLLTDLETRLSVFEYPVSPELLKSRGGSTMDDARVRAKDVLAMLRSIRNDVLSHFPDFSVRSHMPDVDGMRAHLPEARVPNAVRSRLPDLDLSEMRARLDDARARLSDVPQHYINTLADHLQSLQAHLSALELPHSLSLSSLGPYGKVLSDGEDRIEKAAMQVARAIQQSLNGSRLIHYVDLPDQWRNNPFVKHGYRFIPLQEWPRLILSLFALHNETLNIHTHLIPFLAWLLTLFPFSPISSAAVYADPPVLAFTAFALVCLFTSALWHTMAGCAHQRGMELCARIDYVGIGWLISASVGTVVHYGYQCNPTTRSVFLTLCLIMGISGSVLPFTEWFNRYEYRKYRITFFVALAFTSVAPLAHLSYLHSTAQMFAFIRPVVPSLVSYTAGLTFYATHFPECYFSSRWAHWHMLDRFGGGSHAIWHVFIVLAISQHKAAMAVLKGGVGEACW*

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetes incertae sedis; Polyporales; Phanerochaetaceae; Phlebiopsis; Phlebiopsis gigantea
> Phlebiopsis gigantea (PQRA) JGI Genome

MSVNLRRRTETSGPAEANVGDRTLEDFQSRIHSDPNDRFDAPPKRYSRTDSPTVTWNEIPPWQQDNEYVLTGYRRIQYSWRGCAVSVFGYLHNETVNIHSHLFGGVIFCWFLATFRQAYLVKYETASWVDTAVFAIFLASAITCLFCSASYHTFGVHSKGVAERCNALDYAGIVILTVGSFFPCIYYEFYCEKNFQMLYLSVMSLAGIVAAYIVLNPEYRKPTHRGARTKVFIALGLCGVVPVTQGLLTHGFSKLCYEMGFAWLIASALLYISGALLYANRIPERFAPGSFDYFFASHQIFHVHVLLAALAHLKCILTAFTYWHGEDPLCTA*

> Phlebiopsis gigantea (PQRA6) JGI Genome

MPPPRLRQRPTTDAVPLLKPETLDQQHARNRTICFDELPAWRQDNPAVVTGYREGVENWQACLSTIWWWHNETVNIWTHLLGGLASMSLAVYIIYKAIADHNPDLAQTVSWSTPFTGVLTSVNWQDGVAFGVFFFGCIVCFFCSTVFHTSLCHREDVVRWTSRMDFLGILTLGTFNFFPTFHYGFYCDPVFRTIYPSLMAVSGFGIYLVCAPTYSSPSYRRMRAVTFVSLGLVAVFPFAHAMVRYGLHEARQNMALGWIAIEIIAYLTGVLLYAERCPECIFPGRFDLVGASHQLFHICSLLAVTFHYIATVKAFQYRHIVHAGTCTA*

> Phlebiopsis gigantea (PQRB) JGI Genome

RRTRRRVSTSHAGKQRGRLQCKPLPSSVDALDLSLSSPLPVLASIRLQVLSYLADLESRLTLLESPISSDSLKSPTVEEARIWATTTLEMLNQIRADVCSHLPETPSVEDFLKSHIPDVPCLDDVCAHLPAVPDAVRTRLTDITIADISSRLDDVRASFPDLHFRRPLEYIPTLSEHLQSLQSHLSSVDLPQSFCDSIAYFRPHASLSELLEKVLSSDLVAGMSSDIRGGEDMLEKAAVEVARAVRRSLNGSQLIHYMDLPEKWRNNRFVARGYRFIPLQRWPLIIMSLFALHNETVNIHTHLIPFLLWSLNFVPLSLVPSSSPVRPDTPELAFTAFALLCLFTSALWHTMAGCAHPKGMELCARVDYVGIGWLISASVGTVVYYGFQGHETARNAFLLLCLVMGVLGSVFPFMEWFNDIKYRNYRISFFLALAFSSLAPLAHLAYLFSTSEMLSFMQPVVPSLLAYIAGLVFYATHFPECMLARPGEKHWLDWLGGGSHAIWHVCIVCAISLHRSAMEPMRKGI

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetes incertae sedis; Polyporales; Polyporaceae; Dichomitus; Dichomitus squalens
> Dichomitus squalens (PQRA) JGI Genome

MHKFKDTMRARTGVLTNSPVPVNSIEDPNFADGRGPTAIAVTEAGGGEQSDSSEARTKRQVGGHDPRKTLTWLEIPEWQRDNEYILTGYRRATGSWRACAASVFGYLHNETVNIHSHLGGAVLFAVFLFTFPSVFLVHYESTSWADRAVFVIFLSAAVFCLFSSAFYHTFSAHSQGVAARCNALDYAGIVVLTVGSFFPSIYYSFYCEPHLQTFYLTCICAVGLGAAYIVLNPEYRQPTHRGARTKVFIFLGLSGVVPTLHGLVTHGFYTLCYEMGAAWLLLSAACYIGGALLYANRIPERFSPGTFDYFLSSHQIFHFFVLAAALAHYASILTAYDHWHRRLGGCPAHVQY*

> Dichomitus squalens (PQRB) JGI Genome

MATATAVEEHSPDARLRRPAQAPRRRLSTFQAGRYALPQPCHQLPYSVEALDLSLNSLPPTLASLRLHVLSYLADLESRLSLLESPISTEAIMAKGELTMEEARTWAKDGLEMLRSIREDVLSHLPDIFSLDSVPTVEDVEEFVNAHLPEVPTLPEMRSHLPDVPDVVRSHLPDFKLSDVRSRLDDVRSRISDLDFNKPLNYVPTLSNRLQSLQEHLSAMERSSSLYLSTLAPSATLCTLLDKVLSSHFVADISSDLRSGEETLEKAALEIGRAMKRSLNGSRLIQYVDLPEQWRNNPFVKGGYRFIPLHDWPRLVLSLFALHNETLNIHTHLIPFLLWSFALFRFSPSYDTSDYQEPAKIAFTVFALLCLFTSALWHTMAGCAHPEGMEFCARVDYVGIGWLISASVGTLVYYGFQCRPAERDVFLLLCLAVGLSGSIVPFTQWFNQREYKNARIAFFLCMAFSSIAPLVELSRLHSPWEMYTFISPIVPSLVSYVVGLVFYATHFPECVVAPRWPSLCRWLDWLGGGSHAIWHVFIVLAISLHKRGMEVMKGGIGDACTV*

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetes incertae sedis; Polyporales; Ganodermataceae; Ganoderma; Ganoderma sp. 10597 SS1
> Ganoderma sp. 10597 SS1 (PQRA) JGI Genome

MREDTLHVRPTAAVHTNTPVNANGVDAKSPNAIIDGDPTTVTVAVTLVDGGKARKASKTLTWLEIPDWQRDNEYILTGYRRATASWRACAASVFGYLHNETVNIHSHLGGAVLFVALLFTFPSVYFVHYESTTWADMAVFSIFLCAAIFCLFSSAFYHTFSAHSPGVAARCNALDYTGIVVLTVGSFFPCIYYGFFCDPHLQTFYLTCICVAGIGAAYIVLNPEYRKPTHRGARTKVFILLGLCGVGPTLHGLVTHGFYTLCVEMGFAWLLVSAVCYITGALLYANRIPERFSPGTFDYFFASHQIFHCFVVAAALAHYASVLTAFGHWHRRLGECPASA*

> Ganoderma sp. 10597 SS1 (PQRB) JGI Genome

MATLTTSAVEEHSSDARLRRPAHPSRRRRSTFQAGRYALPQPCHHLPHSVEALDLSLTSLPPTLATLRLHVLSYLADLETRLSLFESPISTDAIMAKGELTMEEAAAWARDGLEMLRSIREDVVSHLPDIFSLDGVPSVEDVEQFVNTHMPDVTLPEMRSHLPDMPDVVLSHLPDFNLSDVRSRLDDVRSRISDLDFNRPLNYVPTLSNRLQSLQAHLSTMELPSSMYLSSFAPSATLSALLDKVLSSHLVADISSDLQRGEESLEQAALEIARAMKRSLNGSRLIQYVDLPQKWRNNRFVGGGYRFIPLHDWPRLILSMFALHNETLNIHTHLIPFLLWSFAFFRFSPSYDASGLQEPVKATFTAFALLCLFSSALWHTMSGCAHPKGMEFCARVDYVGIGWLISASVGTVVYYGFQCRPVERDAFLLLCFLVGVSGSIVPFTNWFNQREYKNARIAFFLSLAASSVAPLVHLARLHSAEAMYGFIAPIVPSLASYVVGLAFYATHFPECVLARRGGARWLDYVGGGSHAIWHVFIVLAIRLHRDGMEDMRAGVIGETCLVALESFGSVPASA*

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetes incertae sedis; Hymenochaetales; Hymenochaetaceae; Fomitiporia; Fomitiporia mediterranea
> Fomitiporia mediterranea (PQRA) JGI Genome

MDLRHRNISQKLSHVIEEVKTAEHEAIELVKTLTWHQLEEWQKDNEYIIRGYRRAQNNWKGCFHSIFGYLHNETVNIHSHLFGAILFLILFFTNQLYVVARYPTATWVDSTMFSIYILSAVFCLTSSSFYHMAGCHSESVASRCHAFDYSGIITLIVGSFYPGVYYGFFCHPAIRAFYLGSFLLAGLGAAYIVLNPEYAKPTHRGARTTVFIALGLSSAVPVIHALFIYSLHTIQVEMGFQYMVLSGVLYIIGALLYANRIPERLSPGTFDYFFSSHQIFHVMVVLAALTHYNAILTNIEYWHGQRAGVCLA*

> Fomitiporia mediterranea (PQRB) JGI Genome

MSNTTVSEVVHVQTEAHVLHRRVEVTKHRQSTQQRPRSASTSCNPLSSSLTTSSLSMASHAPVLASVRVLVLSHLAELERRLVSITLSLEDSENETLDNSGEQLVTGETHSWAHDTLEMLRRIRSDVSSHLPDLPFDVPALEELLHTHFHDLSYQVLLDDIRAHLPDLPRPHMPDFTLSDVQTKLHDVRAHLYEMSLDMSQPMSYLPVLSQHLNSLQAHLAAVSARSDYVLPSLPPTSTLSELLDRVLSSDMVPAVLHRVDGHDSPFERVAREYSEALKKSYNGARLVSYVDLPKEWRNNPWVDSGYRFIPLHKWPIILLSLFALHNETLNIHTHMIPLLHTALHFIPSLNYASVPLDRPEKFYTGFAMLCLLLSVVWHTMSGCAHRVGMELCARVDYVGIGWLISASVGTVVYYGFSCHSEIVMAYLSLCLVTGILGSVFPFMAWFNDRKYKPVRVVFFLGMAFTALAPMAHLTYMYSFSSMVSFIRPIAPSFLSYIIGLVFYVTHVPERFVYSKGIAHWTDWLGGGSHAIWHAFIVLAIYQHRWGMVEMRAGVDGEGCVV*

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetes incertae sedis; Corticiales; Punctulariaceae; Punctularia; Punctularia strigosozonata
> Punctularia strigozonata (PQRA1A) JGI Genome

MSELRRRNRDHSLGLEDIGADAASPPTNSVNGISAEGLVGAIQDLSERVSHTLTWHELEEWQKDNEYITAGYRRARNSLRECLRSVYAYLHNETVNIHSHLWGAVLFVLILFTFNSNHISRYELSAGWLDLGVFTVFLSSAVFCLSASAFYHMVGSHSDDFSTRCRAFDYTGIIVLTVGSFWPAMYYAFFCAPHLRTFYLTVITACGLGAAFFVLNPEYGKPTHRGARTKASVFIGLGLSGVVPSAHALAIHGAHDLWHNLGFSYLIASGALYIFGALLYANRIPERFAPGRFDYFFASHQLFHLCVVLAALAHYGGVLKAFDYWHGRNTLQPCLSS*

> Punctularia strigozonata (PQRA1B) JGI Genome

GSVLFLYFLTIFRDIHLADCQARNSVASTSVPVAVVAFLCSASACFVLSSLYHVFECHSIHLLDYTGIIGLIVASSYPWNYYYWFCEPRYQLFYLSSVTVVGVGAAAAIASPRYSRPEHASARVLLFTSLMVINVTALVHAAIRDGFQKLCETMGVRYILCSWAFYLLGGVLYAKRFPESKAPGRFDIFGASHPLLHICVIIGAVLHYVTVLRIFHHWHPAVGLANGT*

> Punctularia strigozonata (PQRB) JGI Genome

MPTTSSTTTTTTTAVEATRTVPMRRNRRRLSSYRSNPQRQMLCHTLPKSLDALDLSSSGVPRPTLASLRVHVLAYLADLETRLSLLESPQFSPASLGLGSGFDSYIESAESKVHEKVEEVRQWARAGLESIAKIRSDVCSYLPDFPDLEESMVNVKSRLPGVSPLGSLSLEEMRSRLPELPSVEDVRSRLPEIPQLPDIQLPELSMPQMPELEFDLSTLRPRLESLSSHIDSLQTHLSSAALYLPHLPHVYSLNMSIAPSTMLSDLLDKVLMSDHLYKMLPKEDEKEESMLEKAAREVAAAVKSSMHGAKLIRYSDLPNKWRNNPFVTRGYRFIPLDQWHRIIISLGQIHNETLNIHTHFLPFVFWLLPLLPFTPTIASQLPSSIASLLPSSLHSASMVPTTAADLDLPELIFVIFALLCLFASAVWHTMAGCAHPRGMEICARLDYVGIGWLISASVASVMYYAFQAHPAARDIYLGLSFFTAIAGTVLPFMDWFNQRQYKKYRIMFFLALGFTALAPLTHLSLLFSPYRTLVFIAPVLRSVSSYLAGLVFYATHFPECMLSKHPRWRWLDWLGGGSHAIWHAFIVLAIAQHRAAIAGLKSGI*

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetes incertae sedis; Corticiales; Corticiaceae; Phanerochaete; Phanerochaete chrysosporium
> Phanerochaete chrysosporium (PQRA) JGI Genome

MRQRKPSSVEEDVSSKILHVLEDFQSHIHADPSDKSDAPPERDPSKITGLTLTWHEIPAWQKDNEYILTGYRRWPSTFVLLLTSMFYLHNETVNIHSHLFGGLLFCWLLLTHYQSYHSQYDTTTWSDAVVFAIFLASAILCLFCSASYHTFGVHSRGVAERCNALDYAGIVILTVGSFFPCIYYGFYCKRHFQVLYLTLISGAGIIAAYIVLNPEYRKPTHRGARTKVFIGLGLCGVVPVTQGLITHGFTKLCYEMGFGWLLTSAGLYISGALLYANRIPERFAPGRFDYFFASHQIFHVHVLLAALAHRRCVLTAFNYWHSMDPLCAAQT*

> Phanerochaete chrysosporium (PQRB) JGI Genome

MLEKAATEIARAVRRSLNGSRLIHYVDLPEKWRNNRFVARGYRFIPLQQWPLIIMSVFALHNETVNIHTHLIPFLLWSLDLIPLNPFAADANLQSELPELAFTAFALLCLFTSALWHTMSGCAHPKGMELCARVDYVGIGWLISASVGTVVWYGFQGHEAARNNFLVVCLVMGFLGSVFPFMDWFNDIRYRVCRILFFLALAFSSIAPLAHLSYLYSTWQMFAFGPLVPSLLAYIAGLVFYATHFPECVLARPGETHWLDWLGGGSHAIWHVCIVCAISLHRYAMDSMKTGVAAA*

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetes incertae sedis; Corticiales; Corticiaceae; Phanerochaete; Phanerochaete carnosa
> Phanerochaete carnosa (PQRA) JGI Genome

MSEQIRQRTAAAVGDGRDVPGNVLEDFQSRIHADPNDKSEDPPERDPAHTDTVTLTWHEIPAWQKDNEYILTGYRRTQHSFRGCAISVFAYVHNETVNIHSHLFGGLLFCWLLGTYRQTYLSQYDTTTWVDAAVFAIFLASAVLCLFGSASYHTFGVHSRGVAERCNSLDYAGIVVLIVGSSLPCIYYNFFCEWHFQILYLLLISSAGLAAAYIVLNPEYRKPTHRGARTKVFIGLGLCGIVPVTQGMVTHGFMKLCHEMGFGWLFASGVLYINGALLYANRVPERFAPGRFDYFFSSHQIFHVHVVLAALATHQCILTAFDYRHGVKPFCAA*

> Phanerochaete carnosa (PQRA6) JGI Genome

MPRTNSTKLRERKRMACDELSPQKLKVLCLDGHKGAKKTRTISFDELAAWRQENPAVLTGYRISVDSWAECLATVWWWHNETVNIWTHLLGALASISLAGYLTYWTMMDSAGLETEPFYHLAPLNNEIKSLEWRDTAVFAVFFLGSAVCFTCSTAFHTSLCHREEIVRYTNKLDYLGILTLGTLNFFPTFYYGFYCDMYPGYLYMALMAVSGCVGIFLVCAPAYDRPEYRRTRAVTFVTLGLVAVLPFVHVVARYGLAKASRSMSLGWIALEIVAYLCGVVLYLLVKSACSAGRFPESVFPGRFDLVGSSHQLFHICSVLAVSFHYIATVEAFHYRHVALVGACPN*

> Phanerochaete carnosa (PQRB) JGI Genome

MATIVEAATVFQTPVPPQPRPARPRLSTSYADKQHDRSLCQPLSPSMNALDLSFGSPLPVLATLRLHVLSYLADLEAHLALLESPISAESLKTRSESTVEEARTWVATALEMLSNIRTDVCSHLPEFYVETPTVEGFVKSHIPDMSGMRSRLEDVRTSFTDIDFHSPLEYIPTLSENLHSLQSHLSSVDLPQSLCDSVSYLKPHATLSELLDKVMASEFVSRVSSDIRGGEDALEKAAIDVTRAMRRSLNGSRLIHYVDLPERWRNNRFVTRGYRFIPLQQWPLIIMSVFALHNETVNIHTHLIPFSLWSLNLIPLNPFAADVKLESELPELAFTAFALLCLFTSTIWHTMAGCAHPKGMELCARVDYVGIGWLISATVGTIVYYGFQGHDDARNNFLVLCFINGFLGSVFPFMDWFNDLKYRNYRILFFLTLAFSVLAPLTHLSYLYSTWQMLAFIRPLVPSLLAYIAGFVFYATHFPECVLARPGETHWLDWLGGGSHAIWHVCIVLAIALHRHAMDSMKAGVSAV*

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetes incertae sedis; Corticiales; Corticiaceae; Phelbia; Phelbia brevispora
> Phelbia brevispora (PQRA) JGI Genome

MGDSFRLRSTPQTPDQSHGPGILHALEEFESHIHSDLDERPDRPPIIDPNSPQSKGRRTLTWKEIPSWQQDNEFILTGYRRIQYNWRGCAASIFGYLHNETVNIHSHLAGALLFCWILATFREQYFAHYVSTNWIDTTVFTIFLISAVLCLSFSAFYHTCAVHSKEVASRCNALDYAGIVVLIVGSFFPCIYYGFFCEAHIQFIYLSAISIAGLGAAYIVLNPEYRKPSHRGARTKVFIALGLCGIVPVLHGLITHGFHKLCVEMGFGWLVTSGILYINGALLYANRIPERFAPGVFDYFAASHQIFHLHVVLAALAHYWCIITAFDHWHSHDPLCTL*

> Phlebia brevispora (PQRB) JGI Genome

MTSTMLSSSVSSLHSRDKARRRLTTSFAGKHHTHSRCQPLPSSIEALDLSLSSPSPAQVLATIRHHVLSYLADLETSLSVESPLNIDIPTESLKTKDEPVVEEARNWSQTALDMLSRIRSDVMSHLPELHLETVPSVEEFVKSHMPDVARLDTVRARLPAMPEAVRSRLSDFDLTMSDMRSRFQDVRASFADISIDFHRTLEYIPTLSEHLQSLQTFLALNLPTTVGPDVLTPSATLSALLDRVLNSEFFLAMSDTSPDIRGGEDMLEKAAFDVARAVRHSLHGARLIKYADLPERWRNNHFVSGGYRFIPLSRWPLLLASLFALHNETLNIHTHLIPFVLWSLNLISVSFFPTISFFPYLSFFSLSATNAVDLPSHTYNAIALLCLFFSAVWHTMSGCAHEGGMELCARVDYVGISWLINASIGSIVFYSFNDVNDSARNYYVTVCVVMAVLGSFFPFMHWFNDRRYRRWRIAFYLLLVFTSAAPLAHLAYLFSVSTMYNFISPVLSSLFAYSAGLVFYATHFPECILSQPGRTHWIDWLGGGSHAIWHVCIVGGIILHKRALEKMQGGIMAHIERML*

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetidae; Agaricales; Agaricaceae; Agaricus; Agaricus bisporus var. bisporus
> Agaricus bisporus var. bisporus (PQRA) JGI Genome

MSDADSYSIRYRNSPDGSKSASALVNSDERVRSSLPCLITWNELEEWQKDNEYIVGGYRRVRHNWMACIESVYAYLHNETINIHSHLWAAILVAYLCTTFYGNHIKPFAPVSTWVDSAVFLTFLISAIACLSLSASFHAFGCHSEKVASRCHAYDYSGIIILIVGSFVPAIYYGFFCDNFHKYLYLTIIFLGGLGAAYIVLSPEYSKPTHRGARTAVFIALGVSAVVPVSHLIASLGLHELVINMGLGWLLVMGALYIIGALLYANRIPERFAPGRFDYFFASHQIFHVCVVLAILAHYRCVIIVSAYRFSASGACGT*
> Agaricus bisporus var. bisporus (PQRB) JGI Genome
MSVTMASASCTATPMSPPSLFLRPAKTSSLSPSPLLLCKPFPGSANALDLSRASPAQILISLRFLVLSHLAELERRLSDFESPDLEAWKTKGEIKIDEARQWAKTAMEMLDGIRTDVRSQLPDVQFSDPASVDSFLRAYLPELPEMTLLSDVRSHLRDISGVRSHLPDIQDVRAHLPDFSDMRSKLDDVKSRFNDIDTSDLRSFVPVLITHMKRLHSHLSTLEVGIGGPSPFVQGSLLREFLDALSSTDLAVQVTEDEAKLVGEINEKVTRDVVAAVNNSLEGTRLITYDDLPQPWKNNPYVKQGYRFIPLERWSLIIKSIIELHNETLNIHTHLIPFVLYSITLLSTIWNPTRFEPAEVFFMSFACVCLLNSTIWHVMAGCAHHQSMETCARIDYVGIGWLISASVATVANYGYQCHPQVGHAFIGICLAMGVLGNILPFMEWFNQYEYRYHRMAFFLALAFSGLAPLAGIAILHSHEEMMAFAAPLFPSFASYLLGFAFYATRWPESHLPPKVQHYLDHYGGGSHAIWHCFIVLAITQHQQGMQFMRNGIQCLADYTSL*

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetidae; Agaricales; Agaricaceae; Agaricus; Agaricus bisporus var. burnettii
> Agaricus bisporus var. burnettii (PQRA) JGI Genome

MSDADSYSIRYRNSPDGSKSASALVNSDERVRSSPPCLITWNELEEWQKDNEYIVGGYRRVRHNWMACIESVYAYLHNETINIHSHLWAAILVAYLCTTFYGNHIKPFAPVSTWVDSAVFLTFLISAIACLSLSASFHAFGCHSEKVASRCHAYDYSGIIILIVGSFVPAIYYGFFCDNFHKYLYLTIIFLGGLGAAYIVLSPEYSKPTHRGARTAVFIALGVSAVVPVSHLIASLGLHELVINMGLGWLLVMGALYIIGALLYANRIPERFAPGRFDYFFASHQIFHVCVVLAILAHYRCVIIVSAYRFSASGACGT*

> Agaricus bisporus var. burnettii (PQRB) JGI Genome

MSVTMASASCTATPMSPPTLFLRPAKSSSLSPSPLLLCKPFPGSANALDLSRASPAQILISLRFLVLSHLAELERRLSDFESPDLEAWKTKGEIKIDEARQWAKTAMEMLDGIRTDVRSQLPDVQFSDPASVDSFLRAYLPELPEMTLLSDVRSHLRDISGVRSHLPDIQDVRAHLPDFSDMRSKLDDVKSRFNDIDTSDLKSFVPVLITHMKRLHSHLSTLEVGIGGPSPFVQGSLLREFLDALSSTDLAVQVTEDEAKLVGEINEKVTRDVVAAVNNSLEGTRLITYDDLPQPWKNNPYVKQGYRFIPLERWSLIIKSIIELHNETLNIHTHLIPFVLYSITLLSTIWNPTRFEPAEVFFMSFACVCLLNSTIWHVMAGCAHHQSMETCARIDYVGIGWLISASVATVANYGYQCHPQVGHAFIGICLAMGVLGNILPFMEWFNQYEYRYHRMAFFLALAFSGLAPLAGIAILHSHEEMMAFAAPLFPSFASYLLGFAFYATRWPESHLPPKVQHYLDHYGGGSHAIWHCFIVLAITQHQQGMQFMRNGIQCLADYTSL*

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetidae; Agaricales; Pleurotaceae; Pleurotus; Pleurotus ostreatus
> Pleurotus ostreatus (PQRA) JGI Genome

MASLRQRAPLASGSTATVTHLRDVAAEVHKLTLEWLEIPEWQRDNEYILTGYRRVQHHWRGCVHSVYAYLHNETVNIHSHLWGAVLFGYLLLTFYPNYVAHQHGASWIDVTVFAIFLVSAVFCLLASATLHAFTCHSPKIALRCHVLDYSGIVVLIVGSFYPCIYYGFFCHRFSQVVYLSGITIIGIGAAYIVLNPKYAQPSHRGARTAVFVALGLSAVIPVSHGLLSHGVNKMMSEMGFGWLVLSGALYLAGALLYANRIPERLSPGKFDYFFASHQIFHCFVVLAALAHYLCVLTAFDHWHSQQLVCST*

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetidae; Agaricales; Tricholomataceae; Laccaria; Laccaria bicolor
> Laccaria bicolor (PQRA) NCBI:XP_001881101

MDPLHQRIPFTKAPSTLERSPLNVPSSNTPLSNTISWHELKDWQRDNEYILTGYRRAQLHWKGCFTSVWAYLHNETINIHSHLWGSALFIYFLTTFYPAYVQHHEEATWKDIAIIVIFLLSAVFCLTASAFYHAASCHSKEVSSRCHALDYSGIVVLIVGSFYPSIYYGFFCDLRLKAFYLTSITFVGVCAAYIVLNPEYAKPSHRGARTAVFIGLGLCAVIPVTHLSLTHGFNELISSMGFGWLLASGALYIGGALLYANRIPEKLAPGSFDYFLASHQIFHVCVVLAAWAHYRGLLTCLHYRMSHASCL*
> Laccaria bicolor (PQRB) NCBI:XP_001877841

MSSSTALPRRTRDLRPRRTARRLSAPTSKRPTSLQLCRALPRSLEALDLSTASPTQTLASLRFLVLTYLADLERRLSQLESPDFGAWKLQGELTIEEAKQWARTALEMLEGIRADVCSHLPEFHLADLSLETFVKSHLPDIPDVPNFTEMRSRLPDMEGVRSHFPDMEDVRFVLPDMADVRSHFPEMPQLPDMDDVLTDMRLKLDDVRTRFQDLHFQQPLRYIPTLSNHLKNLHSHLSSMELPSGGISVGRSAMLSDLLDALLSSEVVADILNSTPEVIHEGEGMLEKAAHEVASAVRRSLDGVRLIKYHDLPHQWKNNPFVTQGYRFIPIERWPLLVMSLFKFHNETLNIHTHLIPFVLWGISLVPLISSATHELDAPEVCFMAFALLCLFFSAIWHTMSGCADSASMEFCARVDYVGIGWLISASIGTVVYYGFQQCYPQVGHAFLCLCFLTGLAGNIFPFMAWFNQHKYRMYRIAFFVSMAFSGIGPMVAFAMLHSRKEMFDFVAPVFPSLLSYVIGLFFYAAHFPERILPDSIRDRLDCIGGGSHAIWHCFIVLAVSQHKFAMQSMKAGVQCPS*
Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetidae; Agaricales; Schizophyllaceae; Schizophyllum; Schizophyllum commune
> Schizophyllum commune (PQRA) JGI Genome
MQRARKTSTSLAASSVNAVKKAVEVSKTIAWAELEEWQKDNEYILAGYRRTQNSWKGTLHSVYAYVHNETVNIHSHLWGAVLFVYLMVTFPSYIRQFPRATWMDVAVACVFLSSAVFCLSASAFYHAASCHSQSVSHRCHALDYSGIVVLTVGSFYPSLYYGFYGDARMQTAYISGITIIGLGAAYVVLNPEYSKPTHRGTRTSVFIALGLCAVVPVCHWFFTHGANTLLLDMGYGWLVASGALYIAGALIYANRIPERYSPGTFDYYLASHQIFHVCVVLAALAHLAGVIKSIEYTHAAPTRNGM*

> Schizophyllum commune (PQRB) JGI Genome
MRMHMKPAATHVLLFSSPMATLTASSKPVPHRALSDTGPRRARPRKRLRRMSTSAVGRSPRVQLRHPLPHSLEALDLSSNSPTQSLASLRVLILTYLADLEARLAEYESPDLIALGGGTFDEMRDWARTALDKLESIRQDVSAALPEFHLPDLPSLDDVRSHLPDSDDLSQRLYSKFDDVRAALQDIDLSQPSSFLPTLPSRIQDLQAHLADIQRRAGIPAPIAVLYDLLDALRSSEVVATLIRMAEEEEERVEDMVDYATREVRKAVTRSLEGMRLIQYSDLPERWRSNPFVTHGYRFIPLERWHLIVLSLFAFHNETLNIHTHLIPFVLWGVNSLPFLKADLPDLPERIFMSFALLCLFSSAVWHTMSGCAHFASMEFCARIDYVGIGWLISASVGTVVYYGFQDPQYHYLRNGFLTLCFCTGLAGNVFPFMNWFNEYKYRGYRILFFLTLAFSSLAPLAMLANLYSFGAMMGFISPIIPSLLSYVAGLVFYATHIPERWMSPKWTQRLDCIGGGSHCIWHLFIVLAVSQHRGAISYLKHGIAGEVQF*

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetidae; Agaricales; Psathyrellaceae; Coprinopsis; Coprinopsis cinerea
> Coprinopsis cinerea (PQRA) NCBI:partial EAU89363.1 and EAU89362.1

MTGALRLRSSKNEASEPHIKAKSGLVQANGSPASNTISWSDLEEWQRDNEYIIHGYRRCVLSLSCPTFDIADLHNETANIHSHLWGAVLFAYLLVSFYPTYVNTHLGATWKDIAVMNIFLFSAIFCLCGSALYHTSGCHSKEVCDRCHALDYSGIVILIVGSFFPSIYYGFYCQPRFQWFYLTAISVMGVGGAFIVLDPEYAKPTHRVARTSVFIALGLCATAPIGHLLVTTHGINELMDDMGFGWLVASGALYIIGAVTAARVPERWSPGTFDYFGASHQLFHFCVVLAALAHFKSVLTGLDYRMLNPTCGI*

> Coprinopsis cinerea (PQRB) NCBI:partial EAU91108.1

MMALEIKRAVQRSLHGVHLISYHDLPHDWKNNPFVVHGYRFIPIERWGLLVRSVFEFHNETVNIHTHLVGITSFFASLPTPPFPLAITPLIEARGATKLLETSKMEDPIEYAFMSFALMCLFASAVWHTMSGCADKRSVEFCARCDYIGIGWLISATVATIVHYGFQDCHPTLSYCFLGLCLLTGVLGNIFPFMKWFNMHEYRLYRVAFFVAMAFSGLAPMALLGFLHSWREMYESLPLGVIFPSLLSYIIGLVFYATHVPERFLPPNIRQKLDVIGGSSHAIWHCFIVLAVSQHKAAIALLKMGVQCRA*

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetidae; Boletales; Coniophorineae; Serpulaceae; Serpula; Serpula lacrymans
> Serpula lacrymans (PQRA) JGI Genome

MSVSDITDDKAIHSTSSFIHRSLGQNALPKQSVTLAWNEIPYWQRDNEYILTGYRRVQNGWIGCLRSVFGYLHNETVNIHSHLGGAVLFVFFLFTFPSSHVVTGASTTWLDTCVFVIFLLSAVFCLTASAIFHTATCHSEKVTARCHAFDYSGIVVLTVGSFVPCLYYGFYCEPFFQVLYILFIAMAGAGAGYIVLNPEYAKPSHRGARTRVFIGLGLSAVVPVSQLLMSHGFFKLVSEMGFGWLLTSGGLYIAGALTYANRIPERLAPGKFDYFLASHQIFHFSVVLAALSHYACILTAFDHWHSGVGSCIP*

> Serpula lacrymans (PQRB) JGI Genome

MSTATDKAPEIRFRHVRRRLSTNDDSAQDIRSPSCRRRNQSLEALDLSTVSAKQTLASLRVVILSYLADLEYRLSQLESPISDIGIAEMFKSKGESKVEEIRVWAKVAIDMLQSIRTDVCWHLPGLHLPDKSVEEFVKSHLPDLPSVSSFNDMRSRLPDMPDVRSHLPALSMPDITSRLDDVRSRFSDLDFQAPLGYIPTLSDRLHSLQAHLSSFEFHSSDLPSFEPNSVLSDLLDSLLSSELLTELSDDVTEAEDMLERAARDITRAVSQSFHGSRLIQYVDLPPQWRNNPFVTGGYRFIPIEKWPLIIMSLFAVHNETLNIYTHLIPFLLWLINLIPLLSSTSLSDPPEVAFLSFALFCLFSSVLWHTMAGCAHPEGMELCARIDYVGIGWLISASVGTVVHYGFQCHPDVGKLFLLCCLTTGITGNAFPFFKWFNDPAYRHWRIAFFLSLAFSAVAPLAALAHLHSAQQMFEFISPVWPSIISYLLGLVFYATHIPERFLSPKHSHWLDFCGGGSHAIWHAFIVLAISQHRAAISAMRPGIGCPAVV*

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetidae; Boletales; Coniophorineae; Coniophoraceae; Coniophora; Coniophora puteana
> Coniophora puteana (PQRA1A) JGI Genome MQRTKAGGTQSRPFSLKVDVPNGFSESPGASPTHDRPRRKVSKTLTWDDIPPWQRDNEHILTGYRHVQNSWRGCIGSVFGYLHNETINIHSHLLGAALFLLILCSFQTIWVAGYASASWVDTSLLATFLLSAIFCLSGSATFHAAIGHSEQVFRQCHALDYSGIVVLIVGSFIPCLYYGFYCEPLAQTFHLGLIFSAGAGAAYTVLNPEYAKPSHRGARTGVFIGLGLTAIVPVTQLVFTRGSVMFSEMGFGWLLLSGALYIFGALIYANRIPERLSPGQFDYFFASHQIFHVCVVLAALAHWVCLISSFQHWHSKPDACLV*

> Coniophora puteana (PQRA1B) JGI Genome MQRTEANGTQRRLFSLKVDVPDGSSNSPSASPMHGRPREKAPKTLTWNEIPLWQRDNEYILTGYRRVQNSWRGCIGSVFGYLHNETINIHSHLLGAALFLLILCSFQTFWVAGHASASATFHTATCHSERVFHQCHALDYSGIVVLIVGSFVPCLYYGFYCEPLAQTFYLGLIFSAGVGAAYIVLNPEYAQPSHRGARTGVFIVLGLTAIVPVTQLLFTHGPVHMFSEMGLGWLLLSGALYIFGALIYANRIPERLSPGRFDHFFASHQIFHVCVVIAALAHWVCLVSAFQHWHSRPDVCLL*

> Coniophora puteana (PQRB) JGI Genome MSTSIKLDSPEHFRARRRRRGFSTNDAARTNVSSLCQRLPHSLEALDLSSASAKETLATLRLLILSYLADVEARLKSIEPPTPGGLSESLKAKGELKAEEARVWVNDTLEMLHSIRSDVHSHLPELHFSDLSVESLKAHLPDVRSHFPAMTFSDIFALLEDARHRFSDLDISTFKSPTSYLPTLSDRLHSLQSHLRSVDLKSGELSINTGHRISEIFDAIMSSELVTELSDDVTEAEGMIERAARDVGLAVKRSLEGAKLITYMDLPPQWRNNPFVTGGYRFIPIERWPLIVLSLFEIHNETLNIHTHLVPLLLWVLNVVPIFNATSVQDIPEVAFISFALLCLSSSVLWHTMAGCAHFRGMELCARIDYVGIGWLISASVGTVVHYGFQCNPDVGRFFLLCCLATGVAGNVCPFFQWFDDPAYKSWRILFFLCMGFTAIGPLAALAYLHSYQEVMAFAAPVRPSIVSYLVGLVFYASHIPERFLSARYAKWLDWCGGGSHAIWHAFVVLAISQHRVAIGAMRSGIQCPA*

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetes incertae sedis; Russulales; Bondarzewiaceae; Heterobasidion; Heterobadision annosum
> Heterobasidion annosum (PQRA) JGI Genome

TITWSDLPGWMKDNEYILRGYRRLVWRACAVSVFGYLHNETVNIHSHLEAALVFIWFLCTFDSAHLSTYQSVSWADYAVFVIFLSSAVFCLFGSALFHMSTAHSEEVSARCHAFDYSGIIVLTVGSFYPCIYYGFYCEVHFQATYLTLITLAGLGAAYIVLNPEYAKPTHRGARTKVFIALGLCSILPVTHAFNSHGFDPLCREMGFRWLLASGALYIGGALLYANRIPERLAPGKFDYFFASHQIFHFCVVLAALAHYACVLTAFEH

> Heterobasidion annosum (PQRB) JGI Genome

MTERELVPRDRREARSGETVNPTDSLQCRHSLPLPHSIEALDLSFTSPAPTFASIRVLVLSYLADLETRLSQIDSPLCDLGFAESLKSKGELTVEDARAWARDGLEMLNKIRIDVCSHLPDINIDSASASVENYVSSHLPEFPDVPSFKHVTSRLPDIPDVRSRLPQLDLYDVRFSLDDVRSRFHDIDLHQPMHYIPTLSSHLQSLHVHLASIQLSSSIALHSFAPNGKLSEFIDKVRSDIRPSVEKAEDKLGRAARDVTMAVKRSVHGARLINYADLPEQWRNNPFVTHGYRFIPINKWPLIIMSIFALHNETLNIHTHLIPFVLWTVNLIPSLRASSISSDAPLLAFTAFALLCLLSSVLWHTMAGCAHHRGMELCAKIDYVGIGWLISASVGSVVYYGFQCHTNPRTLFLSLCFITGLAGSVLPFMDWFNKPKHKKWRIVFFLSLAFTALAPLTHLSVIHSARQVFAFVRPVTPSVLSYIAGLVFYATNFPECALPARWAPRAAWLGGGSHAIWHAFIVLAISQHRAALGLLKYGIGGVEPGAAMCWS*

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetes incertae sedis; Russulales; Meruliaceae; Bjerkandera; Bjerkandera adusta
> Bjerkandera adusta (PQRA1) JGI Genome

MPQNLRTRHSAAAKAPATAADNVLHTLEEFQARLHSDPNDKPDTPPARDPSESRARTLSWDEIPGWQKDNEFILTGYRRIQNSWLGCAASVFGYLHNETVNIHSHLFGALLFCWLLVSLNQTYLASYPTVSWKDAAVFSIFLASAVICMFLSAFYHTCGVHSKGVAARCNALDYTGIVVLTVGSFYPCIYYGFYCAPHFQKFYLTLISSAGIGAAYIVINPEYRKPSHRGARTKVFIALGLCGVVPVTHGLAIHGAWRLCYEMGFGWLLASAMLYISGALLYANRIPERFSPGRFDYFFASHQIFHFHVLWAALAHYRCILIAFDYCHAANPVCAL*

> Bjerkandera adusta (PQRA6) JGI Genome

MTDADTLNLEHHPRKQQRDVQRPTVARHVNELLFFKDIEEWRKDNVGVLTGYRPPTSDWRVCFKSVGQWHNETVNIWTHLAGALCATTVALLLAFSEFYHPGTEFHTVLALLPLFGHFGSADWKDILIVSSFLLGCLVCFTCSVVFHASLCHREEVVLLTGRLDFIGILTLGTLNFFPTFYYGFHCDPVLRTVYMCLMLASGSIGIGLVCAPTYHTPAYRRMRAVTFVSLGLVAVLPFAHALVKYGAHEASKAMSLPWIAAEIAAYLMGVLLYAERCPECVFPGQFDLLGSSHQLFHVCSLLAVGFHYKATAEAFRYFHSVHRGMCV*

> Bjerkandera adusta (PQRB) JGI Genome

MATATETASLIATSLAARRPNRRRLSTSHARHPVRSTCQPLSPSVDALDLSFSSPSPALAQLRLHVLSYLADLEARLSLLESPINAEAIMSKGEETVEEVRAWARDGLEMLERIRADVCSHLPEFSLETPSVEEFVKSHMPDVPGLDDMCAHLPSMPDAVRSRLPDITISDMRSRLDDVRTSFSDIDFHKPLEYVPTLSEHLQSLQSHLASVDLPQNWRDSVAYFTPNATLTEMIDKVMSSEFVDKMSSDIRGGEDMLEKAALEVARAVRRSLNGSRLIHYGDLPEKWRNNQFVARGYRFIPLRQWPLIIMSLFAIHNETVNIHTHLIPFVLWSSNLLPVVPFWAREMAAESGTPELAFTWFALLCLFTSALWHTMSGCANRKGMELCARVDYVGIGWYVLISASVGTVVYYGLQTHQSTRDAFLCLCLVMGISGSILPFMDWFNDRKYRGWRILFFLTLAFSSLAPLATLAYLYSTSHMLAFIGPVVPSLLAYVAGLIFYATHFPECVVARPGETHWLDWLGGGSHAIWHICIVVAISLHRHAMESMKKGIV*

Dikarya; Basidiomycota; Agaricomycotina; Agaricomycetes; Agaricomycetes incertae sedis; Russulales; Stereaceae; Stereum; Stereum hirsutum
> Stereum hirsutum (PQRA) JGI Genome

MTSVRQRITQPVSTPQSDANNAVELYPKSRSNSLTLKWSEIPEWMQDNEYITSGYRRELKTFKACAWSVIGYLHNETVNIHSHLQPALLFIYFLATHHLHLFPDADTTPGYTTAGWTDYAMMTVFLASAVFCLFNSAFYHAVGAHSLAVSTRCHALDYAGIIVLTVGSFYPCIYYAFYCEPVYQVVYLSTITIAGCGAAYIVLNPTYATPSHRGARTGVFIGLGLCSVLPVSHALVAHGFGTLCREMGFGWLVGSGGLYIGGALIYANRIPERLAPGRFDLFFASHQIFHACVVLAALAHYKCVLTAFEHWHAVRGGACKVTS*

> Stereum hirsutum (PQRB) JGI Genome

MASTSTSTTATTSTTTAPTTPTPASIAQTRRKRRQSTYHAARYGPRTSCHQLPLSLEALDLSLSSPTPNLASLRILVLSYLEELETRLAQLESPSCDFDLGIDSLKSKGGLKVEEARAWVRDGLKMLEQIKEDVCSHLPDLPLDSTTVENYVSSHLPELPDVPTLKEVTAHLPELAELRSRIAALDLSDMRTRIESVCSHFPDLDFHHPLHYLPTLSEHLNTLHSHLSSIQLPSSIALPLSVSATVLHDLHDKLRATEFSPLIHGKRSLLERAEDKIAKMARETREALKLSLHGSALITYVDLPEEWRNNPFVTHGYRFIPLNRWPLIIASLFTVHNETLNIHTHLIPFLLWTLTLIIPTSYFSSTIPAFSSLDIDAPLFIFTVFALVCLFSSVVWHTMSGCAHYHGMDLCARIDYVGIGWLISASVGTIVYYGFDCQPYLCNLFLYCCFASGLAGSVLPFMDWFNKPQNKHIRIMFFLSLAFTALAPLGTLSYLHSTSQMLTFIAPVSPSLLSYITGLAFYATNFPERSLPPSWAPHFGTYLGGGSHAVWHLFIVLAISQHRAAMPVMRGMAGMGEVC*

Dikarya; Basidiomycota; Agaricomycotina; Dacrymycetes; Dacrymycetales; Dacrymycetaceae; Dacryopinax; Dacryopinax sp. DJM-731 SS1
> Dacryopinax sp. DJM-731 SSQ (PQRA) JGI Genome

MQDNAYVKSGYRRVTGDVQACIHSVFGYLHNESMNIHTHLWGLFTFIILLLTVYIPLSPHHATVIWIDVVGFVIYLLSAIFCLGCSTTFHTLSCHSKEVSKRCHMLDYIGIVVLTVGSYYPTVYYGFYCDPWPQVGYTIAITIAGGFAMYVVLAPRYASPSYRWARTTVFLVLGLCAVIPVTHALSASGYYRIKYEMGLDWLLASGAMYVIGALIYAGRVPERLAPGKFDIFGTSHQIFHVFVVGAALSQYACVVTALNHRHGVGMGTCPARSS*

> Dacryopinax sp. DJM-731 SSQ (PQRB) JGI Genome

MAASSSAIPELDSPTPSLSSSSSADEGSYSFTAHPPSTMASASAPDPPSLTALLLSLRVMLLSHLADVESRIANFDASSLPKLFGGSPSDILENSPAAEDNIGQDGALRKSRRMSRTASEEISTLLESIRADVARHLPALDIDFELPSLPDFDLPTLPALHLPESLFDTIRAHSPSLPSNFIPSLKHRLQSLASLAATPPQLQTLLSYAEKVPLAMDEFESSSEEELLSKREGRAKGEEGVSATSDEEDVHEQVPLIVGGSKTTRAEVRRALVRSINGDRLIRFEDLPHKWKNNEFIHTGYRFIPFSRWPLLAASLFQWHNETINILSHLLPTVLFPLISLVPIPNLPLPTYFWPSWLEMPDVTIDVLPYWYFWSAAACCLACSVIWHTMAGCSDMHVCEWGARVDYVGIGWLISASITSAIYYGFYCDPHTAAIYAAFSILTGALGTVLPFMHWFNQRKNKKWRIAFFVTCALSALLFFAHLSLEHGIHATGEFYAPIVPSVAAYTFGLCFYAWHFPECAFPGRFDYIGASHQIWHISIVAAIWLHYRAIASWHVGALEYACAAP*

Dikarya; Basidiomycota; Pucciniomycotina; Pucciniomycetes; Pucciniales; Melampsoraceae; Melampsora; Melampsora liricis-populina
> Melampsora liricis-populina (PQRA) JGI Genome

MSATQRKKGTKTLIFDDLPAWRKDNPYVRTGYRPTLGCYLKCIKSVFSYFHNETVNIHSHLWGAVTFFTLVMSLTSPSKFMPWTLPTWIGRSHVDPTSVTWVDTAVFACFYLSGLACLGFSATYHTVSCHSEVVCATLGRLDYMGIVWLIVGSFYPSVYYGFYCYPKITAAYLALITTLGATYTVVTPTYRSKEGRTKRTLIFIALALSAVLPIGHGAIKFGIQHSGSRIGLDWLLLSGVTYIVGALFYAERFPERFNPGKFDLVGSSHQIFHVLILFAAFFHYVSITSGFVR*

> Melampsora liricis-populina (PQRB) JGI Genome

MGASRLLTYHELPEEWKNNRYILSGYRFIPLDRWRELLFSGLQWHNETINIHTHLIGTMSLIYLLCFLWPTTPHTDPLSSSIGDRLISFIFLICAIKCLVCSTAWHLFAGCGTLGPFRRLACVDYVGISGLIAASVASSEYYGFYCRPGLANLYITFTTIMGIIGMILPFQPFFDRPESKYIRIIFFVSMASSALIPQAHMAYLYGLQETVEFYKPAMPSIFSYLAGLFFYATNWPERIKPGWVFDTLFHSHQFWHVAIVAAIWLHWRAIGVFHSIGRTGFSCAATEL*

Dikarya; Basidiomycota; Pucciniomycotina; Pucciniomycetes; Pucciniales; Pucciniaceae; Puccinia; Puccinia graminis
> Puccinia graminis (PQRA) NCBI Genome

KRPTKTLKFAELQAWRQDNPILTGYRPNLPSMVACLKSIFGYFHNETVNIHTHLWGAVLFCLLIFSLSKPSQYIPWGIRSLVDGTSLSSSVTWKDTFVFGTFFLSGMSCLGFSALFHTFSCHSHQVCSTFGRLDYIGIVWLTVGSFYPSIYYGFFCHGKVIATYLIMITTLGATYTVVSPAYRSNSGRRDRTIMVIALGLSGIFPYLFMSSHSAERFPERLIPGKFDLMGSSHQIFHTLILMAAGMHYLSVLKAF*

> Puccinia graminis (PQRB) NCBI Genome

MGTSRLLTYHELPDEWKNNQFIVKGYRFIPLDRWHHLLLSGIQWHNETVNIHTHFFGTLSLFYLLFFLWPTTPHTAPDSSTMTDRVISLIFLVCAIKCLICSTAWHLFSGCGTLGPFRRLACVDVGISGLIAASVMSMEYYGFYCCPGLAGLYMSFTVAMGIIGMILPFQPFFDRPESKGIRIVFFVSMAGSALIPQAHMAYLYGLRETFHFYCPALPSVISYLAGLFFYATNWPERIRPGWVFDTLFHSHQFWHVAIVAAIWLHWRAIGIIHDSGRLGFSCSAQAILPSVISYLAGLFFYATNWPERIRPGWVFDTLFHSHQFWHVAIVAAIWLHWRAI*

Dikarya; Basidiomycota; Pucciniomycotina; Pucciniomycetes; Pucciniales; Pucciniaceae; Puccinia; Puccinia triticina
> Puccinia triticina 1-1 BBBD Race 1 (PQRA) NCBI Genome

KRPTKTLAFAELQAWRQDNPILTGYRPNLPSMAACLKSIFAYFHNETVNIHTHLWGAVAFCLLIFSLSQPSQYIPWGLRGLLDGSKLASSVTWKDTFVFGTFFLTGMSCLGFSALFHTFSCHSHQVCSTFGRLDYIGIVWLTVGSFYPSIYYGFFCHGKVIATYLIMITTLGATYTVVSPNYRSNSGRRDRTIVFVALGLSGIFPVTHGIISHGVGVLHSAERFPERLIPGKFDLMGSSHQIFHTLILIAAGMHYMSVLKAFQL*

> Puccinia triticina 1-1 BBBD Race 1 (PQRB) NCBI Genome

MGASRLLTYHELPDEWKNNQFIVKGYRFIPLDRWHHLLLSGVQWHNETVNIHTHFFGTLSLFYLLFFLWPTTPHTAPDSSTLTDRVISLIFLVCAIKCLICSTAWHLFSGCGTLGPFRRLACVYYGFYCRPELAALYMSFTVAMGIIGMILPFQPFFDRPESKGIRIVFFVSMAGSALIPQAHMAYLYGLRETFNFYCPALPSVFSYLAGLFFYATNWPERIRPGWVFDTLFHSHQFWHVAIVAAIWLHWRAIGIIHDSGRHAFSCALPPPSNPFASFNYPPVSSWPSVLSGWLF

Dikarya; Basidiomycota; Pucciniomycotina; Microbotryomycetes; Sporidiobolales; mitosporic Sporidiobolales; Sporobolomyces; Sporobolomyces roseus
> Sporobolomyces roseus (PQRA) JGI Genome

MGDLVKFKDLEEWQKDNHFIETGYRKLQGSYWKCFKTIPRLHNESINIWTHLIGAFVAVFTLAFFLMPYPLPHPDQPSVSWVDAAGFSVFLVSAATCLGLSALFHTFICHSMTVAHSWNRMDYIGIVVLISGTFVPATHYGFFCDSHLRNLYIAIIYTASAATIYVVISPNARTPSFRRLRTWLFISLGLSSVFPVGHAIYRYGVSQSSANISLFWLALGGVLYIVGALLYAERTPERFAPGRFDLFGSSHQIFHVMILLAAWSHWTGIVEGFRY*

> Sporobolomyces roseus (PQRB) JGI Genome

MTPTTLRQRRAQRPSQARTDSCPAVTTSSRRLRSYSLHSSSYYNNQSLSSRNALEYGSSLLESLDLPASFVSIKEFLVGKVEQAEQGLKALREYVDEGEAEEELTNGLHDGVEEPTEEEVEDDEESGSEGEDGQMGNGHREQQEVEAEISSLEQFIQAASSFLSDIRAELPSLSDDLSSPSSGSLIRFQLSDDAREALDQFLDDHPLPSLPRFDTAASSANALLLRVTNELRTLKDTLSALTSPTPSDPSSPIGMSSFFRSLPPMPSPVPDFSDLRSYFSTESTRLRGAARHFKDETAESFQAGFNHLSDGAAELSAYVKDHSSHALDEAKKMYHTALEIGKTRLLQYSELPLEWRNNEFIHSGYRYIPIEQWGALLRSGWEWHNETVNIQSHFLGFLSLAGLLVYYLTTTPPYATSGSSLAEVAAHPGDTAIAVLFVAAGMKCLLSSAAWHLLAGCATSSWFQGAACLDYVGISSLIAASVMAAEYYGFYNDSNLATGYMIFSAMVGVTGMIVPWSAWFNQREYKAYRIAFFVALAASAVAPVSHRALLYGFFDTAWFYSPAIPSVLAYLVGLIFYAHQFPECCAPGHWNWGSSHNLWHIAIVIAVWLHWRAMSLWSIEVHLPVL*

Dikarya; Basidiomycota; Pucciniomycotina; Microbotryomycetes; Sporidiobolales; mitosporic Sporidiobolales; Rhodotorula; Rhodotorula graminis
> Rhodotorula graminis (PQRA) JGI Genome

MRAPLLHFDQLEPWQRDNPCIRTGYRPLSRSVSGALRTVAAWHNESINIVRWLAPFAGIPYPFPNAAQPSVTRADAVGFAAFLVSATLCLGFSGLFHTMLCHSEAVAVRWNRLDYLGIVVLISGTFVPAVHYGFFCTSSTFSTTRETEIASAATAAAVVSPHARTPEFRRFRTFLFIAMGLSAVFPVGHAVLRYGLEGASRGISLFWLALGGALYIVGALLYAERCPERLSPGRFDFVGGSHQIFHVLILLAALSHWTAIAEAHRFWHGEMQGQCPAWARPQDL*

> Rhodotorula graminis (PQRB) JGI Genome

MYHAALEIGQTRLLRYDELPPDWRNNEHILSGYRYIPIERWGTLIRSAWQWHNETINIQSHFVGFLSLVVLLVYYLFFSSSSPHMLADPHPGDTAIAVLFVISAMHCLLCSTTWHLFAGCATIHWHRGAACVDYVGISGLIAASVAGSTYYGFYEHPRLASAYMLFNLVIGVTGMVVPWQAWFNERKYKNWRIAFFCSLALSAVGPVSHRAAIYGLGETVRFYSPAIPSIAAYGLGLTFYAQQFPECVAPGTWNVGASHQLWHIAIVAAVWLHWKAMGDWSAAALGFDAP*

Dikarya; Basidiomycota; Ustilaginomycotina; Ustilaginomycotina incertae sedis; Malasseziales; Malassezia; Malassezia globosa
> Malassezia globosa (PQRA) NCBI:XP_001730832
QKAKHVPYIQSGYRRPGDACVDKFYKCWKSVWCYWHNETVNIHTHMWGAVIAILLLFLQLADLHEWLPGGPWPIFSLHTLPSPDILERYPGLGLRIAQADAQTQRLGYVRAPPDDLAFLSVFLLSAMACLGCSATYHTVACHSERTALSYNRLDYAGIVLLIVGSNVPALHFGFHCHPHLRTLYTTLVTIWGTIALYIVTQPKFTVPKYKTLRAMIFIALGLSAVLPVVHGFLIARDWFFVTHVLGARFLMLSGAVYIGGALIYVAHIPERWSPYTFDYIGASHQIFHVCVLLGAWLHWLTVRQAYTVWHSLETSAGEYSREAVCAVVHAATNQA*

> Malassezia globosa (PQRB) NCBI:XP_001729253
MRDEKAEVQATTSALEERPSLSHRKHGPTLKRAASFDQDSGEASLSDDASTRSIVDSLDLAPSLPYWFAYVRARMAEYAHDIEQLVHANQAHKLSILVPLEHMETRLSAAHDAMVRMMRDWSLAHGGAEWFDKLSSLSEVKGHVYTLMTEWERRVHTLHPTLFDSVSAAEMKQIPRRWASRMPATAAYLSEEVQRSLAAVRGHIQNVTLPSLRESSSSWAHDAQSMLPQHIPSLHDLPQHVEEALQTIGRCGREAGAQFVHAVHDVEDALYHAALRLAKNGRELIPYQSLPVLWRNNDFITTGYRFIPKDQWHNLILSAFRVHNETGNIHTHLSGLLLVSFLFWLTGSVDSDTTTTADRWMMIMYLLAAAKCLLCSISWHVMAGCADIQWFMCFACIDYTGISWLVAASLETLVFNGFYCQPGLIAIYTIGVIGVGIAMSVLPWSAWFNDPSYRSIRIAMFIGMACMGFVPFVHGAVLHGFGPMVRFYGPVVPSLLSYIAGVVVYGLRWPERVAPGKFDIVGHSHQLWHLAIVLAIYLHYKAVLSFEKHRYEFSCSAGYTPSPTLEQLFILMRRVSQYIYNAGAKDGPLTT*

Dikarya; Basidiomycota; Ustilaginomycotina; Ustilaginomycotina incertae sedis; Malasseziales; Malassezia; Malassezia restricta
> Malassezia restricta (PQRA) NCBI Genome

VVDHDALPAYAQQTPLIRSGYRRPGDMHVKDDSERPHIHDSWYKCWKSVWLYWHNETINIHTHMWGAVFAIALLALQLADLHHWLPGGPWSLLSLDTLPPPTILEPYPHLGLAIHGRPERMQPSRSDLTALSIFLLAAMTCLGCSATYHTVVCRSNPVAQKFNRLDYVGIVVLIVGSNVPALHFGFHCHPHLRTIYVTLALAWGVLAMYVVTQPQYTVPKYKPLRAGIFIALGLSAVLPVVHGLWIAGDWHFVSQVLGARHIMYSGAVYIAGALIYVAHIPERWSPYTFDIIGASHQIFHVCVLIGAWLHWLGVRQAYTFWHAL

> Malassezia restricta (PQRB) NCBI Genome

RMPATAAYLSEEVQKSMSAMRNHFQNVTIPLLRDTSSAWAHDAQAFLPDRATLHHLPQHVRETLAMLGSRGMEAGAQIVHAVHDVEDAIYEAACRLANNGRELISYHALPELWRNNDFIVTGYRFIPKDQWHRLILSAFHIHNETG

Dikarya; Basidiomycota; Ustilaginomycotina; Ustilaginomycetes; Ustilaginales; Ustilaginaceae; Ustilago; Ustilago maydis
> Ustilago maydis (PQRA) NCBI:partial EAK82553.1

MVSLSFCDRTSVVDVYWIIPNGLWILFPSIIAFIFIQELSISLKVAAGVQGAIDPVPLPSLSPTADANGGEKENGLNSERTLEVGPNPYLVDHSQLPSWAQDNTWIVKGYRRPGAKHQCWRSVWAYWHNETVNIHTHLWGAVFSVGLFVSHLLQHLHLLPSFLRPLRAPDTLDIAGFTAFFIGSIICLGFSASYHTIQCHSHALAKQFNKLDYIGIVVMIVGSFLPALHYGFYCHPHYQLAYSLAITSLGALAMYVVLAPSYATPAYRPYRTAVFLVLGLSAVVPVAHVIHIYGSRTITETMGLRFLLLSGALYVVGAVLYAARVPERFAPGKFDMLGASHQIFHVLILAAAAAHYVSIRRAYAFWHTVESFNSAAESARAGVCAALQT*

> Ustilago maydis (PQRB) NCBI:partial EAK80800.1

MREDLRRLVALLPTYQATASYALASRSQLLAPDWERLSSSFSLPISLGSGLRERLPRLPSTADAVRLKAELPALPAMPSLPQFDLDFASVLEPLSTHLPTQAYALAAKMQSRLEAIQDSVRNMAWRDALQSAVEDGKSATLAQRFEATFQDLSARSRSRANSLASRAGHAVHEAEEKLYQLAKELARNGHELIHYEHLPAFFRNNEHILSGYRFIPVENWPALLRSTFQIHNETGNIHTHLWGLAAIVPLFWPSKGLDDQTTPMDRLVQTVYLFAAAKCLTLSVSWHVMAGCSDRKWFERFACVDYTGIAWLVAASIWTTVYNCFYCQPNLALFYSFTTLLVGLAGAILPWAEWFNRRENKGVRIAVFLTMCATAVAPFSHAAFEHGLAKTFAFFSPIFPSLAFYVGGLVFYATQFPESWAPGRFDTWGHSHQLWHIGIVLAIVFHYRAALVFHANRFEFSCTIPGAGVAATTAVSSSKSSSTTMAFLQQVFGMLAWTRPGEAATKVTEPIDLMFAKVGGMEGIIGLARADNQILQWRRLLGKIGNGAVGRGWDALVDWAQNFW*
Dikarya; Basidiomycota; Basidiomycota incertae sedis; Wallemiomycetes; Wallemiales; Wallemiales incertae sedis; Wallemia
> Wallemia sebi (PQRA) JGI Genome

MRRRATKEEVNKKSTKPNGLLTYNDIPEWMKDNNFITHGYRPVSHSVKQSLRSIFNSIHNESLNIHSHLWGAIFFLLALVAISTDTFHRKHPNYGWKDYLGFTIFILSAITCLSFSFLYHTFSNHSKEFANTWHALDYAGICILIAGSFVPCLYYGFYCSPAFQIFYIASMLIASSVALYIVLHPHYRRPAFRKARTTVFIALGLSGILPITHAIANDGLGVMRTMALDYVVLSGMMYILGATIYACRFPEAYLSHKFNFSYVGASHQIFHFFVVAAAVCHYLAIRSSQSFYGDPEFDYCHAYR*

> Wallemia sebi (PQRB) JGI Genome

MSEGGIRRRASYSSNIKSFLPSEIASHLPSATSSALDYLDLHGTVDAVWSAGERLQRCFFDVENRVKTFVESNPTSISKDLLKMLTDLRTMDIEKLRLPSVQSQIEYITVKLKSVMASSPDQVVLDKWDEIRRLVEEEFQDKAQLFDSVVEHSFDSAKKSIERALIRAQNGAKLIKFNELPDAWKNNEHILTGYRFIPIDNKRDLFLSAFKWHNETINVQTHLWAAVGVTMLLLYHVVAPHPVWIAEDSTWSDKLVMVSFLLASLKCLIFSSLWHIHAGCADKKYFEHYACVDYVGISSLITASITGVTFYGLYCDNITRNTLLTFIISNAFVGSYLPFTDSFNKKESRGFRIGFFVYMAICGLAPILAMVSYHGLDNTLTFLAPIIPSLLFYVVGLIIYAFQIPECFAPGRFDFAFASHNAWHIAVAAAIFLHYKAIVSMYESRYLFAC*

Zygomycota; Mucoromycotina; Mucorales; Mucoraceae; Mucor; Mucor cincinelloides
> Mucor circinelloides (PQRA) JGI Genome

MAIQQRNTSQAINSDIQKQHDGQGRDTDRLLPNQSEKLILSWNEIPAWMQDNVYITGGYRRQTNNYWDCVKSLGYLHNESVNIWSHLLTFILFVGFGIHFLWTQPFQETLTTFDITYFFLFIAGALLCLGFSASFHCFSCHSEKVAATWNRCDYAGITCLIVGSFFPVIYYGFHCHHILQVVYLSIIVSLGSVTAAVTLMKHFRTPAYRWIRASLFMALGLFGLIPTFHGIWIYGLNNATKTIALGHMALMATTYIAGALIYGCRFPERVMPGKFNIFGASHQIFHICVTIAVLAHYFGVMSAMAFWHDVSNEEFCQTLFF*

> Mucor circinelloides (PQRB1) JGI Genome

MEELDGKIADALGRADKMRERVEEKLMVVAGVANDHIDKLKYAMSFGANRLLMYDELPGPWQSNEYIRTGYRFLDSAADCWYSLFYVHNETGNIWTHLLGFVALFSVGVYELFFSELMTSIPVQDRLIFLVFFLAACKCLMCSTVWHTLSGINNLKVYRQVACLDYVGISVLICASIMLCEYYGFYCNDAVRNTYMTATTSLAVIGVSMPFQAWFDKHERRWLRIAFFIALASSGAIVIGHLAVMRGAIETFAWLTPVFKSIACYLAGVILYGNQFPERFWPGKFDHFGHSHQFWHLFVCGGIWFHYQAALQFASNREIFGQCQLI*

> Mucor circinelloides (PQRB2A) JGI Genome

MAPPQMAEQPLLGDDLLSDQSNLHLRRYSQSHVISASSAQDSITVPYTRGRSFSTSVVPGSSLAAQILATVNNKLKTKDEYDDPSFLEYMDGQIHETWDTAKALMLGSKRLLLIEELPKDRQENQYVLSGYRFYRNSKDCLRSLFTLHNETMNIWSHLLGFFFFLYLSVNVFQRKFPDASTPDLVMFTAFCLASLTCLLCSSIYHTFVCHSAHHIKSFTATLDYIGITFLITASISMVVHFGFYCDPIPRSRYMLFSCLIGSIGVILPFFRFFDTKRYRPLRIGLFVAMAFSSVVPLLHLTTVKGTIATGAFLKPALLGALMYICGVIVYGKRFPEKFFPGRFDAAGMTSHAIWHVFVCLGIFFHYIGSFHFYNLREEYGCMLN*

> Mucor circinelloides (PQRB2B) JGI Genome

MKSTNRHRKQRPPSSPKCQKRARSQSITDTISEKFKEIEQADATGFLQYMDDQVHDTWDNAKAAMVGAQRLLQFHELPKEWQENEYVLTGYRFYQSSNACLRSIFMLHNETMNIWSHLLGFIFMSCLSIYGFNSHFPDATFNDRTVFMTFCIAALKCLFCSSIYHTFICHSHRQVKSFTATLDYMGISFLITASVLVTEYYGYYCRPMMKSRYMVFTTIVGSVGVLAPFLPKWDTKALRPLRIAVFVSMAVSSAVPVFHLVYLNGFKSTWHFFELAAVSVAMYILGVIVYANRFPEKFFPGRFDFAGLTSHAIWHVFVCLGIFFHYLASLRFYANRYTYGCNMISRN*

Zygomycota; Mucoromycotina; Mucorales; Mucoraceae; Phycomyces; Phycomyces blakesleanus
> Phycomyces blakesleeanus (PQRA) JGI Genome

MRESIEDEVTPLETLDSVKDTAALLGDQPRFGKTVSWSDLPAWLQDNVYITDGYRPPMPNYKDCFNSLFYLHNESVNIWSHLLAFFVFIGLGISFLWNQPFADSLTRFDYAYFFAFIIGALVCLGFSSSFHCLSCHSEPVAAAWNRCDYAGITSLIVGSFFPIIHYGFHCHTRIQTFYLVVITVLGSFTAAITLMKHFRTPAYRWIRTSLFLALGLFGVVPTLHGIYIYGFDRAIHTVSLANLLLMAVSYVTGALIYGHRLPERYYPGTFNIWFASHQIFHIFVVIALISHYLGVMKAMEYWHKHGNNVCLDFQ*
> Phycomyces blakesleeanus (PQRB1A) JGI Genome

MDSLKNAIAYGAKRLLHYEELPEQWQNNKHIHTGYRFLSTPADCFHSLLYVHNETGNIYTHLIGFFVFFVLGVYELFYSPLLSEVPGLDRVVFAIFFLAACKCLMCSTVWHTLSAINNYETLTKMACLDYVGISVLICASIILTEYYGFYCEPMWRNTYMAGTGTLAMIGVVLPFMSWFDRKDLRWIRIAFFIFLASSCVLPVAHLVYEYGTDETFSWLMPVAKSLSCYGLGVVVYANHLPEAFWPGKFDHFGHSHQLWHIFVCGGIWYHYTAAVAFVGHRGQFGQCIANF*

> Phycomyces blakesleeanus (PQRB1B) JGI Genome

MADLASDHMDQIKGAVANGAKRLLHYEELPIQWRNNEHILTGYRFLNSTAECWHSLLYVHNETGNIYTHLFGLVFLAMVGTYHLLYSPVLSDIPLSDKVFFGVFFVAACKCLLCSTVWHTLSGISDLQTYRKVACLDYVGISVLICASIILCEYYGFYNHDIWRNTYITATGSMAILGVAMPFMSWFDHSERRWLRTMFFVVMASSAVVPIIHLCIANGLQETANFLSPFSKSISSYIIGVIVYSNQLPERIWPGKFDHFGHSHQLWHLFVMGGIWFNYTAIFHMVNLRETYGQNNILNTTTTTTTTI*
> Phycomyces blakesleeanus (PQRB2B) JGI Genome

MYPASLPRRHSQSFAVTTSMAGTLTHPHQRTRSHSTSLPCRPVLASHLIASVNSKIKEIEDADTTGFLRYMDDQVTETWDTAKAALVGAHRLLQFHELPAEWQENEYVHSGYRFYQSSRACLRSIFMIHNETMNIWSHLLGFIFFACLSVYGFHSHFPGASFNDRTIFMTFCLSALKCLFCSSIYHTFICHSRHTVKSFTATLDYMGIAFLITASVLVTEYYGFYCKPSIQARYMVFTSIVGSIGIFTPFLKCWDTREYRPLRIAVFLSMAISSSVPVFHLFLMNGFGPTWSFLKLAAVSVAMYVFGVCIYVNRFPEKMYPGRFDFAGMTSHAIWHIFVCLGIFFHYLASLNFYANRYTYGCLLKGA*
Zygomycota; Mucoromycotina; Mucorales; Mucoraceae; Rhizopus; Rhizopus oryzae
> Rhizopus oryzae (PQRA) Broad Institute GenomeIPVWMQDNVYITGGYRRQTNSYQKCIESLFYLHNESVNIWSHLLAFILFVGIGVYFVWSQPYVDTLTTFDYSYFFIFIAGALTCLGFSASFHCFSCHSEKVAATWNRCDYAGITSLIVGSFFPVIYYGFHCHQTLQGIYLAIIVVLGIITAVFTLAKHFRTPAYRWVRASLFISLGLFGVVPTAHGIYIYGLSNALRTISLGHLILMAVTYILGALIYGFRFPERMKPGAFNYFVASHQIFHICVVVALLAHYLGVLSAMAFWHNPVNLSFCIKLMSIKNA*

> Rhizopus oryzae (PQRB1A) Broad Institute Genome
MENLLTLQPRTVLRHDESLQVFFKDNLEPLIKKFKYRLSQFEIAVVSSENYTLSKINDAYHLLERLGQEWERALEATKNDCVLASPDLMSAMSELSKKYHELEDMNNSERLENAIDAFMIKIEELDGKISDALGRADKMRERMEEKFHEVAEVANEQIDKLKEAMTFGTKRLLHYDELPAPWQSNKYIFSGYRFLNTAADCWYSLFYVHNETGNIWTHLLGFICLLSIGIYEFFYSDLITNVPITDRLVFMIFLLAACKCLMCSTVWHTLSGINNLKIYKQVACLDYVGISVLICASIMLCEYYAFYCDDAIRNAYMVATSSLAILGVIMPFQSWFDHHDRRWLRIAFFIALASSSAIIIIHTSLVRGVFQTFGWLTPVFKSLGCYVAGVIIYGNQFPEKFWPGRFDRLGHSHQFWHLFVCGGIWYHYQAALQFASFREEFAQCSA*

> Rhizopus oryzae (PQRB1B) Broad Institute Genome

MENLLSIRSRTVLHHDDSLDFEVFFKDKVEPLMKKFKYRLSQFESAVVSSENYTLTKINEAYRLLENFAQEWEQALEDTHKRISLEKDNDLMSAVTELSKKYHELDNLNNRDMLDNTIDAFMIKMEELDGKISDALGRADKMRERVEEKLYEVAEVANEQIDKLKDAMSYGTKRLLMYDELPTPWQNNKYILTGYRFLNTAADCWYSLFYVHNETGNIWTHLLGFIILLSVGIYEFFYSKLMSNIPIKDRIVFLVFLLAACKCLVCSTVWHTLSGINNLKIYKQVACLDYVGISVLICASIILCEYYAFYCDDAIRNAYMIATSSLAIMGVSMPFQAWFDNHERRWLRIAFFIALASSGAIIIVHLSFVRGMFQTFGWLTPVFKSLACYVAGVVIYGNQFPEKFWPGKFDKLGHSHQFWHLFVCGGIWYHYQAALQFASSREDFAQCTLKQLWYLLKSSEGFMNILW*

> Rhizopus oryzae (PQRB2A1) Broad Institute Genome
MNEICEVTRALLLGSRRLLLIEELPKDRRENQYVLSGYRFYQSKHDCLKSLFKLHNETMNIWSHLLGFVFFSFLSIHLFKRKFPEASQPDLLIFTAFCLASLLCLLCSSIYHTFICHSAHHVKSFTATLDYIGITFLITASISIIVHFGFYCDPTSRNRYMIFSSLIGSIGVILPFFRFFDTKRYRPLRIGLFVAMAFSSIVPLLHLVTVKGLVDSFEFLKPALTGCVMYICGVTVYAKRFPEKFFPGKFDFTGMTSHAIWHIFVCLGIFFHYIGSFHFYNLRESYGCMLN*
> Rhizopus oryzae (PQRB2A2) Broad Institute Genome
MAPPEIAEQLYFDEDDSNSRYSQSHLVSISSSTKDNLTTPHHRSRSFSTSSVDPSSLAVHIISSVNNKLKKEEHTMNEICEVTRALLLGSRRLLLIEELPKDRRENQYVLSGYRFYQSKHDCLKSLFKLHNETMNIWSHLLGFVFFSFLSIHLFRKFPEASQPDLLIFTAFCLASLLCLLCSSIYHTFICHSAHHVKSFTATLDYIGITFLITASISIIVHFGFYCDPTSRNRYMIFSSLIGSIGVILPFFRFFDTKRYRPLRIGLFVAMAFSSIVPLLHLVTVKGLVDSFEFLKPALTGCVMYICGVTVYAKRFPEKFFPGKFDFTGMTSHAIWHIFVCLGIFVS*

> Rhizopus oryzae (PQRB2B1) Broad Institute Genome

MRSTAFSTATSSDSKARSRSHSISSHILSSVNKKIKEIEDADSTHILQYVDNQVHETWDSTKAAMIGAQRLLQFYELPKEWQENEYILSGYRFYQTSQACLKSIFMIHNETANIWSHLLGFIFKSHFPDASWSDRTVLITFCVASLKCLFCSFIYHTFICHSHRQIKLFTATLDYMGIAFLITASVLVSEYYGYYCRPVMRNRYMLFTSLIGSIGIFAPFLKQWDTKEYRPLRIAVFVSMAVSSAIPVLHLIFLNGFKSTWNFFDLAALSVLMYILGVVVCANRFPEKMYPGSFDFIGLTSHAIWHVFVCFGIFVS*
> Rhizopus oryzae (PQRB2B2) Broad Institute Genome
MLSSVNKKMKEIEQEETLLQYVDDQMHETWDSAKAAMIGAQRLLLFHELPKEWQENEYVLSGYRFYQTSQACLKSIFMIHNETANIWSHLLGFLFMSWLCIYGFNCLFCSFVYHTFICHSHRQVKLFTATLDYMGIAFLITASVLVSEYYGFYCRPLMRNRYMTFTLLLGSVGMFAPFLKRWDTKQYRPLRIAVFVSMAVSSAVPVIHLYCLNGFKSSCEFFDLAGLSVLMYILGVVVYANRFPERMYPGEFDSIGLTSHAIWHVFVCFGIFVSILIQPLSF*

Chytridiomycota; Chytridiomycetes; Chytridiales; Chytridiales incertae sedis; Batrachochytrium; Batrachochytrium dendrobatidis
> Batrachochytrium dendrobatidis (PQRB) JGI Genome

MHTDYRPVAYKRPRSGNPTNESFSTSSSATTSLTSESSSIRVRKSTMAHSLTERAVSLDSTTTLTHSMSGLFKDDAEKRHQEHETAQMLPWWSSNRLVYYGYRAHQTYKEAWISTLHLHNETGNIWTHLAPFFIAMTGMILHLIYYDLHPNATYADYIAISVYLGCAAYTFITSSLFHMHLGVSPTVFIFFGCLDYSGISASIFGGSATTAYYFLYCDPNARIGWISALVVVNLVGIIGPIFKFWSGASFRAGRAIVYLSSGACSCAPIMYYLAIHGVKNLPSIHTSFAIPGILLMLFLYTFGVIIYVFRIPERFAPGFFDLAFHSHMNWHIFVMAACWMLYAALLDMMKWRLAPNHTCEA*

> Batrachochytrium dendrobatidis (PQRA) JGI Genome

MDQVAHDENALFYDSQQDTVSSLFHSRMVNGATESEKGRQVSVHDETLIDETGVLHTTAHDGSIQHARRRPQPLNISKTRRSSDGHSTVSTSNDKLTTGTTAAHSVANMGLALYENAVHALTTTSFTGLDEELMSSPRILRERRIMEYNVSEPDKSINDSISPVSNSKHINESKYRLSPPSLIPVMMQPSCVAKDELLASDLMNRHDMMADHDNDTPHRDASQDTLLSPPCLSSPHLIDHNRVHASWTDYDVYAANPTTNCINQYCVHARHMPSWYNDNAFIYLGYRRITNSYAGCLKSLFYLHNETGNVYTHLIGVVLFFVVVVIGIVNGINVSSWNQITENDLHKSDGLEPNVLIPHTVDLLLGTSRPSQQWLWKDAMVFGVFYAGAITCLALSTIYHLCCCHSRLVLVMWNKADYIGIVALIVGSFVPTIFYAFYCYPFWQILYLSIFTLMGFGTIFVSLMKQFSSPKYRFFRTSIFAVLGVSGAFPLLHAASMHGARTLYHTVSFPLLHAASMHGARTLYHTVSFDYIITMGGMYLLGAFIYAYRIPERWFKNMFDIWGHSHQIWHCLVLGAAWIHYCAVVRMFEWRSLHDPSCAHVSL*
Microsporidia; Unikaryonidae; Encephalitozoon; Encepalitozoon cuniculi
> Encephalitozoon cuniculi (Hly3) NCBI:NP_585907.1

MAKQKPMLRGRIHQIAFYLTIGKALMYGICCLHGKGNLGIMIYLLSQLILFGVSSTYHITSWKDEKTKALFQRLDHISIFLLISGTQTSVALLLLPEGPYTKHILMTTWTISLAGILKIILMKKLHMYFDLMVYILHGVSVVPFFHIIMKSVPVSDISLFILGGVIYIVGGLIYGMEKPNPYPQVFGYHEIFHVMTVLANWCFLIPLLREYISTLSGK*
Microsporidia; Unikaryonidae; Encephalitozoon; Encepalitozoon intestinalis
> Encephalitozoon intestinalis (Hly3) XP_003073112.1

MTKPKPMLRGRIHQIAFYLTIVKTFLYTICCFHKKGNFGIMIYLLSQLILFGVSSTYHVTSWKDEKIRSLFQRLDHISIFLLISGTQTSVILTLVPVGTYTKYALLMTWTISLAGILKIVLMKKLHLHFDLMVYILHGISVIPFFRIIASSITVGDTSLFILGGAIYIIGGLIYGIEKPNPYPQVFGYHEIFHVMTVLANWCFLIPLLKGYISTLSGK*
Microsporidia; Microsporidia incertae sedis; Antonospora; Antonospora locustae
> Antonospora locustae (Hly3) NCBI Genome

MLEKKPKMRGKVHQAAFIVTCCFAVVYVALWMSKGWTTGVAVYILSQLVLYGVSSLYHLKDWKTEKHRRLLQRIDHASIFLLISGTQTSVALLLLPIAEATKNMLVITWTISGLGILKVMFLKSIYETLDVVIYVIHGMSVVPFFKFLIRNTTLSDVILFVCGGVLYILGGIFFRIRKPDPFPSIFGYHEVFHVFTVAANICYMIPIFKKYLSML*

Microsporidia; Apansporoblastina; Nosematidae; Nosema; Nosema ceranae
> Nosema ceranae (Hly3) NCBI:partial EEQ81187.1

MEEKKPYFGGKIHLAVFYFTISKSILYILTWTLIKGNKAILIYLISQLILFGVSSTYHTTTWKNERAEYLVRLIDHISIFILIYGAQISVVILLLSYAIMSKTIIMISWTITLIGTLKIVLFRSLNHIFGTLVYILHGIPVVPFFKIIKVSVNTLDLTFIVMGGIVYVLGDIVYGYKKPDPYPFVFGYHEIFHVTTVLANYCFFIPMFKQYVTTLKEMETVYIFY*
MSKTIIMISWTITLIGTLKIVLFRSLNHIFGTLVYILHGIPVVPFFKIIKVSVNTLDLTFIVMGGIVYVLGDIVYGYKKPDPYPFVFGYHEIFHVTTVLANYCFFIPMFKQYVTTLKEMETVYIFY
Microsporidia; Octosporea; Octosporea bayeri
> Octosporea bayeri (Hly3) NCBI Genome

MLQQKPLLRGRIHQLAFYITIILTLFYITISLIKSYKYELTLYIIGQLTLFGISSKYHLTDWKNEKTKKIFQKLDHISIFLLISCTQSSFVLTLLPKIEIVNKILILTWTITLLGILKIICISNEYEIIDVSLYMIHGVSIVPFFHILLKYINISKMFYLVFGGVFYIMGGVVFGMHRPDPFPSVFGYHEVFHVLTVIANTCFMIPLLQWYYGVING*
Microsporidia; Pansporoblastina; Pleistophoridae; Vavraia; Vavraia culicis
> Vavraia culicis (Hly3)

MQKKPVLRGRIHQLALIISFIFLILHLLYSLFTQLHLGTLIILTTQCILYGTSSYYHLTSFKHTRTERLAQRIDHMCIFLFIASVHSSMALTLKLMHTKLILMTTWMIFVLGATKIFLVEKVVEAIDVALYIVHGMSITLFLKFESLRSVYRMVLSLGGLLYVLGGIVFGLEKPDLVPAVYGYHELFHTLTVLANVCFLIPIIMFYVSW*

Microsporidia; Microsporidia incertae sedis; Nematocida
> Nematocida parisii (Hly3)

MNIETISKEKERSIEQILTPNKSNSIIGAKDNPNVNENIDQEDSSSGYFTYPNSKPYCRGRIHQVAFYLTIIMYIVLMCTLRINKIYLSLYFASQVLLYGISGTYHTKKWKTRESEKLFQKLDHSSIFLLIAGTQTCVIAAINEVNIGGTSNILLYLPISYILAILGMLKVFFIQNIPKSVNVSYYIVHGASVIIFVPIEYVKKELPLFVFSIFGGVSYIIGGIIYGTKKPDPWPKTFGFHEIFHTLTVIGNTFFMLTIVWADYKA*GRMIG

