Non-Fungal Eukaryotic PAQRs

If no accession number is given then the protein sequence was derived from genomic sequence.

Unikonta; Opisthikonta; Holozoa; Filozoa; Metazoa; Eumetazoa; Bilateria; Coelomata; Deuterostomia; Chordata; Craniata; Vertebrata; Gnathostomata; Teleostomi; Euteleostomi; Sarcopterygii; Tetrapoda; Amniota; Mammalia; Theria; Eutheria; Euarchontoglires; Primates; Haplorrhini; Simiiformes; Catarrhini; Hominoidea; Hominidae; Homininae; Homo; Homo sapiens
Class I Receptors

> Homo sapiens (PAQR1) NCBI:AAR08367

MSSHKGSVVAQGNGAPASNREADTVELAELGPLLEEKGKRVIANPPKAEEEQTCPVPQEEEEEVRVLTLPLQAHHAMEKMEEFVYKVWEGRWRVIPYDVLPDWLKDNDYLLHGHRPPMPSFRACFKSIFRIHTETGNIWTHLLGFVLFLFLGILTMLRPNMYFMAPLQEKVVFGMFFLGAVLCLSFSWLFHTVYCHSEKVSRTFSKLDYSGIALLIMGSFVPWLYYSFYCSPQPRLIYLSIVCVLGISAIIVAQWDRFATPKHRQTRAGVFLGLGLSGVVPTMHFTIAEGFVKATTVGQMGWFFLMAVMYITGAGLYAARIPERFFPGKFDIWFQSHQIFHVLVVAAAFVHFYGVSNLQEFRYGLEGGCTDDTLL*

> Homo sapiens (PAQR3) NCBI:NP_001035292.1

MHQKLLKSAHYIELGSYQYWPVLVPRGIRLYTYEQIPGSLKDNPYITDGYRAYLPSRLCIKSLFILSNETVNIWSHLLGFFLFFTLGIYDMTSVLPSASASREDFVICSICLFCFQVCMLCSVGYHLFSCHRSEKTCRRWMALDYAGISIGILGCYVSGVFYAFYCNNYWRQVYLITVLAMILAVFFAQIHPNYLTQQWQRLRSIIFCSVSGYGVIPTLHWVWLNGGIGAPIVQDFAPRVIVMYMIALLAFLFYISKVPERYFPGQLNYLGSSHQIWHILAVVMLYWWHQSTVYVMQYRHSKPCPDYVSHL*

> Homo sapiens (PAQR4)

MAFLAGPRLLDWASSPPHLQFNKFVLTGYRPASSGSGCLRSLFYLHNELGNIYTHGLALLGFLVLVPMTMPWGQLGKDGWLGGTHCVACLAPPAGSVLYHLFMCHQGGSAVYARLLALDMCGVCLVNTLGALPIIHCTLACRPWLRPAALVGYTVLSGVAGWRALTAPSTSARLRAFGWQAAARLLVFGARGVGLGSGAPGSLPCYLRMDALALLGGLVNVARLPERWGPGRFDYWGNSHQIMHLLSVGSILQLHAGVVPDLLWAAHHACPRD

> Homo sapiens (PAQR5)

MLSLKLPRLFSIDQIPQVFHEQGILFGYRHPQSSATACILSLFQMTNETLNIWTHLLPFWFFAWRFVTALYMTDIKNDSYSWPMLVYMCTSCVYPLVSSCAHTFSSMSKNARHICYFLDYGAVNLFSLGSAIAYSAYTFPDALMCTTFHDYYVALAVLNTILSTGLSCYSRFLEVQKPRLCKVIRVLAFAYPYTWDSLPIFYRLFLFPGESAQNEATSYHQKHMIMTLLASFLYSAHLPERLAPGRFDYIGHSHQLFHVCVILATHMQMEAILLDKTLRKEWLLATSKPFSFSQIAGAILLCIIFSLSNIIYFSAALYRIPKPELHKKET*

> Homo sapiens (PAQR6)

MLSLKLPQLLQVHQVPRVFWEDGIMSGYRRPTSSALDCVLSSFQMTNETVNIWTHFLPTWYFLWRLLALAGGPGFRAEPYHWPLLVFLLPACLYPFASCCAHTFSSMSPRMRHICYFLDYGALSLYSLGCAFPYAAYSMPASWLHGHLHQFFVPAAALNSFLCTGLSCYSRFLELESPGLSKVLRTGAFAYPFLFDNLPLFYRLGLCWGRGHGCGQEALSTSHGYHLFCALLTGFLFASHLPERLAPGRFDYIGHSHQLFHICAVLGTHFQLEAVLADMGSRRAWLATQEPALGLAGTVATLVLAAAGNLLIIAAFTATLLRAPSTCPLLQGGPLEGGTQAKQQ

> Homo sapiens (PAQR7)

MAMAQKLSHLLPSLRQVIQEPQLSLQPEPVFTVDRAEVPPLFWKPYIYAGYRPLHQTWRFYFRTLFQQHNEAVNVWTHLLAALVLLLRLALFVETVDFWGDPHALPLFIIVLASFTYLSFSALAHLLQAKSEFWHYSFFFLDYVGVAVYQFGSALAHFYYAIEPAWHAQVQAVFLPMAAFLAWLSCIGSCYNKYIQKPGLLGRTCQEVPSVLAYALDISPVVHRIFVSSDPTTDDPALLYHKCQVVFFLLAAAFFSTFMPERWFPGSCHVFGQGHQLFHIFLVLCTLAQLEAVALDYEARRPIYEPLHTHWPHNFSGLFLLTVGSSILTAFLLSQLVQRKLDQKTK

> Homo sapiens (PAQR8)

MTTAILERLSTLSVSGQQLRRLPKILEDGLPKMPCTVPETDVPQLFREPYIRTGYRPTGHEWRYYFFSLFQKHNEVVNVWTHLLAALAVLLRFWAFAEAEALPWASTHSLPLLLFILSSITYLTCSLLAHLLQSKSELSHYTFYFVDYVGVSVYQYGSALAHFFYSSDQAWYDRFWLFFLPAAAFCGWLSCAGCCYAKYRYRRPYPVMRKICQVVPAGLAFILDISPVAHRVALCHLAGCQEQAAWYHTLQILFFLVSAYFFSCPVPEKYFPGSCDIVGHGHQIFHAFLSICTLSQLEAILLDYQGRQEIFLQRHGPLSVHMACLSFFFLAACSAATAALLRHKVKARLTKKDS

> Homo sapiens (PAQR9)

MPRRLQPRGAGTKGPPAPAPAASGAARNSHSAASRDPPASAKPLLRWDEVPDDFVECFILSGYRRLPCTAQECLASVLKPTNETLNFWTHFIPLLLFLSKFCRLFFLSGGDVPFHHPWLLPLWCYASGVLLTFAMSCTAHVFSCLSLRLRAAFFYLDYASISYYGFGSTVAYYYYLLPGLSLLDARVMTPYLQQRLGWHVDCTRLIAAYRALVLPVAFVLAVACTVACCKSRTDWCTYPFALRTFVFVMPLSMACPIMLESWLFDLRGENPTLFVHFYRRYFWLVVAAFFNVSKIPERIQPGLFDIIGHSHQLFHIFTFLSIYDQVYYVEEGLRQFLQAPPAAPTFSGTVGYMLLLVVCLGLVIRKFLNSSEFCSKK

Class III Receptors

> Homo sapiens (MMD1) NCBI:CAA59752.1

MNHRAPANGRYKPTCYEHAANCYTHAFLIVPAIVGSALLHRLSDDCWEKITAWIYGMGLCALFIASTVFHIVSWKKSHLRTAEHCFHMCDRMVIYFFIAASYAPWLNLRELGPLASHMRWFIWLMAAGGTIYVFLYHEKYKVVELFFYLTMGFSPALVVTSMNNTDGLQELACGGLIYCLGVVFFKSDGIIPFAHAIWHLFVATAAAVHYYAIWKYLYRSPTDFMRHL*

> Homo sapiens (MMD2) NCBI:AAR08376.1

MNHRVPAHKRYQPTEYEHAANCATHAFWIIPSILGSSNLYFLSDDDWETISAWIYGLGLCGLFVVSTVFHTISWKKSHLRMVEHCLHMFDRMVIYFFIAASYAPWLNLRELGPWASHMRWLVWIMASVGTIYVFFFHERYKLVELLCYVVMGFFPALVILSMPNTEGIWELVTGGVFYCLGMVFFKSDGRIPFAHAIWHLFVAFGAGTHYYAIWRYLYLPSTLQTKVSK*

Unikonta; Opisthikonta; Holozoa; Filozoa; Metazoa; Eumetazoa; Bilateria; Coelomata; Deuterostomia; Chordata; Craniata; Vertebrata; Gnathostomata; Teleostomi; Euteleostomi; Sarcopterygii; Tetrapoda; Amniota; Mammalia; Theria; Metatheria; Monodelphis domestica
Class I Receptors

> Monodelphis domestica (PAQR1) NCBI:XP_001364335
MSSSKGSAVGPGNGAPASNRETDTVELAELGPLLIEKGKRMTPSSTKVEEEQTCPVPQEEEEEVRVLTLPLQAHHAMEKMEEFVYKVWEGRWRVIPYDVLPDWLKDNDYLLHGHRPPMPSFRACFKSIFRIHTETGNIWTHLLGFVLFLFLGILTMLRPNMYFMAPLQEKVVFGMFFLGAVLCLSFSWLFHTVYCHSEKVSRTFSKLDYSGIALLIMGSFVPWLYYSFYCSPQPRLIYLSIVCVLGISAIIVAQWDRFATPKHRQTRAGVFLGLGLSGVVPTMHFTIAEGFVKATTVGQMGWFFLMAVMYITGAGLYAARIPERFFPGKFDIWFQSHQIFHVLVVAAAFVHFYGVSNLQEFRYGLEGGCTDDSLL*

> Monodelphis domestica (PAQR3) NCBI:XP_001365148.1

MHPKLLKNAHYIELGSYQYWPVLVPRGIRLYTYEQIPVSLKDNPYITDGYRAYLPSRLCLKSLFILSNETVNIWSHLLGFFLFFTLGIYDMTSVLPSARASREDFVICSICLFCFQVCMLCSVGYHLFSCHRSEKTCRRWMALDYAGISVGILGCYVSGVFYAFYCNNYWRQVYLIMVLAMILTVFFAQIHPSYLTQQWHRLRSIIFCSVSGYGVIPTIHWVWLNGGVGAPIVQEFAPRVIVMYVIALVAFLFYISKVPERYFPGQLNYLGSSHQIWHILAVIMLYWWHQSTVTVMQYRHSKPCPDYIPHL*

Class III Receptors

> Monodelphis domestica (MMD1) NCBI:XP_001363454.1

MNHRAPANSRYKPTCYEHAANCYTHALLIVPAIVGSALLHRLSDDCWEKITAWIYGMGLCALFIVSTVFHIVSWKKSHLRTMEHCFHMCDRMVIYFFIAASYAPWLNLRELGPLASHMRWFIWLMAAGGTIYVFLYHEKYKVVELFFYLTMGFSPALVVTSMNNTDGLQELAYGGIIYCLGVVFFKSDGIIPFAHAIWHLFVATAAAVHYYAIWKYLYRSPTDFIRHL*

> Monodelphis domestica (MMD2) NCBI:XP_001368371.1

MNHRVPANKRYQPTEYEHAANCATHAFWIIPSILGSSNLYFLSDDDWETISAWIYGFGLCGLFVVSTVFHTISWKKRHLRMVEHCLHMFDRMVIYFFIAASYAPWLNLRELGPWAAHMRWIVWIMASIGTIYVFFFHERYKLVELLCYVVMGFFPALVILSMPNTDGILELMTGGVFYCFGMVFFKSDGRIPFAHAIWHLFVAFGAGTHYYAIWRYLYQPNTLESKVSK*

Unikonta; Opisthikonta; Holozoa; Filozoa; Metazoa; Eumetazoa; Bilateria; Coelomata; Deuterostomia; Chordata; Craniata; Vertebrata; Gnathostomata; Teleostomi; Euteleostomi; Sarcopterygii; Tetrapoda; Amniota; Mammalia; Prototheria; Monotremata; Ornithorhynchidae; Ornithorhynchus anatinus
Class I Receptors

> Ornithorhynchus anatinus (PAQR1) NCBI:XP_001515926.1
MSSRKGSTGPPSSGAPTSTRETDTVELAELGPLLQEKGKRAVANSTKVEEEQTCPVPQEEEEEVRVLTLPLQAHHAMEKMEEFVYKVWEGRWRVIPYDVLPDWLKDNDYLLHGHRPPMPSFRACFKSIFRIHTETGNIWTHLLGFVLFLFLGILTMLRPNMYFMAPLQEKVVFGMFFLGAVLCLSFSWLFHTVYCHSEKVSRTFSKLDYSGIALLIMGSFVPWLYYSFYCSPQPRLIYLSIVCVLGISAIIVAQWDRFATPKHRQTRAGVFLGLGLSGVVPTMHFTIAEGFVKATTVGQMGWFFLMAVMYITGAGLYAARIPERFFPGKFDIWFQSHQIFHVLVVAAAFIHFYGVSNLQEFRYGLEGGCTDDSLL*

> Ornithorhyncus anatinus (PAQR3) NCBI:XP_001506452.1

RSLFILSNETVNIWSHLLGFLLFFTLGIYDMTSVLPSAGASREDFVICSICLFCFQVCMLCSVGYHLFCCHRSEKTSRRWMALDYAGISIGILGCYVSGVFYAFYCNNYWRQVYLITVLAMILAVFFAQIHPSYLTQQWHRLRSLIFCSVSGYGVIPTVHWVWLNGGLGAPIVQEFAPRVVVMYMIAASAFLFYISKVPERYFPGQLNYLGSSHQIWHILAVVMLYWWHQSTVYIMQYRHSKPCPDYLSP*

Class III Receptors

> Ornithorhynchus anatinus (MMD1) NCBI:XP_001521664.1

MNHRAPANTRYKPTCYEHAANCYTHAFLIVPAIVGSALLHRLSDDRWEKITAWIYGMGLCALFIVSTVFHIVTWKKSHLRTMEQCFHMCDRMVIYFFIAASYAPWLNLRELGPLASHMRWFIWLMAAGGTVYVFLYHEKYKVVELLFYLTMGFSPALVVTSMSNTEGLEELAWGGLIYCLGVVFFKSDGIIPFAHAIWHLFVATAAAVHYYAIWKYLYLNPSNIIRHL*

> Ornithorhynchus anatinus (MMD2) NCBI:XP_001512839.1 and XP_001512728.1

MNHRVPPNKRYQPTEYEHAANCATHAFWIIPSILGSSILYFLSDDHWETVSAWIYGFGLCGLFVVSTIFHTISWKKRHLRTMEHCLHMFDRMVIYFFIAASYAPWLNLRELGPWASHMRWIIWIMASVGTVYVFFFHERYKLVELLCYVVMGFFPALVILSMPNRDGILELMAGGIFYCFGMLFFKSDGRIPFAHAIWHLFVAFGAGTHYYAIWRYLYHPNTLEAEVSK*

Unikonta; Opisthikonta; Holozoa; Filozoa; Metazoa; Eumetazoa; Bilateria; Coelomata; Deuterostomia; Chordata; Craniata; Vertebrata; Gnathostomata; Teleostomi; Euteleostomi; Sarcopterygii; Tetrapoda; Amniota;  Sauropsida; Sauria; Archosauria; Dinosauria; Saurischia; Theropoda; Coelurosauria; Aves; Neognathae; Galliformes; Phasianidae; Phasianinae; Gallus gallus
Class I Receptors

> Gallus gallus (PAQR1) NCBI:NP_001026198.1

MASRKAAAAAQGNGLAAAGRDRAHLELAELGPLLEEKGEQGAAGTASAEDPPCPVAREEEEEVVRVLTLPLQAHHAMEKMEEFVYKVWEGRWRVIPYDVLPDWLKDNDYLLHGHRPPMPSFRACFKSIFRIHTETGNIWTHLLGFVLFLCLGILTMLRPNMYFMAPLQEKVVFGMFFLGAVLCLSFSWLFHTVYCHSEKVSRTFSKLDYSGIALLIMGSFVPWLYYSFYCSPQPRLIYLSIVCVLGISAIIVAQWDRFATPKHRQTRAGVFLGLGLSGVVPTMHFTIAEGFVKATTVGQMGWFFLMAVMYITGAGLYAARIPERFFPGKFDIWFQSHQIFHVLVVAAAFVHFYGVSNLQEFRYGLEGGCTDDSLL*

> Gallus gallus (PAQR3) NCBI:XP_001233721.1

MQQKLLRSAHYIELGGYQYWPVLLPRGIRLYTYEQIPVFLRDNPYITDGYRAYLPSRLCLRSLFILSNESVNIWSHLLGFLLFFTLGIRDLTVVLPAARAAREDFVICAVCLFCFQVCMLCSVGYHLFCCHRSEKTSRRWMALDYAGISIGILGCYVSGVFYAFYCSQYWRQVYLITVLAMILAVFFVQIHPNYLTQQWRRLRSIIFCSVSGYGIIPTIHWVSLNGGIGAAIVQEFAPRVVVMYFIAAVAFLFYISKVPERYFPGQLNYLGSSHQIWHILAVVMLYWWHQSAVYIMQYRHSKPCPEHSVDEL*

Class III Receptors

> Gallus gallus (MMD1) NCBI:BU471498.1

MNHPAPANSRYKPTCYEHAANCYTHAFLIVPAIVGSALLHRLSDDRWEKITAWIYGMGLCALFIVSTVFHIVSWKKSHLRTMEHCFHMCDRMMIYVFIAASYAPWLNLRELGPLASHMRWFIWLMAAGGTVYVFLYHEKYKIVELFFYLAMGFSPALVVTSMSNTEGLEEVAWGGLIYCLGVVFFKSDGVIPFAHAIWHVFVATAAAVHYYAIWKYLYRSPADIIRHL*

> Gallus gallus (MMD2) NCBI:XP_414787.2

MNHRVPSNRRYQPTEYEHAANCATHAFWILPSILGSSILYVLSDDRWETISAWIYGFGLSSLFIVSTIFHTISWKKRHLRTVEHCLHMFDRMVIYFFIAASYAPWLNLRELGPWASHMRWIIWIMASVGTVYVFFFHERYKLVELVCYVIMGFFPALVILSMPNRDGLPELVAGGISYCLGMVFFKSDGRIPFAHAIWHLFVAIGAGIHYYAIWRYLYRPGALEAKTSR*

Unikonta; Opisthikonta; Holozoa; Filozoa; Metazoa; Eumetazoa; Bilateria; Coelomata; Deuterostomia; Chordata; Craniata; Vertebrata; Gnathostomata; Teleostomi; Euteleostomi; Sarcopterygii; Tetrapoda; Amphibia; Batrachia; Anura; Mesobatrachia; Pipoidea; Pipidae; Xenopodinae; Xenopus; Silurana tropicalis
Class I Receptors

> Silurana tropicalis (PAQR1) NCBI:AAH80374
MATCKPLSSGQESALSSSSSRGETDDLELAELGPLLEARRERIGQTSSGDENQASKVSPEEEEEEEVRVLTLPLQAHHAMEKMEEFVYKVWEGRWRVIPYDVLPDWLKDNDYLLHGHRPPMPSFRACFRSIFRIHTETGNIWTHLLGFVLFLSLGVLTMLRPNMYFMAPLQEKVVFGMFFLGAVLCLSFSWLFHTVYCHSEKVSRTFSKLDYSGIALLIMGSFVPWLYYSFYCSPQPRLIYLSIVCVLGITAIVVAQWDRFATPKHRPTRAGVFLGLGLSGIVPTLHFTIAEGFVKATTVGQMGWFFLMAVMYITGAGLYAARIPERFFPGKFDIWFQSHQIFHVLVVAAAFIHFYGISNLQEFRYALEGGCTDDSLL*

> Silurana tropicalis (PAQR3) NCBI:NP_001016135.1

MHQKLLKSVHYIELGSYQYWPVLLPRGIRLYTYEQIPVFLKDNPYITDGYRAYLPSKLCLKSLFILSNETVNIWSHLLGFFLFFSLGVYDMMSVLPSANASREDFVICSICLFCFQVCMLCSVGYHLFCCHRSEKTSRRWMALDYAGISIGILGCYVSGVFYAFYCNNYWRQVYLITVLAMILAVFFAQIHPSYLTQQWHRLRSVIFCSVSGYGIIPTVHWIWLNGGVGTSIVQEFAPRVIVMYIIAAVAFLFYISKVPERYFPGQLNYLGSSHQLWHILAVVMLYWWHQSTVYIMQYRHSQPCPTHSEIF*

> Silurana tropicalis (PAQR4)

MAFLSGPRLLDWASSPPHLQFNKFVLTGYRPVASGAECMRSLFYLHNELGNIYTHGIPLLGFLLLLPLQIPWLQLSVPWLGLVHYLACVSPQLGSVVYHLFMNHHGGAPVYHKLLTLDMCGICLVNTLGALPIIYCTLLCYPSTRTLALLAYSALSSYVIFCAVSAHSNISRLCSFAWQAAFRFFIFYLRWADLGFGHPSSLRCYLLMDGLALLGGIINISRLPERLHPGKFDYWFNSHQIMHVLVVISILYLHWGVTSDLTWISSHSCPLD

> Silurana tropicalis (PAQR5)

MLSWKLPRLLTIQQVPKVFHEDSIICGYRSPCSSATACVLSLFQMTNETVNIWTHFIPTWYFLWKMLSFLYSGFWDDPFLWPLLVYQLSCCIYPLMSTCAHTFSVMSTKARHICFFLDYGAVSLYSLGAAIAYSAYVFPDRWVGGTFHRWYVFCAVMNTGICTALACYSRIPEVARPRLSKVLRTTAFAYPYLFDSIPLFYRLFLCSGSGCAQNAALPMHIWHSILAFLTAFLFATHLPERLAPGCFDYVGHSHQLFHVCGILGTYIQMEVLIKDMNLRKKWLMDKDNIPSFSNTLGAWGLGMIMSFIVIACFSLALYWKPQTQKNKRKM

> Silurana tropicalis (PAQR6)

MLTIKLPQLFRVHQMPRVFWEDGIISGYRHPKSSALDCLLSSFQMTNETVNIWTHFLPTWYFLWRFLLLSHTLDFWGHSYNWPLLVYMMLICLYPFTSSFAHTFSSMSAHARHICYFLDYGALSLYSLGSAFIYSAYIMPDRWINSALHRYFVPIAAFNTFICTGLSCYSRFLEVDQPQLSKVLRTVAFVHPFMFDNIPLFFRLIFCFGEDCNWNEAVRLHFTHLSFAFLTGFLFASHLPERLAPGRFDYFGHSHQLFHICAVLGTHFQLEAVLCDRAAREAWLAAHSDGDSLAVTLGVVATALIGNLILICFFTATLLWSPRANSILQNHSPGDARFKE

> Silurana tropicalis (PAQR8)

MTTAILECISTLSISVQQLRRLPRFLEGGTTKMPLTVKDSDVPRLFREPYIQTGYRPTDQDWKYYFLSLFQKHNESINVWTHLLVALAVVLRFVALVEAGSLSLDIISLPFYLYVLSSLTYLTCSILAHLLQSKSELAHYTFYFMDYVGVSTYQYGSALAHYYYSSNQAWYDKAWYFFLPGAAFLGWMSCAGCCYAKYCYKRPYPVMRKIFQVVPAGLAYMLDISPVIHRIVTCHMEGCTDKAIWVHALQIIFFLISSYFFSCPVPEKYFPGSCDFVGHGHQIFHVFLGLCTLSQLEALFIDYQTRHELFSLRYSSNGTLVNCLSFFMLILCSTGTAMYARRRIKNKLARKEL

> Silurana tropicalis (PAQR9)

MPLQSYTRDKDKTPLLRWDEVPDDFVECFILSGYRRLHLTAQECLASIFQPTNETLNFWTHFIPLVLFVSKFYHVFFLATELPFHHPALLPLWCYASGVLLTFAMSCTAHVFSCRSLRLRAAFFFLDYASISYYGFASTVAYSYYLLPRLSLLDPAVMTPYLQSLGWHQVDYSMLMGLYGKLVLPVAFILAVTCTVACCKSRAEDCSYPFAIRTFVFAMPLSMACPVMIESLLFDLRKRNPTLFVHFYRRYFWLLVAAFFNVSKIPERIHPGLFDIIGHSHQLFHIFTFLSIYDQMHYVEQGLELFLKSPSSPPTLQGTIGYMLLLTLCLVFVVRTYLKGLSNTKQD

Class III Receptors

> Silurana tropicalis (MMD1) JGI Genome

MNHRAPANCRYKPTWYEHAANCYTHAFLIVPSIVGSALLHRLSDDRWEKITAWIYGMGLCALFIVSTVFHIVTWKKSHLRSVEHCFHMCDRMVIYFFIAASYAPWLNLRELGPMASHMRWFIWLMAVGGTVYVFLYHERYKIVELLFYLAMGFSPALVVTSMNNTEGLHELAWGGLIYCLGVIFFKSDGIIPFAHAIWHLFVALAAAVHYYAIWKYLYKSPSADLIRHL*

Unikonta; Opisthikonta; Holozoa; Filozoa; Metazoa; Eumetazoa; Bilateria; Coelomata; Deuterostomia; Chordata; Craniata; Vertebrata; Gnathostomata; Teleostomi; Euteleostomi; Actinopterygii; Actinopteri; Neopterygii; Teleostei; Elopocephala; Clupeocephala; Otocephala; Ostariophysi; Otophysi; Cypriniphysi; Cypriniformes; Cyprinoidea; Cyprinidae; Danio rerio
Class I Receptors

> Danio rerio (PAQR1a) NCBI:AAH44388

MSGQIRSASHADCRVTEECHVPADVELMELGPLLEENGPMGAKGLQSEGAGALADDEEEDEEVGEVLTLPLQAHHAMEKMEEFVHKVWEGRWRVIPFHVLPEWLKDNDYLLHGHRPPMPSFRACFGSIFRIHTETGNIWTHLLGLILFLCLGTLTMLRPNMYFMAPLQEKVVFGMFFLGAVLCLSFSWLFHTVYCHSEKVSRTFSKLDYSGIALLIMGSFVPWLYYSFYCSPQPRLIYLTIVCVLGIAAIIVAQWDRFSTPRHRPTRAGVFMSLGLSGIVPTMHFTIEEGFVKATTVGQMGWFYLMGAMYITGAGLYAARIPERYFPGKCDIWFHSHQIFHVLVVAAAFIHFYGVSNLQEFRYGLEGGCTDDTLL*

> Danio rerio (PAQR3) NCBI:NP_001025319.1

MPQNILKSTHYIELGSYQYWPVLVPRGIRLYTYEQIPMFLKENPYITDGYRAHLPSKLCLKSIFILSNETVNIWSHLLGFLLFFSLGVNDMATVLPSAGASREDYVIYSIGLLCFQVCMLCSVGYHLFCCHRSEKTCRRWLALDYAGISVGILGCYVPGVFYAFYCNSFWRQVYLLTVLALILAVFAAQIHPLYLSQQWKKLRSLMFCLVAAYGIIPACHWVWINGGFSSEIVKVFFPRVMIMYLIAASAFLFYVSKIPERYFPGQLNYVGASHQLWHVLVVVMFYWWHQTAVYIMNYRHNQPCGST*

> Danio rerio (PAQR4a)

MAFLNGPRLLDWANSPPHLQFNKYVLTGYRPISTVQECIKSLFYLHNELGNIYTHGIPLLCFLVLLPLNIPWSQISVTWLGVVHFLACLSPQLGSVVYHLFMNHEGGEPVYKTLLTLDMCGICMINTLGALPIVYSTLLCYPFTRTVALLMYILLSSYAIYCAITARSRVRRLRSFAWQALFRFSFFLLRWVGVGGGSPTSLRHFLTMDALAVLGGVINITRIPERFRPGLFDYWCNSHQIMHVLVVVSILYLHWGVLDDLLWINTYHCPSD

> Danio rerio (PAQR5b1)

MLSLIKLQRVFNVHQVPKAFHEDGIISGYRHPRSSATECVWSLFQLTNETLNVWTHFLPTWYFLWKLMTVLLMEDVWNEAYTWPLLVFLFSCCVYPLASSCAHTFSSMSTRARHICYFFDYGALSFYSLGSAISYSAYVFPDAWLSSSFHAYYISVAVFNTVLSTSLACYSRFSERQCPRMSKVLRILAFAYPYLFDNIPLFYRLFVCVGEGCTDNEANSVHVQHTLLAFLTSFLFATHLPERLAPGRFDYIGHSHQLFHVCAIIGTHFQMKAIEMDMGLRRSQLLASAPAISFNNTIGAALLCVSVSLGIICVYSLPLLYSSNPKNTANKE
> Danio rerio (PAQR6)

MLSLRLPQLFDIHQVPKVFREDGIMSGYRHPRSSALDCILSSFQMTNETVNIWTHFLPTWYFLWRFSVLCSSLDFVTDSYTWPLLVYMLLICLYPFTSSCAHTFSTMSAEARHICYFFDYGALSLYSLGCAISYGSYAMPDSWVNSWLHQHFVTIGICNSLFCTSMSCYTRFIELQFPHKSKILRTSAFVVPFLFDSFPLFYRLLSCCWGSCSPSEALASHSYHLLFAFLTCFLFASHLPERLAPGRFDYIGHSHQLFHICAVVGTHFQMEAALSDMASRKDWLISYSGLPTFQGTMGALALGVLLNLAIIGVFSASLIQTPRQSTSHPHQE

> Danio rerio (PAQR7a)

MATVVMEQIGRLFINAQQLRQIPRFLESAFPKLPCTVMVSDVPWVFRESHIITGYRPPDQNWRYYFLTLFQRHNESVNVWTHLLASLIILVKFQELSETVDFLRDPHAQPMFILLLAAFTYLGCSALAHLLSAKSEISHYTFYFLDYVGVAVYQYGSALAHFYYVVEEEWHAQVRTFFLPASAFLAWLSCTGCCYGKYASPKLPKFVHKLFQVVPSGLAYCLDISPVLHRIYRCYSSEHWCADQAVVYHCYQVLFFLISAYFFSYPHPERWFPGRCDFIGQGHQIFHVFLVLCTLVQIEAVRLDYTERRRLYEHLHGDLAHDAVALFIFTACCSALTAFYVRKRVKTYLEEKQE

> Danio rerio (PAQR8)

MSSGVLGRLSTLTLSLQQLGQLPHLSNWLPRLPRRQATVHASEVPSLFREPYILSGYRPVHQEWRSYFCSLFQCHNELLNVWTHLLAIPAVLLQFSFFAGAWGLTLNLASLPLFLYVLSSLTYLSFSVAAHLLQSHSELAHYSLFFVDYVGVAVYQYGCSMGHYFYCSEPEWRHSLVGVLFLPGAAMLAWLSCASCCYSKFRYRRPYPFHRKICQIIPTSLAYLLDISPVAHRLLTKSWDEPVLVFHAMQVAFFLLAALFFSCPVPERFFPGRCDIVGHGHQIFHIFLVLCTMCQLEAMFRDFLVHQQSVVDAHGEHFILLAGGSFFLLVLCSILTAVLMRGAVQRQLRKKD

> Danio rerio (PAQR9)

MWSLPLVRHTDVPVRVTESFILSGYRFPNYSLRQCLASAFRPTNETGNFWTHFLPIFVFAFHFMEVFTWEKVPEPSDPFFYPFWNYFLGVLYLLLASSLAHLLNSMSLIIREICFFVDYGTISAYTVGSSLAYFYYIHPQAGIPENGPCGHNSSERKSLNSDEQTWQLFFESLYIPSTCLVAIICVLTCCNTRQRWRKYRYAVRTLVFLLPFFVSSTPVFYRLLSLSPHLSSTMAAFFYRHCFWLVVSAVFNISKIPERVSPGNFDIWGHSHQWFHCCTFLSILDELHMIKVEIRALLLNPMLLLPPSTPPRLPGPTFWSTYGIMVLLQGCIASIIAWFGWQAYQIYAPEQKKLKCC

Class III Receptors

> Danio rerio (MMD1) NCBI:XP_690911.2|

MNNRAPYNKRYQPTEYEHAANCATHGLWIIPSIVGGILLYFLSDDHWEEISAWLYGAGLSSLFIISTVFHTVSWKKSHLRRSVEHCFHMCDRMVIYFFIAASYTPWLTLRDLGPWAAHMRWVVWVMASGGTAYVFFFHEKFKVVELICYIAMGVFPALVILSMADRSGLCELLLGGGCYVLGMAFFKSDGIVPFAHAIWHLFVAMGAGIHYYAIWKYLYTPVNQPTSTAR*

> Danio rerio (MMD2) NCBI:XP_687100.2

MNNRVPSSKRYQPTEYEHAANCATHGFWIIPSILGGSMLHFLSDDQWETISAWMYGIGLSGLFIMSTMFHTVSWKKSHLRKVEQRFHMCDRMVIYFFIAASYAPWLNLRELGPWAVHMRWLVWIMACAGSAYVFFFHEKNKILDLLCYTAMGSVPAVVLLSMPNREGVLELSVGGLFYCLGVVFFKSDGLIPFAHAIWHVFVAVGAAIHYYAIWKYLYATGTCQIKISR*

> Danio rerio (MMD3) NCBI:NP_001032496.1

MNTRAAANCRYQPTCYEHAANCYTHALLIMPAFVGMALLHRLSDDRWERFTAWVYGMGLIALFLVSTVFHIISWKKSHMRTMEHCFHMCDRVVIYFFIAASYTPWLNLRELGPLAAHMRWFVWLMAAAGTIYVFNYHEKYLYCALFVYYLLGSLIALLVTKKTNTEGLSELAFGGLVYCLGVFFFKCDGVIPFAHAIWHVFVALAAAIHYYAIWKYLYRSPALEDIRDA*

Unikonta; Opisthikonta; Holozoa; Filozoa; Metazoa; Eumetazoa; Bilateria; Coelomata; Deuterostomia; Chordata; Cephalochordata; Branchiostomidae; Branchiostoma; Branchiostoma floridae
> Branchiostoma floridae (PAQR569)

MWSGLKVWTTELLHIDDIPHHYREHCIVRGYRKPKSSATDCVLSVFQLTNETLNFWTHFLPFWYFIWRLVAVSYDFDFWVDPYTWPLLVFMLSCCAYPITSSMAHCFNCMSDRAQHISYFMDYGALSLYSLGSGIAYHAYVFPDSFIGSWFDDVFLRVATFLAVGCTLLSCMSRFEDRPRIRKALRLLSFSLPYFFNSVPLCYRVFLCHGEGCSHNEAVIIYYWMLFFSFLTPFLYATHIPEVLAPGKFDLIGHSHQLFHVTGIIATNFQISGVLTDLQMRREFLDVVRPQPMEFWDNIGLMSLVLMKNLLIILFFTLSLYVEKPTWLKVRGHGIKGKVD

> Branchiostoma floridae (PAQR78a)

MQLPRMPCTKRSEDVPVLFREPYVHDGYRPPHQPWHYYLLSLFQIHNEVMNAWTHLIPFSILLYNVFTRTGELDFSADHTSWALLLLGFGGCSFLFLSFAAHLFQSHSEHAHYMCFILDYVGIAFYGFTAGLAQFSICSDPWFSRVFKPVFFPLLVVSGCYTCICCSYGKVRFNRPYPPMRWVLQISAIGSMYVLSMSPVLHRVMMDHARNSMDTVSWMHVAHTAFFMTGVFFYTSNVPHRFQPGMFDIVGHGHQLFHVAMATMAIIQFETVFRDLQSGRHFLLSRPSVTSITVQATVVLLCCVVSTLAMAAKVRRKLKNKVQ

Unikonta; Opisthikonta; Holozoa; Filozoa; Metazoa; Eumetazoa; Bilateria; Coelomata; Deuterostomia; Chordata; Tunicata; Ascidiacea; Enterogona; Phlebobranchia; Cionidae; Ciona intestinalis
Class I Receptors

> Ciona intestinalis (PAQR1) NCBI:XP_002129916.1

MYEDQSVNLRAVNRCDDEDNIRVRNNSTLLSSSCPQLNIINNGSDSDDKEEEALFPEGQLLNVNQSAHSALGYIDNPVLAAKEISHHAKETLHNAIDKVDRFAHKVWDGRWRVVSFFQLQEWQQDNEFLHHWHRPQMPCFKACFGSIFRLHTETGNIWTHLIGFVLFIGICIYFLCLPATQFISEWQEKVVFFLFFLGAVLCLCFSTLFHTMGCHSERVFRIFGKLDYSGIALMIMGSFVPWIYYSFYCDIEPKVIYMSCVCVLGVLCIVISQWEKFSTAKYRSVRAVLFAALGLSGIVPAVHTMVRQGFLRSVTVGQLGWLILMAVLYLTGAFLYAKRIPERYFPGKCDLWFQSHQIFHILVVLAAVVHFHGISNLQQFRFLDGGQCMANV*

> Ciona intestinalis (PAQR3) NCBI:XP_002122039.1

MSAQNALHKPVFIDYAPPLIKQKAWEFFKISRTPSHSLLHVRSDIHLYSHDEVPSFQQDNPFLTHGYRSYLSAKQCCKSVLIKSNELVNIWTHGGMFVYLFILLFYDQFYLLSSLKASVADHFIFLTFSVCSQACMLCSAGYHTFNCHVHEKVATRWYSVDLVGITVGMLGCYMIGLYYGFYCFNMTKLFYQVIVISMIVVSISLMIHPKYLSKRWRNTRILHLSMITISGLLPTLHWSIVSTEMEVKLFLSSVFILYAILGVALSFYLSKFPERYFPGRFNYIGHSHNWWHVFVAISLWHWRNFAISVLAYRLNTTCLQTS*

> Ciona intestinalis (PAQR569a)

MGCCNAVRSSKCDEYPVQYRTDFIRTGYRPLPLSFKECIKSAFYANNETGNIWTHFIPFLFMVHRAYNIISKFEDLTDPINFGYYVHSIGVTYVLIASTIAHTFCTHSELCFRKCYSVDRAAIIMQGFSVQLVLELFICPPSCYVAEDIGRNSHVILTLYCVLSTIMFCSSVHPRLGRFQRFLAVFPFGIGSIMINFSCAVRYLYSSNAIESTCFGTTKGDHVLFHLHLIAVCFAMFFYVAKLPERWYPEKFDIVGSSHQIFHILVAISLYFQNRLIEHVTAEAKFKIETGELLREPLASACTQTVGVFILTFITVHSVVALYYWKVQPPIQICKPPEKK

> Ciona intestinalis (PAQR78a)

MVDPDDYFHALKNSCNNVPQCCVEPYILKGYVLPHMPLRYYFKVLWIPNNELFNVWTHLFPCLFFISMLYQFNQSLNLFESWPVLIVTVSAILLTLCSSLAHLFHSRSSFQHCCWFMVDYFGITTFAYSSTVSHFFASSQLSYYNRIGWLNLLVFTLIACCGFLCMSFTQAGNRWQSVENARKMKLWSTVFGYLYGMLPIMHRYLINAENDHALYYHKLQFICMLLCPLFYTSDLPQKLWPGKFDIVGHSHQIFHVFAALSCYFEIVAIHMDVTDINGPWNALKHQNDFPTFELFCTCALALIVYCIILAIYIARSIHADSIKKIPACQCSDLNKNHQQKKVD

Class III Receptors

> Ciona intestinalis (MMD1) NCBI:XP_002127427.1

MNNLTCQDTATAYNCTVHIQNHFTPSYSQYEFCSRAYGISLISLFMVSTLFHWISFTQSSWRPKSHAGCSIRRPSLNKLFHVCDRTTIYFFIAGSYTPWLILINLPDKIVWLRWGIWVAAILGTTYTFMFLEKYKLLDTLLYVAVGLVPGVATYLYTTDDSGSVSGIFELCVGGAFYLSGVVIFKCDGIIPFAHAIWHLFVALGAFTHYYGVYKHFYQSSVQYSV*

Unikonta; Opisthikonta; Holozoa; Filozoa; Metazoa; Eumetazoa; Bilateria; Coelomata; Deuterostomia; Hemichordata; Enteropneusta; Harrimaniidae; Saccoglossus; Saccoglossus kowalevskii
> Sacchoglossus kowalevskii (PAQR4)

MCQRVRLYDWAESPTHLQFNRFILTGYRPLTNIICCVKSLVYLHNELVNVYTHGLPLLYFLIFPTIRLQWNVMNVTSLAIMHYLSLISLLFGSVIYHLFMSHAGGAVVYKKLLQLDMCGIWTANTFGVLSTFAASFQDTVVLSWLVPIVYLLLSTFSIHKAVTSKCQSDRVLAFLSPVIYRWTVVTLRVFGKIGGNPFANYYLVWMEVLAAAGAIINVCRIPERWLPGRFDYVMNSHQIMHILSFIALINSQWGAMEDLAWMSRTVS

Unikonta; Opisthikonta; Holozoa; Filozoa; Metazoa; Eumetazoa; Bilateria; Coelomata; Deuterostomia; Echinodermata; Eleutherozoa; Echinozoa; Echinoidea; Euechinoidea; Echinacea; Echinoida; Strongylocentrotidae; Strongylocentrotus; Strongylocentrotus purpuratus
> Strongylocentrotus purpuratus (PAQR56a)

MWTIKLLRFNQVPSDFHEPFIISGYRSCRSSISSCLVSAIQGSNETINFWTHFIPAMWFGWTTLQQVADGAFIQDPFSWPLICFLLSCVMYLFASAMAHLFNCISLPARYVTFFFDYGAISIYSFGSSIAYCAYTFPPELLHTPLHQVFLVMAMFTAMLSTFLACYSRFSSNHFLCHSGRLPAIMIPYFWCSLPLLYRVIFCVEPDPNSDAALFHVRQFFCTAVTVFFYASRFPEVLAPGIFDFIGHSHQLFHIGGAFSTYWQYHALLLDKAERRQFLVEAVGLPTVAGTAGAFVVVLTVNLLIIWGFSHWVSQPKSLEMVRQRLEEDKREKKGCGCKCD

> Strongylocentrotus purpuratus (PAQR78)

MWENVNFRRLLGGASKNGYRGSADFDTRDVDEVPVIFQEPFVKYGYREPHHGLTYYAKSFLELHNESLNVWTHAAAFSILLYQSYQFCSPLDVMNDPYALIFAIFCACCCTFLLLSAIAHLFHSHSELTHYTCWFIDYLGMSIYGFGGSLAHYYFSALPSFMHSVSWFFIPLLLVLSYGVCFCCSFAKYRYKRPYPFARKLWQLGSVGAGYVLIITPIYHRLLGCLFSDQPMDQALFFHFLQVSFILPSIFFFAAPYPQKLQPGKYDIVGHGHQMFHVAMAFVSYYQMKAVHLDFLHRRDEYSTHTDPSMIQAILYITVLVIADIITLFVFRHKVWQNISKVDMD

Unikonta; Opisthikonta; Holozoa; Filozoa; Metazoa; Eumetazoa; Bilateria; Coelomata; Protostomia; Panarthropoda; Arthropoda; Mandibulata; Pancrustacea; Hexapoda; Insecta; Dicondylia; Pterygota; Neoptera; Endopterygota; Diptera; Brachycera; Muscomorpha; Eremoneura; Cyclorrhapha; Schizophora; Acalyptratae; Ephydroidea; Drosophilidae; Drosophilinae; Drosophilini; Drosophilina; Drosophiliti; Drosophila melanogaster
Class I Receptors

> Drosophila melanogaster (PAQR1) NCBI:Q9VCY8.2

MDSATNLLEQQGSAADVSGGSHPAEVEVTTQARATFGMDAEGHATGEAVTTTTATLRREGSDEDIFEQVQMILRKRRGWGPEDSLSPNDLDILEYDDELVEEDDAGCPLPSTPEDTQLIEAEMTEVLKAGVLSDEIDLGALAHNAAEQAEEFVRKVWEASWKVCHYKNLPKWLQDNDFLHRGHRPPLPSFRACFKSIFRVHTETGNIWTHLLGCIAFIGVALYFISRPSVEIQTQEKIVFGAFFIGAIVCLGFSFAFHTLSCHSVEMGRLFSKLDYCGIALLIMGSFVPWLYYGFYCHYQPKVIYLSVVSILGILSIVVSLWDKFSEPALRPLRAGVFMSFGLSGVIPAIHYSIMEGWFSQMSRASLGWLILMGLLYILGALLYALRVPERWFPGKFDIWGQSHQIFHILVIAAAFVHYHGISEMAMYRVMYSECTVPIEPITF*

> Drosophila melanogaster (PAQR3) NCBI:NP_650387.1

MSPRPREILEEPELSLDSSSCYLRKSGQDCDDSCLLDGQLVADSVDAAHQFPSNEEPNILGHGPNYDDKLSKFKWLCNFDDAPSHLKFNPYIRRGYRTFLPSTKMCLQSIFWWTNETINIWSHLAGCILFIGLTIFDLQFLRLHASLSDQVLVVCLLVCFCLCMLMSAIYHIFSCKSEEHYELFLSVDFLGISLSLVAIYISGMYYAFWCHTFLRTLYSTIALGMFALAIAVQIPRLNVSMNGKVAVLLLWSAYGIIPLGHWAVAMGGLENELVRLMVPRIVLMYLLCLVAFVFYAAKIPERWFTGKVDFVGHSHNWWHLIIVAAFYHWHNTGLVYAEYRLNNGCTAPVLS*

> Drosophila melanogaster (PAQR4)

MPTYLQFNPYVLRGYRPLQTFKGCLLSLFYWHNESINILTHAIPIFYILAIVPGLMPWDSGYKFLSFCHVFGSVAPWCGSFVYHLFMNIEKGENVYYTLLKLDMVGIWVSQSFGALPLVTATTLCFPPVLKWLIIVSYCVLSLWGLYKALTASSPWQRRLCFALPFAMRSILTFLRIRGMVGGSHMALSHVYLQDGVSILGGAIGAMRIPEKWFPGVVDFYLNSHNIMHVLVVVAVYSMHKATIKDFEWMSTQTCHTAANATEQALGHVEL

Class III Receptors

> Drosophila melanogaster (MMD1) NCBI:NP_572382.1

MQDLQHKYAFLENLFSKFWKSIIKSNSNLKLQLRNVKWKNAKAKPGCAYQPTEIEQVANVITHGIWILPAVFAAIKLFERSSSASQYLVAWVYGGALCMLFTVSTFFHCSCYCAEHKPPKNVKAWPCLGWQTYQGLKNVLHRCDRAMIYVFIAGSYFPWLTLENTDHSAILFCMEWVIWLMAGIGIAYQQVFHERYKCLETFFYLVMGLGPALVVVFTGHHFHGMMQLKFGGGFYILGIVFFKADGTIPMAHAIWHLFVVLAAGCHYYAILVNLYPSEGAAA*

Unikonta; Opisthikonta; Holozoa; Filozoa; Metazoa; Eumetazoa; Bilateria; Pseudocoelomata; Nematoda; Chromadorea; Rhabditida; Rhabditoidea; Rhabditidae; Peloderinae; Caenorhabditis elegans
Class I Receptors

> Caenorhabditis elegans (PAQR1a) NCBI:AAF60489
MTVAVIHDNHEEGGNQHRRRIVKYKLHPQRRGHEDGKHLRFVTAGHDAEIHLDHSDDDDELEVEINEEEVIIPSETGEGPRAVIKRFWEARWKATNFETLPEWLQDNEYLRTGHRPPLPSFSSCFKSIFALHTETGNIWTHMYGCVAFFGIGIWFLTRPHDQMQWVEKLIYSAFFLGAVICLGMSFLFHTVACHSIEMAKLFSKLDYTGISLLIVGSFVPWIYFAFYCRPQPMIIYNGMIIILGIAAMVVSLWDKFAEPKFRPVRAAVFIAMGLSAVVPAFHLLVVDGVHYMVEESQVHLMIMMGAMYIGGATLYATRVPERCFPGKCDIWFQSHQLFHTFVVLAAFVHYHAISQMGMHKLMKGSCPDQLKTRYGNELNPSFVGTLLGLDEPLNVRDWTPADVGL*

> Caenorhabditis elegans (PAQR3) NCBI:NP_502745.2

MRKRCLKCNLKDVCHNHERYRLVSKHKLHKTLWQNDYVINHYRPPAMTKKMCAKSAFHINNETINIWSHLLGFIYFTYQQYNTNYIVLPSIGSHPSDHFVFTLSIFGMQMCMLLSASYHTFGCTSIEMRQKWLKMDIFGISAGLLGMYLNGIYTAFFCFQDHLTSYIYILLGIFVITAYVPTRQDFFERKIIGSRVGLLHIIYCIIITFGICPTVHWVFLHGGFENDHVTKWFPNVVVLYSLIAAAFMFYVTMVPEKLWPGKFDVVGCSHQWWHIFILGAMIYWQQSGNQLLTEYRSFTDSCHRFIPRNFSEISSSSVNSNYSNSPAM*

Class III Receptors

> Caenorhabditis elegans (MMD1) NCBI:NP_001021821.1

MSGSCGIIDPDTPPPKAISYKNRRAGKGEAYEPTSHEHVANTVSHAIGIGPTILVFYYFMCAYAHRDLQHILMIIYGIFTTLLFTSSTVYHFCELLFRQQNKHRKLRYYLHICDRAAIYLFIAASYTPWLTLRHCGLPGLNLKWMIWVFAILGILYQYNFHERYKTLETILYILIAAGPSVAIFTMNDRTGLEWMMTGGMMYAVGVFFFKLDGIVAFAHAIWHLFVLLGASCHTYAVYAFLLGPDKNNPVPDI*

Unikonta; Opisthikonta; Holozoa; Filozoa; Metazoa; Eumetazoa; Bilateria; Coelomata; Protostomia; Annelida/Echiura/Pogonophora group; Annelida; Polychaeta; Scolecida; Capitellida; Capitellidae; Capitella telata
Class I Receptors

> Capitella telata (PAQR1) JGI Genome

MSESPQPSSLAAANPTPAGSMADLSEDDFMDAQTTTPTPSPRASLTHHDPTLIEEANHLLSSKLEELPEEDEDFEEEDGDGDPVTPNFEFDPADMDLLAIPGKALDKAEEIARRVWEAGWTVVHHNHLPKWLRDNDFLIKGHRPPLNSFLACFKSIFRIHTETGNIWTHLLGFIAFIGITVYFLTRPSIEVQWQEKAIFSAFFIGAILCLGFSFLFHTVYCHSERVGRLFNKLDYCGIAVLTMGSFVPWLYYSFYCRMEPKIIYLVLIFVLGIGCIVVSMWDKFAEPKFRPVRAGMFIGLGLSGVIPAMHFVITDGLVAAFQYASLHWLLLMAFLYISGAIIYAVRIPERIWPGKFDIWCQSHQIFHVFVVAAAFVHYHGISEIAEYRLSFGDCLEERSQLLMLRTV*

> Capitella telata (PAQR3) JGI Genome

MNRCSPSECSLPLNSQCKAPVQIQLFNYNEVPHFLKGNPYVTGGYPSLPSLHLCMRSLLAWTNETVNVWSHLLGFLVFLGLCLWDNIVWMPSINGSFTDRVILTIGLLCYQFCMLASTGYHLFRCHSETACNKWLALDLTGISVGLLGCYLPGIHLGFYCLSVWRDVYLLVIGGLFVAVFIFQTQPKYYSDNWFRRRLVLYCFLTGYGVIPAVHWVYLNGGLSAPVVQMFAPKIAVVYLLGLLAFFFYVSKFPEKVFPGRFNFIGSSHQMWHVVVVVAFVWWHHSGQLLLMYRLGQPCNN*

> Capitella telata (PAQR569a)

MATTLQLYHVSEIPSFFHELYIHRGYRHPRSSVRSCLRSCFYLHNETVNFWTHFIPAVFYLFVLVTDCYQYNLLLDAYGLPMLAYLISMTLFPTASALAHLFNTISEKARHMCFFLDYFALSIFGIGTAIAYHAYSFPVALISTWWQHLYLLVAVVNALLSFVLSCRTRFLDHGLRKKMFRILSFAVPYLFDVLPVCYRAIHGDVVDFSLGGMHYHVRQSVFAFLSALIYSSHLPERLSPGRFDIIGQSHQLFHVVSVMGTHDLMTGMRMDMLQRRQLMDAHQPSYSILLMVAVVGFNLVILYYFWMQLDGVILKSTSSEDLTKLNNLCNGAGLTNGKSGHHLIDRQLTNDVSRRSKLRPHVE

> Capitella telata (PAQR78a)

MSRVQSTPIFGTTKTRFRSLPRVPSLPVFVPTRSKAQVPLLFREAYVDHGFRELHRPWWSYLLSVLQLHNESMNVWTHLVALVLMLKHLHTFNQHLDFLTDPYSWPLLAGFVCGLLLYSFSSMAHCFHSKSELVHYLAFMVDYAGIGLYGLGSTIIHFYYCTELELHLFTQNFFVPVGCALAFLVFFCCSYAKVSYSRPYPFVRKVWQMVPVLGVYFHLSIPLVHRFILCLTSSSACPPSIQHHAQQMVWFILSGIFYASDLPQRFHPGRFDHFFHSHQLFHICIMMSTSKQMDAVLLDYQMRLAAILAQPEPSLFSAFGPVAVVLAAQIISFCFFRSIVKRKLAKRD*
Class III Receptors

> Capitella telata (MMD1) JGI Genome

MNGRAKPGTAYVPTRVEQLANMVTHGLWIPPSVLGIGWMLYLASTPLQSLAALVYGLALIALFSVSTIFHTISYSAKCSTLKNFFHIGDRAIIYVFIAASYTPWLALKNFDGWGTLTLWIVWIAAMLGIAYQYTFHEQFKWLETLLYVLIGVLPSVVIICMEEPRAGLYEMAIGGAVYISGVFFFKCDGVIPFAHAIWHCFVSIGACLHFIAVCVYLLGPHNEVVSAQI*

Unikonta; Opisthikonta; Holozoa; Filozoa; Metazoa; Eumetazoa; Bilateria; Coelomata; Protostomia; Mollusca; Gastropoda; Eogastropoda; Docoglossa; Nacellina; Acmaeioidea; Lottiidae; Lottia gigantea
Class I Receptors

> Lottia gigantea (PAQR1) JGI Genome

MDKLYMEKNNSEILENLPSTSHVDSSPLPIPHITTRSTVITNTDSIESDYSDAEDDLDIGSPRKKLGVRRSEVGHLLGTEKVRRDSDDTEEEFHDSSMEILSLPSKCAEQAEEFVRKVWEAGWRVVHHHSLPTWLKDNDFLLRGHRPPTYSFLACFKSIFSIHTETGNIWTHLLGMIAFIGIATYFLTRPTIEIQWQEKAVFSAFFAGAILCMTFSWIFHTVFCHSEKVGKLFNKLDYCGIALLTMGSFVPWLYYSFYCRLGPKVVYLVLIFVLGTACIIVSMWDKFAEPEFRAVRAGVFIALGLSGVIPAMHYVITDGFHHAIDDAALGWLVLMAVLYITGALIYAFRIPERLFPGKFDIWFQSHTIFHVFVLAAAFVHYHGISEIAHYRLTLGDCLESETQ*

> Lottia gigantea (PAQR3) JGI Genome

METVKSRITSQVKAANGFLDVEICNYGKTDYSGNVRLYDYRDIPNFLSGNPFILRGYRANLPISTCIRSLFMWSNETINIWSHLLGFLLFFCLMINDLVFTLPSYKTHVTDYIVITFGLLCFQYCMLCSTGYHIFNCHSEKCCQWWLGIDMAGISVGVIGCYIPALYYAYYCITIWRDIYMFTIAVLTLGTLILQREPEFKTRRWFKIRVLIYIALTAIGVIPTIHWIYLNDGFNAFIVQLFIPKIIVLYLLGMVALTFYLSKFPERYYPGTFDMIGSSHQCWHFVVVLAFIWCYYSGQEILLYRIHNTCIL*

> Lottia gigantea (PAQR569)

MITRHQGYHKRTPSCSLGICGPIYAVDQVPEQFHEMFILHGYRHPKSSFTQCVLSLFDATNETLNAWTHFLPAFYFIWVFFGLSQSLNFWSDSYTWPLLVYMLVCCVFPFMSAIAHTFNTMSERARHICFFLDYTALSLLSLGVAIAYRAYAFPQALRNTIYGDLFVTGAVINSLLCVLVSCETRFMKPSGLRKVLRLGSFALPYVYDSIPIVYRLLFCSKTECALTSHPLLARQFIFAFFSAFLYATHLPERLRPGQFDIIGHSHQLFHISSILATMDQIQAMLGDMRERAEELKASWEFTSPNSSLNILAAVLILNTIIIFIFSIRRLPLATKSEGRCC

> Lottia gigantea (PAQR78a)

MPIQKIVKSFPSTTSKDQVPKLFHEPHVETGFRHLHQPWSYYFFSVFQVHNECMNTWTHLIALWLILYRTYRLALEFDFINDPYMWPLLASLLTMIILYICSSCAHCFSNKSESIHYTCFMIDYAGIGLYGMGSTMLHYAYCLHTDMVDTWAHHWDVELGVCLGVLVTVCCSISKTRYSRPYPFVRRIWQLSSTLAVYVWLIYPIAYRVALYLFHHQWDSGLSHHIQQMIWFFAGGFFFGSDVPQRFCPGKFDFIGHSHQIFHICILMTSYKQLDAVYEDIKNNWAEIHRLPEPTLINSFGAVLLTIVLNMIAVMYFRSVACRKIHDNNQQNNNINHNKTD

Class III Receptors

> Lottia gigantea (MMD1) JGI Genome
MNERAKPGTAYRPTDLEHIANVLTHGIWVLPSLLCGIWMMYIANNSLQYVSAVIYGAALWLLFTVSTTFHTLSYSGKFSSLKNFFHIGDRAVIYIFIAASYTPWLCIKDFNQWGNIVLWLVWIMAICGILYQYIFHEQYKLMETIFYLIIGVCPASVAFLMTEDSGLTELSLGGATYIIGVIFFKSDGLIPFAHAIWHCFVLVGSMFHYYGVVTHLLGPKDNLSNVDIPQPLHNEL*
Unikonta; Opisthikonta; Holozoa; Filozoa; Metazoa; Eumetazoa; Bilateria; Acoelomata; Platyhelminthes; Trematoda; Digenea; Strigeidida; Schistosomatoidea; Schistosomatidae; Schistosoma; Schistosoma japonicum
> Schistosoma japonicum (PAQR569)

MKLVFNQSFTGSDKNVGCRAPWSLQPSRKSRKDKLEILLASQISSDFHEIGILSGYRKPSASLAAGILSIFQLHNETLNIWTQIIPTVYFVIELILNFFHAGERFLLIYLVTAVTFLFTSSCAHTLSCLSPRARHVCFFLDYIGITLYSCGCAVCYYAFALPLDFLSLSPVFYLNLCDLFLFISVMFCICGAYLSCQTRFWKPSLLRNVVRMGAFSINLLYLATPILWRSYICRYMERDYDTYECCSLYYWNLHFMSAFAAGLLYVSHFPERLFLGKFDFFGHSHQIFHILSAFGSVTQYYALRTDLKERSAKLKLVLHAPSIPFSLLCLCLVILCDLIIFLKFYKRLCIIIRSKRL

Unikonta; Opisthikonta; Holozoa; Filozoa; Metazoa; Eumetazoa; Cnidaria; Anthozoa; Hexacorallia; Actiniaria; Edwardsiidae; Nematostella vectensis
Class I Receptors

> Nematostella vectensis (PAQR1) NCBI:XP_001628113.1

MHEAGEKAEKIRKRVIEAGRSGWYTLSHIELPHWLRDNEFLEDSHRPPLNSFKSCFKSMFKIHTETGNIWTHFIGFLAFIAAMLYMYIRPVSADNPFPKDWTEKLVFGAFFAGAILCLGFSWIFHTVYCHSANVSKVFSRLDYSGIALLIMGSFIPPLYYGFYCDTTTRNVYMGVIVSMGLLSVLVSLWSKFNTPKYRCLRAGVFLTFGCSGVVPAIHFVAAHGVAIAHRQASVGWMALMGLLYILGAIAYASRMPERFFPGRFNIWFQSHQIFHVLVVAAAAVHLYGICQMAYYRFTIGSVCH*

> Nematostella vectensis (PAQR3) NCBI:XP_001628391.1

MTFQQFDYEKQSPDEALFVLQQQGKDINLFDYHEIPYFLRGNVYVTNGYRAYLPVRMCIKSLFVWSNETINIWTHLLGFLVFSFLFLYNNIVVLPHIKGATIADHMVFSALLIGFQICLLCSTGYHLFNCHSEKIFHRWFSLDLAGISLGLCSCYIPAVYYAYYCHVGLQTLYLVGVGILTTITLTLQFHPRFLSSVWATRRLLLFCCLVAYGVVPSVHWAYLSGGWDQPVVQIFIPKVIVMYVLGVLALVFYALKVPERYFPGKMNFIGSSHQWWHVLILAAFYWWYRSNLIYLDYRSTNQCTDPRQISAVNVL*

> Nematostella vectensis (PAQR4)

MVYRRLVPVEIPDNNNENELKVLRALEKDEETKENACDLPPKLCSLQCCPSWLQFNKFVLTGYRCDYTVSECLDSLLYVHNESVNIYSHGIPCVLMMILIPLTASQACLESSFWFSLHYFACFAPFFSSPIYHLFMCHKQGSTAYNGLLTFDMCGIWAVNTFGALCGIRATLFCFPIWRMTALITYILISFISLYFILGARTPKERFVPLTVFGVMRYLFIGVRLFLRYLGYGCGSDGALPYCVLMDLFACVGGVINIARVPEKWFPGQFDIIGNSHQIMHVLSVISVIFLHLGSSKEFEWMAEYKC

> Nematostella vectensis (PAQR569a)

MINNNNNLKQHTEVLEKTLLGDRAVDFEFREPFIVSGYRRPGFSFKQCIHSAFYAHNETINVWSHILALVGFLYHCLPVFCLRSNPFTDPFVYPLLSFSLGISAMFLMSSSAHLFNCMSAKVRHICFFFDYAAISTYTFTAGLVFYYYSRPTNTDLKLMNSNCLFLCISAAISLATTYLCCASRHKWVQHKFLLRTGTFVISWLFNTLPFTTRAIYCDSKLECNTVAFAYFKRQVFYFFLAALSNVIRIPERFIPGLFDFFGQSHHFLHILCSLGAIDDFVAVELDMNIRREILHASSTVLPTFGNSLGLMIAVLLGNIAIVIWFAVHCPVSLQIDKQLKTK

Class III Receptors

> Nematostella vectensis (MMD1) NCBI:XP_001630086.1

MINIDFSRFKNPKPKNGQAYQPTRHEQIANIATHGVFMIPTIFALHALHHLAQDKSSSHKVIAWVYGVSLILIFSVSTFFHVACMHGKSSKLRFILHLCDRGIIYFFIAASYMPWLVLRDVGVWGDTLSWLLWLGAILGTLYNYIFHEKYKTLETVFYLMIGVLPSLPLIFSATDTAGLVEVALGGAFYISGIYFFKADGKIPFAHAIWHLFCASGAGMHFFAVFTHLY*

Unikonta; Opisthikonta; Holozoa; Filozoa; Metazoa; Placozoa; Trichoplax adhaerens
Class I Receptors

> Trichoplax adhaerens (PAQR1) NCBI:XP_002108713.1

MFDLKQNGNENITETNAKAAVEASLEKGNNDESSKIPEVRYSTYYNGKKVNVYRVVVQPPNDWKTLPFNKLPDWLQDNEFLVKGYRPQLPSVSLCLRSIFRIHTETGNIWTHLLGFIGLLIFAIYCFSVPLSQKTWQEQAVFGAFFAGAITCLLFSSFFHTIYCYSFRVMKSSAKLDYLGIATLVVGSNVSLIYYAFYCYTIPLIIYETVAIVLGTAAAIVSLFDKFSESKYRTFRAALFGGVGGSGVVPLLHYCGITGFYRAIEIGGIPWFLASGLSYLVGVTLYATRTPERFFPGRCDIVFQSHQLFHVFVVVGAILTYCSLNSYADYHQLVGHNCSVVHSIFKNGFVTQLRRS*

> Trichoplax adhaerens (PAQR3) NCBI:XP_002117462.1

MTTFVFRRSRIRSRFRSISGDQKKECHGSIQLYNISQVPPFLKFNPHIYSGYRVNLSYQSCLKSLFVLSNESINIWSHFLGFFIFVYLLVFDNVYVVPWTLQSMPDRIVISSACLFYMSTLLLSTLYHLFHCHSERMNQLWLKMDIGGIGIGIIGGFVSGLYVAYYCHRYWLLIYVIVSTLLISTSVYNLACSDAKGIQFQISNLNFRMNRTVVFVIIVAFSLVPIFHFIYLHDGISSTFVRQFTIGASYMLFYGLMGCLFLVTKFPERLFPGKFDYVASSHQFWHLFVFLLFYSWHQSCLDAVQYRIKNQCEII*

> Trichoplax adhaerens (PAQR569a)

MAAQNQLLDADQIPAIFRDDHIIRGYRKPGLTVIQCIKSMLQMNNETVNFWTHMIPFLYFLIRFYTIDQQYQLVEDPFYWPLLCYIVGSSYPLFSCIAHALNCMSESARHICFFLDYASISLYSFTCAIAYFYYLRPVTFFTMDWYITLSSMMAICCCLTSCISRLYAHTSRPYIYRTLAFALQWVYVNSMLAYRIFSCHHHQCRLTSDYYHTMQFVMAILVAIFMTSKFPECVWPTSFDICGQSHHWFHIFVCVGHRYQLDGILNDIQQRQHVIRLIKPTFSSTLGVLFVVIACNSIIVIYFSYLIIRRSNRAKQVKST

Class III Receptors

> Trichoplax adhaerens (MMD1) NCBI:XP_002109828.1

MNAPVTGCQCHYQATTIEQTANILTHGVWIIPAIYALLKMLTLSTTQNQYWIAWCMISRFLHFWDRSTIFTFIASCFMPWFVLTETLSNTYVMKWLVCIWLMAMLGITFTYLFLDRYKLLETLLYVILGVVPSIPILYANQNSGAWELTAGGGIYVMGILFFKCDGRIPFAHAIWHTFVACGALIHYSAVIRYKY*

Unikonta; Opisthikonta; Holozoa; Filozoa; Filasterea; Capsaspora owczarzaki
Class I Receptors

> Capsaspora owczarzaki (PQR1) NCBI Genome

IPDWLRDNDFIIGGYRTQMNSFRACFNSMFYLHNETGNIYSHLIGFTIFLVAACCAGYGYLSQHDFADQVACQAVFWIFFVAAMICLMMSTLFHLLFCHSPRMYGVFSRLDYTGIAILIAGSFYPFVYYCFYCHETSRVIYLSMITILGVACAYVACSPKYDGVAFRTTRMLLFLGMGASGLLPVAHYTYLYGLAAAVNTSSLDVLGIMALLYVSGAVIYVTRVPERFFPGKFDYWVHSHQVFHILVVAAALTHYYGVYTAMQHRKEFQCSVEQSILGLSSLVGGADQNTSSVFVPSSEF*

Class III Receptors

> Capsaspora owczarzaki (Hly3) NCBI Genome

FPGKEYVPTRAEHLANIWSHASQVGILFGLFALWDMQRNADSRPKLVAAWTYGVSLIALFGVSTMYHVVFYNHWGEFLTRLFKLGDRVMIFVFVAGSYTPWILLVDLPDSFLWGETMLTVIWSIGFAGIAFSSFFTLTKRRTTTVEIIELGFYLGMGWIGAFVAQPMMASGVSGVALSLLVAGGLSFSIGVYFFRLDGIMPFGHTVWHIWVIIGCAFHYHAVCHHLLPSATHPSTHAIMSSA*

Unikonta; Opisthikonta; Holozoa; Filozoa; Choanoflagellida; Codonosigidae; Monosiga ovata
Class I Receptors

> Monosiga ovata (PQR1) NCBI:CO434798.1 and DC511041.1

LPDWMRDNEHVLTGYRPELVSFRRCFNSLFYVHNETGNIYSHLIGALLFVVLSVYAAGWALCDRPFMDQVTFTGFCICGVLCLLCSAVFHCTYCHSREMCGVVSRLDYAGITLLIFGSVASFVYFLLYCHPYMATAYVLATIYFATRCLVAVFSDTTKAERVKLFVSFAVVGILPALHYYAVYGPRVLFLTADLTSILLLSCPLYLVGSLVYVTKFPECIFPGRFDIWLHSHQLWHLFVVAAACAHFVGVHNMLDHRTQHHCAAEEGHLPLGNSYFFWWWQ*

> Monosiga brevicolis (PQRB) NCBI: XP_001742421
SPWWLKDNEFI HTGYRPESWS FGKSLESMFY LHNEFGNIWT HLLGSIFFTG FTFYLGQFVI HDHRFMVRLS DRITFFVFWT TAIACMFCSA VFHTMFSHSY SVYRQFAKLD YAGIILLIVG SVEAVLYFSF YCYPVLQSIY MSITLLCGIA TSYVTFSPYF EGNGKKGIRV QMFIALGGTS LFPTLHYLAL AGWSHFNASF DSFWLFGVSV PLYLAGAAIY INKIPERFYP GRFDIWLHSH QVWHVFVMLA AYAHY

Class III Receptors

> Monosiga ovata (Hly3) NCBI:DC485076 and DC485075
MNPPPKSGAQYNATFAEEAANVITHVLGIIVAVVAVIDMTSKATSSSHTAIAHLYGLSMCLLFSVSSSYHFARLVALRKYIPVMQRLDHAVIFIFIATSYTPWLTLLELGPNVIWTLAVLGVIKAVFFFHRWKALELALYLFMGWSVVIVGEPIYEHMPE

GSVMYIAGGGIVYSLGTIAFSMDGILPFAHAIWHLHVLLAAYIHLMGVKRSFYS*

Unikonta; Amoebozoa; Conosa; Dictyostelia; Dictyosteliida; Dictyosteliidae; Dictyostelium discoideum
Class I Receptors

> Dictyostelium discoideum (PQR1) NCBI:XP_629305

MDTCKNADHLHYSAHEEKTHNNYQLSTYDKIPPYLQGNEFIATGYRVNFSYKLCLKSIFRLHNETLNIWTHLLGTILFLILMIYTLTSRLREDATSVDKFVFCMFFICAQAQMLFSATFHTFCSVSGKVYLWMARLDYTGISLMIVGSHYPPIYYLFEKCHPTSGLFYLILISCMGVVGVIVGMIPIFQTYSFRTFRTVFFVVFGLFILIPLPQICAQMGFSFIWPILGRLIIMGSLYIFGAVIYATRYPECCCRPGSLDKGFSSHVIWHCFVVAGAIMSFFNCLYAYDHYSGPNASECPL
> Dictyostelium discoideum (PQR2) NCBI:XP_628934

MMVNNYNIGIQTDNNQEDIQNDYHHFNDLSINIKNNKNNNNNNNKCNSLHHKHYHNRFIINGGNNNNDNNNNNNGDDCCANIELFVDLMLSENEYILSGFRLHTKNSYMECTKSIFKLHNDTLNIWSHLLGALFYLVLFFTSIIKIIKLNNNDGGGGGGIGNNFILNSDEIKLLETIDLPSNFNYLFFQLSCFICFLSSTIYHTYRSHSIVVFKTTLMLDVASIALLILSSVCLIIDSELSCWPYFKRIYLFSFLILILISFLSLPKIMREKRYGLRTFLFAILALQGLVGHLFKIYLQGYFDKDPNQFYNLIGAYTLFGLALSIRRFKVPESFKPGHFDVWFSSHQIFHVLVVFGTFQLIKAYSYIYLNKLDNVGYVKQCLGF*

> Dictyostelium discoideum (PQR3) NCBI:XP_635686
MITISEELENYSLSKFFEKCYYYLFKNWSTTTTTTTATTKTKLNKNKISKKNEKNHISHQTQYIKNDNNSLNNSNSNCCNSNNNDSNNNIKLKNEKEELINNNNNEKKTIYSLVGIEEAPEHLKREFILNGYRVDFSYLLCFKSVLIFGHNDFANIHSHLIPALFFMYTLWGVLTGSSGGYNDYATFDSGDKIVFTIFIGAAITTYILSFLYHTFGCHSLCTYSKLLVCDYLGIILLIGSSFFPPLYYSFKANHIGLMIFYMGSITMLCLLLAIMVLIPSLADKNTLRNTLFCLTALFGIVPSIHTLFIYPAQEVYYFIFRLVCMFLIYGAGLLVYIYRIPESLIPGYFDSIVTSHSVWHFFTAYATFFSLNTYLELYSKISNL*

Class III Receptors

> Dictyostelium discoideum (Hly3) NCBI:XP_643985.1

MINSTDILVENNEAALFLNDGPEVQTYSEEVLNSLSHGIGLLLCIPAVFFLLSLARMKGSKWHVVSCTIYGITLMTMYFCSTLYHSVDIIHLQKYRNFFKDLDHCAIYMLIAGTYTPLKIKTPIAKAVKIGWAMFVLIWAMCVLGVGSKLVLGANGVPDIISNSFYLLMGWVSVIGLKDLIKNLPQKGLKLLVSGGITYTGGVGFLIWETAPFNHAVWHLFVSAGTLFHYFCILESLLPSNLL*

Unikonta; Amoebozoa; Conosa; Mycetozoa; Dictyostelia; Dictyosteliida; Dictyosteliidae; Dictyostelium purpureum
> Dictyostelium purpureum (PQR1) JGI Genome
MIEPDDKNNLNIGSSSERGESVNNSNNNVPNKQIGSVLGDSYGSNTSSDEYQHNSNNSSSSNSNNNDDSINNKNIKRALYKLEEEDENSSGGEQSSILYSKKKNKNKYSHLDEEDGEESYEEITYNHNTKEDDESNIPLKEDVCTDKNHIHYSPHEEKTHNNYVLTTYDKIPPYLQGNEFIVSGYRVNFSYKLCIKNLLRLHNETLNIWTHLLGTILGTVLFFILMIYTLSSKLHQDATPTDRFVFSIFFICAQAQMLFSTLFHIFSSVSGKTYLWMARLDYTGISLMIVGSHFPPIYYVFSCQKGWGTFYLCLISIMGIVGVAVGMIPIFQTYAFRTFRTLFFIGFGLFIVVPLPQVWAQHGIEYFWPILYRLMLMGSLYIIGAAIYATRYPECCCKPGRLDNGFSSHPIWHLFVVAAAVVQYTNCLYAYNHYSEDLCIASLNPNI*

> Dictyostelium purpureum (PQR2) JGI Genome
MLINNYDKNNDNQITNNDDDDNNNNDNFIININNNKNNKICSESHHKYYHNKYDFNDCCNDSLELFVDLMLSENEYILSGFRLETKNSYIECTKSMFTLHNDTLNIWTHLVGAIIYLVLLFKSINIINYNNNNNINNSTNDFQSYINNNLNSDEKQTLNFIDLPSNFNFLFFLFSCFLCFTSSTIYHTYRSHSIPVFRKTLMLDVSSIGFLILSSVCLIIDSELSCWPSFKKVYLSLFLILIIIALLLLPKIMREKRYGFRTLIFSILALQGIVSHLLRIYMQGYFDQDFYVLKCLVFAYLFIGLGLAIRRLKVPEKYSPGKFDIWFSSHQIFHVLVVIGTIQIYNAFQRNYLNPNHNVDYVKHCLGFY*

> Dictyostelium purpureum (PQR3) JGI Genome

MITIKEELENYSFSKYFSRFYYYFKSHSSSNNNNVNKKTISSNKENENGANNNNSNNKKSPSLLRDSGNNNINEDDDSTATLLKNSNGCCGDHNKESIIKKTKYSLNNYSDTPDHLRRPFILEGYRVDFSYWLAFKSIFIFGHNDISNIYSHLIPAIYFIYTLYGILVKNNYNITETPDKVMFGIFLGSAICTFICSVLYHTFGCHSYSTYKKLLLCDYLGIVLLIGSSFYPSLFYTYKCHANLMVLYLFTITFLCFSLCALIFVPRFQELHTLRNSLFCATALFGVFPAIHTFFIFDYSLSFQFIKRIITMFLIFGLGLFFYIYKIPESIWPKAGLYHSSHSFWHWFTALGPLYHLDTCLLLFEQVATITCPI*

> Dictyostelium purpureum (Hly3) JGI Genome
MHNFTVGEIEETNVPGPEVQTYNEEVLNSLSHGLGLVLCIPAVFFLISLARMKGSKWHVLSCSIYGITLMTMYFCSTLYHSVDILNLQRYRSFFKDLDHCAIYFLIAGTYTPLTLINLVYVVKVGWLMFILIWTMCFFGVGSKLILGANGVPDIISNSFYLLMGWTSIIGLKDLITHLPKKGLKLLVSGGVTYTSGVAFLIWETAPFNHAVWHLFVSAGTLFHYFCILECLLPSK*

Unikonta; Amoebozoa; Conosa; Mycetozoa; Dictyostelia; Dictyosteliida; Dictyosteliidae; Polysphondylium pallidum
> Polysphondylium pallidum (PQR1) NCBI Genome

IPPYLQGNEFIQTGYRVNFSYRLCFLSIFRLHNETLNIWTHLLATILFFILMIVTSTSILENPQPIDKFIFTVFFICAQAQMAFSTIFHTFCSVSSKSYTWFARLDYCGISLMIVGSHYPPLYYLLKCHQPFAIVYISGITFLGVVGIAVSMAPFFQSYRFRTFRAVFFIIFGLFIVVPLPHIVVLESFSYAWPILWRLAVMGSIYIMGATIYASRCPECCAPGKFDTGWSSHPIWHLFTIVAALVQFYNYAKALYNLIQIATLKN

> Polysphondylium pallidum (PQR2) NCBI Genome

NPFILSGFREYTTRSFKQCTRSIFKLHNDTGNIWTHLIPACIYLYMALNELVVVQGRKQLMFTMSTYKMNLLAYLFSCFLCFFASSVYHTYRSYSLAIYKKTLMFDVSSIGLVILTSVNLIIYSELYCYPNVRTLSLCSFFFLIAAALSLLPKIMREKRFSLRTLIFSFLALQGLLSHLLRLYLDSVNHPDFKYSFIEDSNFQWLILAYLLMSIGLSIRRVKFPELLSPGKFDNQFSSHQIFHVLVVFGTYFIYNAYGHGTESCKL*

> Polysphondylium pallidum (PQR3) NCBI Genome

IPEYLKRDYIIYGYRVNFSIPLAIKSIFIPYHNEFCNIHSHLWPAVYFIYLALDTLFFNGVETNGGNGNNSFQFYDKLVFALFLFSGISTFVCSVLWHSLGCVSYSTWKQLLLCDYMGIIFLIVGSFYPPLYYSFRCIPNLMIGYMTTITVLGAGLSLFIFVPALSHYNRMRTLFFTLTAFFGIIPASHALYLFEWDVGILFFYRINVMFALFGIGLIFYIARIPERWMPGIFDSVSGFGSHAIWHLFTFLAPLYHYHTCKLTFSAAIGQCGL*

Class III Receptors

> Polysphondylium pallidum (Hly3) NCBI Genome

SEEIMNTLSHTIGLFLCIPAVFFLISVARMRGTRWHVISCSIYGISLMTMYFCSSLYHSVGVFIHLEKYRLFFKDLDHCAIYLLIAGTYTPLTLINLIHVVKIGWILFSVVWLMCFIGVMSKMILGANSIPDFFSNGFYLLMGWVSLVGLRDLITHLPRKGLKLLVSGGLAYTSGVGFLVWETTPFNHAIWHLFVGAGSILHYFCILECIIPSRKDGPPSV

Unikonta; Amoebozoa; Archamoebae; Centramoebida; Acanthamoebidae; Acanthamoeba castellani

> Acanthamoeba castellani (PQR)(Baylor Genome)

APAYQQDNPFIRTGYRANFAVSTCLVSLFRLHNQTCNVWSHLLGVPIFLALALMATTRNCTPVHQLTSSCYHLFQCHSEGAWLRLLQVDLSGMSALIAGNWPLSLVGLGRVADLAWLVGWLVGWLVGWLRARVVLPLALDRFRQWVSWADGRRVHYRTHLRPGLLGSTLRLTKPYAHVCRRWCWPPPTHDTHDTRHAHDTHAHARTHRPSRSSAPLAYLVLCGHRSTHLGMPTPRTANRRRGGCSVLTASLLAPQVPKGASDHLLGDGPVVSRPPLPHPLCLSSTRGWACRLSSPSSTSPLSSPPPLPGPYWPTYYYAAPLMSNTPFAAALTHAFNPQVGLSLLFFAVGVWFYASKFPEARWPGKFDVFHSHTNWHICCVLGSVQTFITACHCYTNRHLYTTCLL*

Unikonta; Amoebozoa; Archamoebae; Entamoebidae; Entamoeba histolytica
Class I Receptors

None

Class III Receptors

> Entamoeba histolytica (Hly3) NCBI:XP_654314.2

MCFLCDIQTARNQLTPHDERPQCLLEEGVNVLTHLFGIFYAIFIFKMFRRYAKKHNLNKMNNLAILCFCLASFTLYFNSTTYHLLNILLPNSICLRYFFQRLDHITIYIMISGCYLCFIFTRTFAKGYFKTGCLAIFIVVALALIGFIFTIFAPPTTRTDVIMYLAMGWSCVLYGPLVFYFCPLSLVFYLLTGGISYAIGTIFVAWDQLFFNHGIWHLIVWFANFQHSLGVLIAIDDEEIKGLKQPWSVMKELFIEYISLSIKNNDSVSHPSIQREE*

Unikonta; Amoebozoa; Archamoebae; Entamoebidae; Entamoeba dispar
Class I Receptors

None

Class III Receptors

> Entamoeba dispar (Hly3) NCBI:XP_001735342.1

MCFLCDIQTARNQLTPLDERPQCLLEEVVNVLTHLFGIFYAIFIFKMFRRYAQKHNLNKMNNVAILCFCLASFTLYFNSTTYHLLNILLPNSICLRYFFQRLDHITIYIMISGCYLCFIFTRTFAKGYFKTGCLAIFIVIALALTGFIFTIFAPPTTRTDVIMYLAMGWSCVLYGPLVFYFCPLSLVFYLFTGGISYAIGTVFVAWDQLFFNHGIWHLIVWFANFQHSLGVLIAIDDEDIKGFKQPWSVMKELFVEYISVSVKNNDSNNHPSIQREE*

Unikonta; Amoebozoa; Archamoebae; Entamoebidae; Entamoeba invadens
Class I Receptors

None

Class III Receptors

> Entamoeba invadens (Hly3) NCBI genome

MCFICDLEAAFSQLHPSDERMQTKVEEVVNVLTHLFGILFAIFQWVMFFRYGHRRNFSKIQFAALSSFCFCSFLLYFNSTVYHLMNFVIPDSYCIRYFFQRLDHISIYIMIAGCYTCFILTRTFAKGWNKMGFLAIFIIFAMALGGFALTLVAPPTTRTDVIMYLAMGWSCIIYGPAVVYFCPYPLIFYLFSGGVSYAIGTIFVSWDKLFFNHGIWHMVVWFANFQHSLAVLIATDDENVVGFARPWTLMKELFLEFIGKAPNTPVMKKTSVKIEE*

Bikonta; Excavata; Discoba; Heterolobosea; Schizopyrenida; Vahlkampfiidae; Naegleria; Naegleria gruberi
> Naegleria gruberi (PQR1) NCBI:EFC39876.1

MAIDTKSELRKRTQQSIKTEDIATTSTSPEQLKDHQHQHNHHQHHHEENMHAHELFQSMKAESKRLIFDPKNYPKEKVFCSQADKHKIPVYMYEKYVWGGYRMNLSFKEAFLSIFQINNETVNNWTAILSALVFFYFTIDVIFFWEPTLIGETKNGYSSYFNHVVSENFLEKSMFVVYCVSSIITFGASLFYHWFSCMSESAFHTLLRIDISSIALLIGGSYYPPLYYAFYCTQSVGVFYISTITILCLSCVAMFIIPRFSREDYRQFRVRVFGFTALYGLCPLVHIIYLYGFDNDALNNRLLGIMYMYLCYAAGVFFYSTKLPERLWPGKFDIFCHSHQFWHIFVFSATLLHFYNCVYMKTESGVCFAPLPNT*

> Naegleria gruberi (PQR2) NCBI:EFC37974.1

MSKPSEQKSSSPTIAATTDESKQSQCGCSGHHHHQHHEKPLKLFSMYPELEEVTPKDVSKSALHAILVDDNKFLWSGYRKLPVSDYWRSFLSVFTLHNETINIWNHFIPSLIYCVFAFYINHYVTEANPNAKFLDRASFIFYCVTGIFTFGFSAMYHTWRMNSINDYHFCLLCDIRGIVVLVSGANALSITLQIKDYEYWQWIYSTVNIVLVVFFIFWIRKMVRERLTNQRTIYFTIYSLIPLFTLVHRFILQSSSVNDFYSMIKYCILPRSTHEYFGISHAHVNLNIKDIMWQDNHSTNSYFPNGVLDVNYELVQLFIVNYLLLGLGMFIRGYKAPERWIPYKFDLFGASHQIFHFMSVYASFLVVHGFYILYSQGAFPDRL*

> Naegleria gruberi (PQR3) NCBI:EFC49490.1

MNLQYKKNICYPHSTGEMVNEKQTDNHHDSEKDHKLIYQHHHHVAFNINPPTEDEKNNQANSTTIDDHSSENNLLPKMLLLQHNHHHLHHHLEEHMSTDATDVTSTDDFTESTVNGHSHDESAQDVAMHRIEQVAERFANVTKKKSKKALKLLTESPFNIFKEIMDEEEEQSSGEEDLENNIPKTVSHSRTQSIESLPKEEIIEENGVTINQTIPNAVGDSKEQNPESKALDESTHLVQDTEFTPKNIYNQEDTGKPIKFHTHFCLCSFDETPDFLRNNPFIRNHYRKYFSFKLCLQSIFRLHNETVNIWTHMLPIFGYVALIFYTIYFMVAEHNTGSFSAQNVLDMIIVIIYLGFAINCFFCSSMYHTLNCHSKKIWGISYRCDVSAISGLIGSSIIPALYFNLYCYVGWQIVYISSIGLFAVVGMIFPCLPFKSPRALKIFGIVRTVLFISMVLSAIIPISHFLLFILPLKQEYTGSFYSDYNQDFMIGIIIVVSLYGLGLVFWLTKFPERAFPGKFDLFFSSHNIWHAFIVAASSLWYYYCLTLYVVKVEKLKLGLSCPSDAF*

Class III Receptors

> Naegleria gruberi (Hly3 isoform 1) NCBI:EFC43622.1

MNPFPATGNVDDYEPTKFEEAMNVLTHLLPIAIFTYFSNRMFVENLVNSSEEMFVALVFCIGMCILFLVSSTYHFVCLIYGKNHPNVDFFRSMDYATIYIFIGASYTPWLALVPLGEDGTFGKGFAVLVWSIAVIGLIKSYNTKFLPQIESVVLLNLMGWVAIIIIPPALFTHVPIEAFIFLLIGGIFYSGGCFILKYGDGRIPAAHAIWHMLVNCGVLFHFLVMEVYLIKLDTHFRPGDEMPLMVYEQVIEAWNSNRTWHFPAFNVLYR*

> Naegleria gruberi (Hly3 isoform 2) NCBI:EFC42003

MNDFPESLNAEDYEPSRVEQVANIVTHGIPLIILSYIFYLTSHVVNTKLEMISSVLYCSSLFILLSISTLYHVMCLIHGKQSSKTYWFRIIDYATIYIFIAASYTPYLLVVGIGHENFYGKLMAAFIWLLAICGLVKSFSEGRLLAFINNNALFNLMGWAALLAMPTSMFIHVPLEAFLTLLFGGIFFSGGVYFLKKDGVIPFAHAIWHILSVCGFLMHFFSIYYYIFQLDGLFVPHGVYNSKMAYEQIIETLTGQRMPFGHLRVSPIH*

Bikonta; Excavata; Discoba; Euglenozoa; Kinetoplastida; Tryptanosomatidae; Leishmania; Viannia; Leishmania brazilensis species complex; Leishmania brazilensis
Class I Receptors

> Leishmania brazilensis (PQR1) NCBI:XP_001569189

MSLKATDITVGDRALHRPLCKLSKEDSRVLLKSQESNESLPLDSKTAIPSAHVPPVCATRTCPTHASEKPHNRTKSGERALVDFLAHSLTEVVAPPFIPTEREHNFFMSNADNQCSGDSSTQMMVRLGLDNAQTSTDPFDAVIVHRIIETEDVGISVAGTQDTTGVSSAAPSIAPDSRGTPLHQEQLAPDAKTPEHGYRQNKHRLSLVATAPPFDAMRKQQRNLINRGRDQTLPLYKFEEIPPWQKYNSYIGSRYRAFYTAQMCFKSLFGWHNETINVYSHVLTFLAFLVFTALLYTTVLSKAITMPSLSASKLVYGIFCFGSLMCMLNSSIYHLFNGHCSYRVITAMGRLDYIGITVLIVSSFLPPLYVMFHCNPVARTVYITAILVLGTVGIIGPWTDAFYEHMWVRVSVFLGLGFSGLAPALHSLTIMPMNAVSTPMFLGMLLMVLLYCSGVAFYVTKFPESRYPGHFDCWLSSHQLWHFFVSMGALVHYFNCVSMYQLWQVSDGMCG*

> Leishmania brazilensis (PQR2) NCBI:XP_001569192

MVSCKNGQQASKRLLPSRRGMKASPPPIQRSASWASAPANPMEMKSTRYARKQANCEHAKPYNGNSTLPLYMISDVPMYLRDNGYILRGYRAYYTGKQCVTSVLRMHNETINIWTHLLGVLVFLGMVVQLFTQHIIPEYLAGNVFHRENRTAKPVHVSGARTRLPFIIFGAFSFSCVMCMLCSACFHTFLCHMSEEFYHRMHALDYYAITLLVVGSFLPFCFYAMHCAPAWRNAYLSMISSFGVIGLIGPFFRHWTSEAFATKKIIFYVCMVGSGIIPTIHISQMIPLDISAPYVKGLLTMLALYGFGVFVYAFRIPEAISPGTFDFYFSSHQIWHVCVLGAAITHFYNCVAMYLNRGTIVCV*

> Leishmania brazilensis (PQR3) NCBI:XP_001569193

MDDTLTSYEARVRHRAVAQDRAAVFTTKSVEEAANKRRVATQRHRSSNPCPSSIMQRSDLPLYDLSSIPEWLKGNPFILSYYRAGYTTKQCFKSVFALHNETLSIWTHLLGFLTVLVLSLHILLSLGLHRTQDYLVFSVFQLGSMVMLGGSSIYHTLSAHHCEQVHNVALAIDYFGITSMIVGSFYPPVFYLFSCLTVVRSVYLITITLLGILGLMGPFFTFFNTQQFYWPRMVLYSSLTSIGILPTIHMFFALPTNEQTLPLYRGMFLMLAIYSVGMVIYIFQVPERWYPGQFDVWLHSHQLWHFFVLCAAVVHYFTCIGAFQMWRVTRGVGGGCA*

Class III Receptors

None

Bikonta; Excavata; Discoba; Euglenozoa; Kinetoplastida; Tryptanosomatidae; Leishmania; Leishmania; Leishmania donovanni species complex; infantum
Class I Receptors

> Leishmania infantum (PQR1) NCBI:XP_001469934

MSLKEADVTLADGAPRRSFLELNREDQRVICNSREKEDSLPFVSLPRVNVTRTLPTRTSEQQRDMFASGESVQLDFPAYSSTEMVVTPPFIPTEREHNFFMKDEDSQSVGDGDAHRTVRPGLDSAQSSTVTFDAVMPRRMIATAAVVTPSAGAQDTTDVRTAASFGLPSAALEGQDTPRQPEQPATYTKTAVHGCPQGKRRFSLVAKAPAFDAAREQQRNLITMGLGGSLPLYKFEEIPSWQRYNPYIRSRYRAFYTAEMCFKSLLGWHNETINVYSHLLTFVVFLVMTALLYTTVLSKAITAPSLRASKLIYGIFCFGSLICMLNSTIYHLFNSHCSCRVMTAMGRLDFIGITALIVSSFLPPLYVMFHCHPVARTMYITAILLLSTAGIIGPWTDLFHKHVQVRLSVFLGLGFSGLAPALHSLAILPMNAASGSTLLGICLMVVLYCSGVAFYVTQFPESRYPGHFDCWLSSHQLWHFFVSMAALVHYCNCVSMYQMWQVSDGMCG*

> Leishmania infantum (PQRB2) NCBI:XP_001469933

MVSRKNSSSASKSPSPRRRRVNASLSTAQSPTAGAFITANLTHEQKVQLSRKQANCEHAKPYNNDSTLPLYAIEDVPMYLRDNCYILRGYRAYYTWKQCITSLLRMHNETVNIWTHLLGAFFFLGLMVQLFTQHIIPDYRAGNVLHHANRTARPVPVSNARTAWPFIIFGTFSLACVMCMLCSACFHTFLCHMSEDFYHRMHALDYYGITFLVVGSFLPFCFYAMSCAPEWRNAYLSMIGSFGLAGFIGPFFRHWTSEAFATKKIIFYVCMVGSGIIPTIHLSQMIPLHISGPYVKGLLTMLALYGVGVFIYAFRIPEALSPGTFDFYFSSHQIWHLCVLGAATTHFYNCVAMYLSRETIVCV*

> Leishmania infantum (PQR3) NCBI:XP_001469935

MGDTLTSYEARVRCRDIAQNKAAAITTKSVGEAANKLLGTAQRHLSFSPCPPTATRCRDLPLYDLSSIPEWLKGNPFILRYYRAGYTTKQCFKSVFALHNETLSIWTHLVGLLIVLVLSLHILLNLGLHRTQDYLVFSVFQLGSMVMLGGSSVYHTFSAHHSEQVHNIALAIDYFGITSMIVGSFYPPVFYLFSCLTVVRAVYLISITLLGILGLMGPFFTFFNTQTFYWPRMILYSSLTSIGILPTIHMFFGLPANEQTLPLYKGMFLMLATYCVGIVIYIFKVPERWYPGRFDVWLHSHQLWHFFVLCAAVVHYFTCIGAFQMWHVTRGVGGECA*

Class III Receptors

None

Bikonta; Excavata; Discoba; Euglenozoa; Kinetoplastida; Tryptanosomatidae; Leishmania; Leishmania; Leishmania major species complex; Leishmania major
Class I Receptors

> Leishmania major (PQR1) NCBI:XP_001687138

MSLKATDIILGDRAPRSFLELNREDPRVMRNSRENEESLPFVSLPCVHATRTHPTCTSKQQRNMFVSGESAQLDFPAYSSTKMVMTSPFIPTEREHNFFMKDEDSQSFGDGDAHKTVRPGLDSAQSSTATFDAVMPCRMIATAAVVTPSAGTQDTADVSTATTFDVPSAALEDQNTPRQLEHTATHTKTAVHSYTQGKRRFSLVAKAPAFDAAREQQRNLITMGPDESLPLYKFEEIPPWQRYNPYIRSRYRAFYTVEMCFKSLLGWHNETINVCSHLLTFVVFLVLTALLYTTVLSKAVTAPSLSASKLIYGIFCFGSLICMLNSAIYHLFNSHCSCRVMTAMGRLDFIGITALIVSSFLPPLYVMFHCHPVARTVYITAILLLSTAGVIGPWTDLFHKNVRVRLSVFLGLGFSGLAPALHSLAILPMNAASVSTLLGICLMVVLYCSGVAFYVTQFPESRYPGHFDCWLSSHQLWHFFVSMAALVHYCNCVSMYQMWQVSDGMCG*

> Leishmania major (PQR2) NCBI:XP_001687137

MFSRKSSSSASKSPSPRQRRVDASLSTAQRPAAGAFIPANLTHEQKVQLARKQANCEHAKPYNNDSTLPLYAIEDVPMHLRDNSYILRGYRAYYTWKQCITSLLRMHNETINIWTHLLGVFFFLGLMAQLFTQHIIPDYLAGNVLHHASRTVRSVPVENARTAWPFIIFGTFSLACVMCMLCSACFHTFLCHMSEDFYHRMHALDYYGITFLVVGSFLPFCFYAMSCAPAWRNAYLSMIGSFGLVGFIGPFFRHWTSEAFAKKKIIFYVCMVGSGIIPTIHLSQMIPLHISGPHVKGLLTMLALYGVGVFIYAFRIPEALSPGTFDFYFSSHQIWHLCVLGAATTHFYNCVAMYLSRETIVCV*

> Leishmania major (PQR3) NCBI:XP_001687139

MNDALTSDEARVRCRGIAQNKAAAITTNRVGEAANKLLGTAQRHRSFSPCSPTTTRCRDLPLYDLSSIPEWLKGNPFILRYYRAGYTTKQCFKSVFALHNETLSIWTHLVGLLIVLVLSLHTLLNLGLHRTQDYLVFSVFQLGSMVMLGGSSVYHTLSAHHSEEVHNIALAIDYFGITSMIVGSFYPPVFYLFSCLTVVRAVYLISITLLGILGLMGPFFTFFNTQTFYWPRMILYSSLTSIGILPTVHMFFGLPANEQTLPLYKGMFFMLATYCVGIVIYIFKVPERWYPGRFDVWLHSHQLWHFFVLCAAVVHYFTCIAAFQMWHVTRGVGGECA*

Class III Receptors

None

Bikonta; Excavata; Discoba; Euglenozoa; Kinetoplastida; Tryptanosomatidae; Trypanosoma; Trypanosoma; Trypanozoon; Trypanosoma brucei
Class I Receptors

> Trypanosoma brucei (PQR1) NCBI:XP_823154

MESTVTGEPCHACEKQETTDEHSRCGRGTLPLYHIHSTKVPEYMKDNPYIYTGYRAQYTTMMCLRSFLAVHNESLNVWTHAFGFVVFVLLSILLFTNVVLAREYVWHCVVYGGFSFACLMCMLCSTVYHLFMCHENEAVSLFVELVDYHGISVLIVASYIPLLYIGFACKPYYRAIYMVSIIMFGTLSVVFSSLPSLRDAKYRWIRTTVYILMAVGGIVPLLHFYAFTPHNTESMMPLKGVALMFALYGAGVLFYTSRIPERWFPGRFDIYLSSHQIWHVFVLAAACVHFFSCTALYQQWLVSRHIC*

> Trypanosoma brucei (PQR2) NCBI:XP_823155

MISSRFRGENVSSASTTITTNGGDQSEKTCSSSSSMRATEAPVPYNSNPDLPLYTVDQVPPHLAENLYIHTGYRMNYSAGMCFRSVLALHNETFNVWTHLIGFVIFLIVSFVFSIGVLIPRLTDRPGEGSETGGSSFPDTVSLLGFHWPTLSIFAVYSVSCLMCMLCSAAFHTLIPHNHPVIYRIAHTLDYFGITFLVVGSFLPMCYFCFACKPHLRYIYLIMVSLFGVGGLVGPCFRRWTDPAYMCAKITFYVCMVGSGLLPVFHIYLTLPSSATASVVQGLLLMMGLYGVGVMIYALKVPESLYPGEFDIYLSSHQLWHVFVLCAAVVHFFNCASMYINFDKMALNC*

Class III Receptors

None

Bikonta; Excavata; Discoba; Euglenozoa; Kinetoplastida; Tryptanosomatidae; Trypanosoma; Schizotrypanum; Trypanozoon; Trypanosoma cruzi
Class I Receptors

> Trypanosoma cruzi (PQR1) NCBI:XP_813871

MLGSPKGEDDNKVRKDEKDVEVSKLTYVAGVLLPFYNRDDVCVPEYMKGNPYIFTGYRARYTTSMCFRSLFALHNETINVWSHGVGLILFGVLSIVVFDALLFTHAEFAHYFIYGTFCFACMMCMGCSSIYHLFLGHENSLLSSLMQQLDYYGISVLIVASFLPPLYIGFYCEPFFQALYMGCACVFGGLCLAMAALPSLRDAKFHWLRIMTYVATVMCGLVPTLHYVFSTPHNAETMQTFVGVFLMFLFYGMGVLFYCLRIPERFYPGEFDFFLNSHQIWHVFVLVAACVHFFTCISIYQKWVLSRGAC*

> Trypanosoma cruzi (PQR2) NCBI:XP_814199

MPHAKSGRDGSVTVGLKTSEGDTVSQQGREKELPSDTAKLMPYNENADLPLYTIDQVPEHLCDNRYILTGYRVGYTARMCISSIIALHNETFNIWTHLVGFLAFLVVVVCFFVIVLIPSSHQQQHEGNAFSNTASESKGLTYFLFAAYSFGCLMCMLCSTVFHTLLPHKSRKVYSWAHSLDYFGITFLVVGSFLPFCYFSFACEPFWRWTYLSMISFFGVFGVLGPFFKEWTQQQYARSKILFYVCMVGSGLFPIVHIYLLLPGNVSSSFVEGLLLMMALYGVGVFVYAFQIPEFFFPGKFDIYLSSHQIWHVFVLAAAFVHFFNTASIYVNFRQMNLSC*

Class III Receptors

None

Bikonta; Excavata; Discoba; Jakobida; Histionidae; Reclinomonas; Reclinomonas americana
Class I Receptors

> Reclinomonas Americana NCBI:EC799826

NIHSHMLAFLTFIVLLFYTFLSPSLLGSSLAFPGAHWHNFAEVAIFMCSSMYCFLSSTFYHIFICHRSLRVHLLVYHCDLLGISTMIMGSSFPGIYYGFYCHSVAQAVYLGILAFFFVVGLVLACIPQISRRPALVMVRTFFFLANALFGLVPTFHWLFGIATLEEVFLFFIPMVSMFMLYIIAFVFYFAMWPERQWPGRFDLLGASHHWWHIFIILAALLWWWATVKYFQYRSVAGNNCF*

Class III Receptors

None

Bikonta; Excavata; Discoba; Jakobida; unclassified Jakobida; Seculamonas; Seculamonas ecuadoriensis
Class I Receptors

> Seculamonas ecuadoriensis NCBI: EC815707

STEPVKRRVTRSSAAAAQAAATDAPPAVAAASPAPPALARTDSSRSLSPSKIVHKHEADEHLHEHFLFTGYRAPHSVWECVESMFHLHNETMNVWTHLLGLVIFWSICIYTESHSDLLPDFIPFMRIFQISVTTCFLFSTLFHLFCAVSRDWYHVLLAVDFIGISTLIGGSYFPMIYHAFYCDPTSVWIYLTIISVFTIISAVIIIINTHNHADFRSVRTALFIGLAVFGFI

Class III Receptors

None

Bikonta; Excavata; Metamonada; Anaeromonadae; Trimastix; Trimastix pyriformis
Class I Receptors

> Trimastix pyriformis NCBI: EC839513
DNGLLNGEKRQPGEYYYHADRISPFMRNPFIISRYRINYTTWESIQSLFWVHNETSNQWSHLLSAVYFLWLALWSSSSFPGGDAFFFTVFCLGAVTSFSLSVLFHTFGTTPAGVDRWMPIDVAGITILTTGGYLLLDHVLFAEFLALRYIYLSISLLLGFVQIGFTTHQRVRHMPFLKATVIASCVISQMVLPVTHFSFLYGLSQTVFLVWPFFFEFLTLSIGVFAYVSKAPESIFPGRFDIFGASHLFFH

Class III Receptors

None

Bikonta; Excavata; Metamonada; Parabasalidea; Trichomonada; Trichomonadida; Trichomonadidae; Trichomonadinae; Trichomonas; Trichomonas vaginalis
Class I Receptors

> Trichomonas vaginalis (PQR1) NCBI:XP_001307450

MEKKKYRYHPEKFDSKDPVLQEQWEDLKDVLCDNEYMTKYKIMIGKPINLKTIIEIWTSKSTDLSNIWSHFLAGVFFIIRGWSFDGRLFTLHLLAAYTYIMSAMYHTFRNYNRKMYDIMLNFDVSGIAIQIFSYDFVDTIAFFHGKRDDLMYIYCAVFAILSVIVIGAVPIILSRKLYTLRTVLFSLCAFTCFPLFAHGIKIYGWNEKSQNMLILRIATIALEGVGIFFRASKVPERFTQGNIFQWCLHSHFWFHIAGAIGSYVGCLSAEAMA*

> Trichomonas vaginalis (PQR2) NCBI:XP_001326509

MNRGKYRYHPEKFDTDDPVLQKEWEDLKDVLCDNEYMTRYKIMIGQPINLKTIWNIWSTPSTDLSNIWSHFIAGIFFIVRGCFFPGRFLALHLITAYTYITSSMYHTFRNYNRKLYDIMLNFDVSGIAIQIFSYDFVDTIAFFHNRRNDLMYIYIAVFSVLAILIIGSVPIILKRKLYTLRTVSFSICALTCFPLFVHGIKIYGWNSKSKRMLILRIITIALEGVGIFFRASKLPERCAQGGVFQWCFHSHFWFHLAASVGSFVGCLSTEAMR*

Class III Receptors

> Thrichomonas vaginalis (Hly3 Isoform 1) NCBI:XP_001328839.1

MKSLPAWEPGEEIASAATHAIGIVFSFIATILVIVQQVKNYNRNKTIGMAIFCASMFILYTVSTCYHGVKQEKIKKIMRYGDHCSIYLLIAGSYAPYCLTVLADTNGTLLLIVIWSYAAIGIFLKIMWFDYVDTISLLYYIVMGWLVVSTLGTLVRNFEPAGIYYLFLAGVSYTLGTMFFARDKIAYTHAIWHLFVLCGTICSFISSYVYC*

> Thrichomonas vaginalis (Hly3 Isoform 2) NCBI:XP_001302820.1

MESLPVWEPGEELANCLSHAVMVPITIYLTTYLIKQQMKVHDRVNIFGVTVYGLCVLFLFLNSSLYHGCTYEPVKRVLRYIDHCTIFFQIAGSYTPCVLYAMRTYTGIALLIYIWVFAVIGIVSKIFFFDKIEGTYIYLAMGWSIIVLYQRVQQIVSQKLWIALGGVSYSIGCIFFEIDKPFFHLIFHFFISGGALCQFYAIYLLGERFLNNYNKKDSKK*

> Thrichomonas vaginalis (Hly3 Isoform 3) NCBI:XP_001319406.1

MKSLPDRSHREELANCITHAIMIPVGIAITSYLVYCRWEFDDPIGKFGLIIFGITFSLMMLNSSVYHYASDLFWKRFFRYIDHFSIFIQITGAFTPCVLLCAKNIYGYGILAYLVTFTIIGIISKYFFFDKVFGGFVYLTMGWSTILIYQKIKSYFATQELLWFLYAGICYSIGAAFYALQKSREFMHTVFHLFTDIGALCHFYCLYMMNIRTMQEVPI*

Bikonta; Chromalveolata; Halvaria; Alveolata; Ciliophora; Intramacronucleata; Oligohymenophorea; Hymenostomatida; Ophryoglenina; Ichthyophthirius; Ichthyophthirius multifiliis
> Ichthyophthirius multifiliis (PQR1)

MNNLKDQKKIQFQKEFLGSYEQAAQYLKDNHYIRSGYRVNYNSYKKSLQSCFHCQSNEFSNIWSHVIGVIIVIIMIFFLYNYHQKEAYVNHVQQQIQLLPKNYKNLVKELYNKFYQENKQLYFLKTIIIQLNNIFSFYIQYQLYQNILNNVQELQNTHLQILDQFQIYKQKQQNKQEIQTKVNMQQFQKLIIIIIISFFYQKKKENIIKLKKQNQQVSVFPILLFLISSMICLSGSILFHTFNCISKKHCDFLLRIDYGGICIIIGGGSYPCIYYGFFCEQNLMHFYSYFNLILCFSVFIVSLFDFLHQEKYRNFKGLLYGSLGTVTSVPLIHLIIKSIYANNQINDYLFLEKSVPYYFGTAIFLIIGLCTYLARCPERFKPGKFDQVCNSHNLWHICVIIGVVFCYFAGIENYFQRVQTQCFI
> Ichthyophthirius multifiliis (PQR2)

MNKQNISPKKKQEDIKKRSQSPQSQKNQKITDLNENSHSKINDLSTRLKNYIGTYIQAPEYIKDNIYIQSGYRINFSSTKNMLKSLFMVHNELVNIWTHIIGAIVIILLCVYISTSIGNIDIHSWKSYLNENLDKQLQPIYEEFNNLDEAFNKRINEGLNQINKANINIVQNINNFLDEVSDMKKEINPHNVYKIVEKFQNFSFSEKLAILDINNIYFYKNEIMKKLTELQQQVIDQIDSHQFDWIEFHINDIQNKNILLTNQSSHDISRWPIFVFLISAVLCLSFSSTFHLLYQLSPIHNKILLRMDYAGVSLLISGSTFPIFYYGFFCNQILAYFYMTIVGVASLIVFVVSLQDFIHTPKYWIVKSVMYASLGIFAAVPMLHLCIYEYMGHSNDSFLIINSVPYYLLMGVCYLGGLTIYAKRCPEKYKPGQYDICGASHQLWHISILFAILFTYIGALINFYTRKMSICK

Bikonta; Chromalveolata; Halvaria; Alveolata; Ciliophora; Intramacronucleata; Oligohymenophorea; Hymenostomatida; Tetrahymenina; Tetrahymenidae; Tetrahymena thermophila
Class I Receptors

> Tetrahymena thermophila (PQR1) NCBI:XP_001020238
MKEIKQVEYNQELPKFEKLSEETQSDDKAVHLCMHQMCTDVPYNANKKNKSVAYLGSFDEAPDYMKDNAYILTGYRINFNTYKKSLQSAFMFSNNEFSNIWSHFIGIIISVCLIITVSSFIAQNDVGVIQKTIQQLDNIYNSYESQIEVQAKINGKSSQEKLFNSLLNSFEEKDNYLKQIQVFEHILQEVSNLSKKTPISQQQKQRIDQVYFSLKTKITKQLQTDNLDWVDVYKIFGINRSEVKERRVSDPRQISKWPVFFYLLSSIGCFSGSVLYHTFNSMNKKLHYFLLRLDYAGICFVLLGGSVPVIYYGFYCDSALLYFYLLLVIFFCTSVFIISLFDFVHSQKYRKLKGMLYGSLGLAVSIPLFHLFYRYQFFNDEDNDYLSLAPAIPYYILSGSSLLGGLCIYLARCPERFSPGKFDRIGNSHNLWHMCVVSGIIFGYMFGLENYYSRKQTFCYLK*

> Tetrahymena thermophila (PQR2) NCBI:XP_001031752
MVNKVHSQIKKREIQLNKEEEEQALTQQENNEQKSEHSFEMEENNLSDRIKNYIGPYIQAPQFVRDNMYILSGYRINFNSFKSITKSLFMVHNELVNIWSHFLGAILVIVFIIYLTTSFGNIDFVSVKQKLAENVTNKLEPLIKDLKEFDESLNKKVLENLESFKKDYNDIGNNVVQNFNSLLNELTQLKNEVNQENVDKIVNKIKEFSIQDYYQYADLDKLKEIKQNVLSGINDLKDDLIKQIDSKEFDWIDFHMSDFMHGNEKVDSNQNHVSRWPIFVFLVTAFLCLLCSAAFHLFHAINPQYYKIFLRMDYAGVSLLISGSTFPIFYYGFYCNLELGYFYLACIGIASLVVFFVSLQDFIHTQKYFTMKSVMYGSLGIFAAVPIAHLIYYEFYYLTQNGNFSFSNSLVYYGLMGVCYLGGLTIYATRCPERYKPGQFDICGASHQLWHISILLAIVLTYVGSLINFYTRKMNLCPASH*

Class III Receptors

None

Bikonta; Chromalveolata; Halvaria; Alveolata; Ciliophora; Intramacronucleata; Oligohymenophorea; Peniculida; Parameciidae; Paramecium tetraurelia
Class I Receptors

> Paramecium tetraurelia (PQR1) NCBI:XP_001347088

MSLINRRKQHKISKVKQSADIRQQIPYIGEYNEAPEYTLDNKYLLTGYRINYNTVGLALKSMFHKHNETCNIWSHLLPLFSFLGLLVYSQVLQIAPFISFMKESENHYSDIQLWPLQYCLLCAIILFTISTTYHTLFCVNKTMSCVLLRLDYGGICLVASGGVIPVIQYGFYCNQQIKDVYTIMIILLCIVTFTSSLFDYMHKEQFVVYKTLIYGLFFTFIFTPVFHLMMFSRYNLLGGHFHFNDTESYFLLMLIFLISGITTYATRFPERCYPKRFDIFINSHTIWHIFVVLSYSTAYLMSLQMYTIRENYKCA*

> Paramecium tetraurelia (PQR2) NCBI:XP_001451023

MLESSSGVVQRGVSEPNIEKQEQKPKANQDLAIGPICKAPNHLKDKYIKRGYRINFKNNKDVLKSLFMWHNELVNIWTHLIGALIIISLIFYLWLNYDGLFRQKAINSFHESLHNIYQQAYDFEQQIQGQLELGLHILQDDAQKVQQQLQENIENVNKFINEVAHQYDQEFQKIQKNIAQAFDWENLQWKYNISEIISDYKVKAIEIVESKDFDWIDLYLGFQHLTGGQTIDEEKLHKLISRWPLIAFLLTAIVCLGCSTVYHLFYCLSERVNRILLRLDYAGICFLVSGSTFAPLFYGFQCNPHYAVIYASIQGFFAIVLFSLCLFDFFYKEEWRTLKSNLFAGLGVTSAIPFIHFAIDDAKLEGFSFATQFPYYVAMAIAYLSGLYIYNIRFPEKHVPGKFDNCGQSHQIWHISVVVAILFTYVGSLNAYYQRLDQPCRE*

> Paramecium tetraurelia (PQR3) NCBI:XP_001445779
MSQVNISQRVPKQNKQETKDIKENIIHERIIGPICKAPGYLKDQYIKHGYRINFKNKKDVIKSMFMWHNELVNIWTHLIGAIIIVSLIFYLWLNYDDLFRHRAIQTFNESLHNIYEHAFTLEQQIQQQLENGLHNFQDDVQLMQKQLHEKINTVNKLFNEVAHQYDYEFSKIQKNIAEAFDWENLKWNYNISEIIQDYKQKATEIVESKDFDWIDLYLEFQHLTGRQTIDEEKLHKMISRWPLIAFLVSAIICLGCSTTYHLFYCLSENVNKVLIRLDYAGICFLVSGSTFAPLFYGFQCNLKYAIIYASLQGFFAIILFSFCLFDFFYTAEWRSLKNKLFAGLGFTSAIPLIHFAIGDTCLEGYSFQSQLPYYAAMAISYLSGLYIYNIRFPEKHIPGKFDNCGQSHQIWHISVVIAILFTYVGSLNAYYQRLDMPCKA*

> Paramecium tetraurelia (PQR4) NCBI:CAK87313

MAHIYYFVQINIYMEGILSQAKQYIGTINQAAKYYTVDNIFIHTGYRINYSTPWLILKSLFQKHNELINVWTHIIGSFLTLLLIIYIVSYHYDYRKRLEQDIDQIFSFNSTQYSTSINNQNIEADKLKYEEIFNKIDHFQNSMLTSESYKEIVHLMKITIEILHFEEVKEYTIVFQNKFNLFKDKIIQEIDSEQFDWVEIYKHDYSHTSILKQEQFLRKNSDPYNVSRWPIVVFLISGLM

CMTGSALFHLFYQMSEAANKYLMRVDYGSISLLILGSCFPPFYYGFYCDTFLRYFYLITVGSACLAAYIVSIFDFIHTEKWRKIKGLMYGSLGLFAGVPAFHLYLREEDISDYLPFKHSFIFYILMGSSYLFGLALYTLRIPERFMPGKFDIFGHSHQWWHCFVFLGVFFHYFGSIYNMGDRKFTFCLI*

> Paramecium tetraurelia (PQR5) NCBI:CAK89692

MAYIYYFIQINLCMEGIINQAKHYVGTIQQAAKHYAVDNIYILSGYRVNYSTPWLVLKSLFQKHNELVNVWTHVIGSFLTFLLIIYIVSYHYDHRQRIEQDIDQIFSFNSTLTPNSISSQNIITDRQKYEEIFNKLDHFQNSMLTSETYKEIVHLMKITVDILNFEEVAEYAVVFQNKFNLFKDKIIQEIDSEQFDWVEIYKHDYSHTSIFKQEQFLRNNTDPYHVSRWPIIVFLVSGLMCMAGSALFHLFYQMSEEANKYLMRVDYGGISLLILGSCFPPFYYGFYCDAFLRYFYLITVGSACLAAYIVSIFDFIHTEKWRKVKGLMYGSLGLFAGVPAVHLYLREQDISDYLPFKHSFLFYVLMGSSYLFGLALYTLRIPERFMPGKFDILGHSHQWWHCFVFLGVFFHYFGSIYNMGDRKFTFCLI*

Class III Receptors

None

Bikonta; Chromalveolata; Halvaria; Alveolata; Apicomplexa; Coccidia; Eucoccidiorida; Eimeriorina; Cryptosporidiidae; Cryptosporidium muris
Class I Receptors

> Cryptosporidium muris (PQR1) NCBI:FD390435.1
MGRRLMKFDELPGYLQDNEFIHDHYRCQWSLRDTFLSAFSWHNETLNIWTHLIGFVIFMWMMVVSSLETTELSLAGLFNGISGAWIRLSSNQTLLRHDSNVTEHIPLLTSQEVNHQNYHEAVPKWPWLVYLAGAMGCLICSSVSHLLACHSKRYNLFFWRLDYAGISLMIVSSFFAPIYYAFSCHPNFRFLYLSSISILGLLAIITLLAPALSAPRFRPFRAYLFLAMGFCSVVPASHVLCLYWGHPNVLFALACELATGLSYAVGAVFYVSRVPERWKPGAFDIAGHSHQIFHVFVVLGALVHCVATLVIVDFRRASPCGF*

Class III Receptors

None

Bikonta; Chromalveolata; Halvaria; Alveolata; Apicomplexa; Coccidia; Eucoccidiorida; Eimeriorina; Eimeriidae; Eimeria tenella
Class I Receptors

None

Class III Receptors

> Eimeria tenella (Hly3) Sanger genome

DEEVVVLVRPKLRGKIHLMLLFLAPIWTLLLLNACRSLLSFVAAAVSCLSFLANFAASALLHSGSFGPQWSSLFVKLDHSGIFVVISSCTTPIPLLLLDFWPSVLLLSVQGLATLYGKSCLFIISGFWTILFGNLSSGARQRRALTYILIGLLHACFLRVYISVLTLKEFSLVIFLALFYIIGALVYGHQWPDPFPSLFGFHELFHLFCCISFVLTLWLNYEVISRAESSMKSSIS*

Bikonta; Chromalveolata; Halvaria; Alveolata; Apicomplexa; Coccidia; Eucoccidiorida; Eimeriorina; Sarcocystidae; Neospora caninum
Class I Receptors

None

Class III Receptors

> Neospora caninum (Hly3) Sanger genome

EEGTLVVRPFLRGKIHLALLLLSPAWIFFILSACSSPSSFVAAAISCFTFVWYFMASALLHCFEWTNRPGIYQLLHKLDHAGIFMVISGSTTPIPMLLLDAGSSFWLLFVQLAATIYGVVCVLFSGFCSIIFGDLTSTGRARRAYTYIFVGLLHALFLSEYYRVLKSTELIAVIALASLYVLGALVYSCKRPDPFPAIYGFHEVFHSFCFLSFLLTLWLDYVVIKRVEWG*

Bikonta; Chromalveolata; Halvaria; Alveolata; Apicomplexa; Coccidia; Eucoccidiorida; Eimeriorina; Sarcocystidae; Toxoplasma gondii
Class I Receptors

None

Class III Receptors

> Toxoplasma gondii (Hly3) NCBI:XP_002366725.1
VKVEEGALVV RPVLRGKIHL TLLILSPAWI FFILSACSSP SSFVAAAISC FTFVWNFMAS ALLHCFEWTH RPGIYQLLHK LDHAGIFMVI SGSTTPIPML LLDAGSSCWL LLVQLAATIY GFCSIIFGDL TSTGRARRAY TYIFVGLLHA LFLSEYYRVL KSSELIAVFA LASLYVVGAL VYSCKRPDPF PLVYGFHEVF HSFCFLSFLL TLWLDYVVIK RVEWG*

Bikonta; Chromalveolata; Halvaria; Alveolata; Apicomplexa; Aconoidasida; Haemosporida; Plasmodium; Plasmodium (Laverania); Plasmodium falpicarum
Class I Receptors

None

Class III Receptors

> Plasmodium falpicarum (Hly3) NCBI:XP_001348702.1

MLIKYMERKNKTLFRGKIHLMLVFISPLWIFYMLYLSKTLTARIFTSIAVLCIFFNFFASFLLHNFEWKPKFFFIIEKMDHFGIFLMISGSLLPVQALLFNKIKLLFFISLQFFAILFGCLIVFFSCFSSGNRFIRSMIFTIAGLLHIIFIRDYVSLLYGKEFILLILLGVLYIIGAVIYSVKKPNIFPGNFILEFHEVFHICCLGSAVCTFVLNCSVIKR*
Bikonta; Chromalveolata; Halvaria; Alveolata; Apicomplexa; Aconoidasida; Haemosporida; Plasmodium; Plasmodium (Plasmodium); Plasmodium vivax
Class I Receptors

None

Class III Receptors

> Plasmodium vivax (Hly3) NCBI:XP_001615833.1

MLINYMERKVKTVLQGKIHLLLVLASPIWITYMLHISKTLWAKIFTSIAALCMFFNFFASFLLHNFEWKPELFFLIEKIDHMGIFLMISGSCLPVPALLFNKLKFLYYIILQGLASLFGCLVICFSCFSTGNRITRACTYVIAGFLHALFLKDYLMGLVPKEIMFFIFLAALYCVGAVIYSMKKPNIIKGSGTILGFHDVFHICCLGSGLFTMALNCSVI*
Bikonta; Chromalveolata; Halvaria; Alveolata; Apicomplexa; Aconoidasida; Haemosporida; Plasmodium; Plasmodium (Laverania); Plasmodium falpicarum
Class I Receptors

None

Class III Receptors

> Plasmodium gallinaceum (Hly3) Sanger genome

MLVKYIGRKDKTWFRGKIHLMLVFLSPIWIFHMLNLSKTLTTKICTSVAILCIFFNFFASFLFHNFEWNPHFFFFIEKLDHFGIFLMISGSSLPVQALLFNKGKLLLFISLQSMSILFGFLCIFCGCFSSGNRFIRTFTFLSAGFLHSVFIKDYFISLYTSELIFLVSLAVLYVIGAVIYSIKKPNVLPGFTGLIGFHELFHFCCLGSALCTFALNCSVIKRNTQ*

Bikonta; Chromalveolata; Halvaria; Alveolata; Apicomplexa; Aconoidasida; Haemosporida; Plasmodium; Plasmodium (Plasmodium); Plasmodium knowlesi
Class I Receptors

None

Class III Receptors

> Plasmodium knowlesi (Hly3) NCBI:XP_002260320.1

MLINYMERKVKTILQGKIHLLLVLTSPIWIAYMLLISKTLKTKIFTSIAALCMFFNFFASFLLHNFEWKPELYFLIEKIDHIGIFLMISGSCLPVPALLFNKIQFLYYIILQGLTSLFGCLFICFSRFSTGNRITRACTYVIAGLLHVLFLKDYIMGLIPKEIAFLIFLATLYCLGATFYSMKKPNPIKGNETILGFHDLFHICCLGSGLLTMALNCSVIMRNT*
Bikonta; Chromalveolata; Halvaria; Alveolata; Apicomplexa; Aconoidasida; Haemosporida; Plasmodium; Plasmodium (Vinckeia); Plasmodium berghei
Class I Receptors

None

Class III Receptors

> Plasmodium berghei (PQRA) NCBI:XP_763837.1

MLIKYLERHEKTLLRGKIHLMILLFSPIWIFYMLYLSKTYLTKIFTSVALMCIFFNSFASFLLHNFEWTPKYYFLIEKLDHIGIFLMISGSALPAAALLLNNTKLLYYIIMHSLSSLLGILFICCSYFSTGNRAKRAFTYVAAGFLHALFFNDYIILLYTRELVFLLMIGALYVLGAIIYSLKKPNIITGMSYIFGFHELFHACCLGSLLFTFSLNRSVLMRKS*

Bikonta; Chromalveolata; Halvaria; Alveolata; Apicomplexa; Aconoidasida; Haemosporida; Plasmodium; Plasmodium (Vinckeia); Plasmodium chaubadi
Class I Receptors

None

Class III Receptors

> Plasmodium chaubadi (Hly3) NCBI:CAH83922.1

FFTSNFQWTPKYYFLIEKLDHIGIFLMISGSGFPVAALLFNNIKLLFYIIMHSLSSLLGILCICCSYFSTGNRAKRAFTYVIAGFLHAVFVKDYLILLYTKELIFLVMIAALYVLGAVVYSLKKPNIISGMAYFLIIHELFHVCCLGSVLFTFALIRSVLMRKA*

Bikonta; Chromalveolata; Halvaria; Alveolata; Apicomplexa; Aconoidasida; Piroplasmida; Theileriidae; Theileria parva
> Theileria parva (Hly3 Isoform 1) NCBI:XP_763837.1

MITKIVNKRNLPFLRGRIHVLNIISLPILAVSVVKNHDETQIIAAYFIFFACCLFNLFASSILHLKEWDSTRDSLFKRLDYAGIFLVIGSSAFPAILYYIKNDSILLFISLIHWIVIFGGVFGALLFNFINTSKSFRSIIYPFFGAPYVYLAYKFIVNGKYYSALMGFFTAFFYITGAVFYAKESPNLVPGIFEFHELFHVFCWFAFMASFFLNFQLTKLKP*

> Theileria parva (Hly3 Isoform 2) NCBI:XP_763836.1

MSKREDIIDKVHVTKRKEKVPLLRGKINMVFFLVFPFVSYLFIKYDIVLDKLSFFIFLACAAFNYLSSIVLHSRMWDQELYSILRKIDYAGIFLMIGGSGLPVYAVFMNDDFTVVLAVCHYILLFAGVFSSLIFNFCYTSKPVRSIVYVLAAVPYYFVSYKILFTLKSTQVFLLFVLGGVFYMMGAVVYGSKFPNLVPGVFEFHELFHVFCILGFITISISNFLLFKRGGAQLFNKFLQSKIHPIWP*

> Theirleria parva (Hly3 Isoform 3) NCBI:XP_763835.1

MLKINLEFLYNKRKDAPILRGRVYSVNFLLQPLLAYTVFQNKTDKLTKLTFSTYFISFYLCTLICVVYHGSSCKVIDRSLYARIDYASAFVSLFMDFIETSRRFRVVVFWVGTTCTNFLLYSYLKNNMYVPASLFLLTYIVAVCAGLVYSSGKPNLIPGVFEFIELSHLLYTIGSVTLFYAHAISMGLIKHDLYYL*

Bikonta; Chromalveolata; Halvaria; Alveolata; Apicomplexa; Aconoidasida; Piroplasmida; Theileriidae; Theileria parva
> Theileria annulata (Hly3 Isoform 1) NCBI:XP_952877.1

MLPKIVNGRNLPFFRGRIHVLNVLSLPILAVSVVKNHDEKQIIVAYFIFFACCLFNVFASSILHLKKWDTSRDSLFKRLDYAGIFLVIGSSAFPAFLYYMKNDSTMLFISLIHWLVIFGGVFGSLIFNFINTTKSFRSIIYPFFGAPYVYLEYKFIANGQYYSAVMGFLTAFFYITGSVFYAKDSPNLVPGIFESHELFHVFCWLAFLASFFLNFQLTKLSP*

> Theileria annulata (Hly3 Isoform 2) NCBI:XP_952875.1

MLEPEKVVEKEQLRKDRGKVPLLRGKINIVFFLVFPLVSYLFVKYDIVLDKLAFIIFLTCAAFNYLSSIILHCKIWDQELYSILRKIDYAGIFLMIGGCGLPAYTVLMSDNSVIICAVFHYIVLFIGVFSSLIYNFCYTSKPTRSIVYVLSSLPYFFVSYQILFKLKSTQVFLFLLLGGTFYLMGATVYGSKFPNLVPGVFEYHELFHVFCILGFTSVSISHFLLFKSGGPNLFNKFIQAKVQHMQT*

> Theileria annulata (Hly3 Isoform 3) NCBI:XP_952876.1

MIRECTEWLNKKFSSFESPRKKVPFLRGRVYIFNLLVILYGSCKIYGKKTHTWFKLGIYISFFCSACNTLVTAFYHNRDLSIEQRSIIKRVDYAGLQPQFYGSGESVFSVSYSFLIFSVIFQCLIYDFCGMPKWVRVIAFTCFGFMNHYLTVALYKSGEFSVLWDLIYSATLYLLGGLCYGAKFPNLIPRIFEHHEFMHLVMIIANLISMRCNIKVM*

Bikonta; Chromalveolata; Halvaria; Alveolata; Apicomplexa; Aconoidasida; Piroplasmida; Babesiidae; Babesia bovis
> Babesia bovis (Hly3) NCBI:XP_001609898.1

MNRMYGRDAKALWEKVPQAPHLRGYVHLVLALISPLLILWLMKCIIVKDYYPEYIVAFVCCILNFAASATLHYSRWNLNSLDLCLKADYAFIFLMIGGSATPATIAVTNDDLSVLTTLIQWIGISIGTVGALAFRFVTASPALRVIVYFAAGSPYVQLCRNLYKMKCFIGLLPSCMTLVIYMLGGVVYAKRAPNPIPKYVGFHEVFHMCCALALVTTFIGNHKITTFLNVM*

Bikonta; Chromalveolata; Halvaria; Alveolata; Apicomplexa; Aconoidasida; Piroplasmida; Babesiidae; Babesia bigemina
> Babesia bigemina (Hly3) Sanger genome

EHTTVQDAECESLSSPRCVPILRGCIHLLLALMSPLLIVWLMQEVVNENYIAEYFIAFVCCILNFSASAMLHHMPWNMQSYDMCLKLDYACIFLMIGGSAVPSTYAAVSDNLGVLTTLIQWAGVSLGAVGALAFSFVASPPSYRLLVYFAAGSPYLYHCYTLYNIKCFIGLLSACLTLVIYMSGGIIYVKEAPNPSPHYFGFHEIFHLCCAMALVTTFVGNHKITNFVNDI*

Bikonta; Chromalveolata; Halvaria; Alveolata; Perkinsea; Perkinsida; Perkinsidae; Perkinsus; Perkinsus marinus
Class I Receptors

None

Class III Receptors

> Perkinsus marinus (Hly3) unfinished NCBI:EEQ99650.1

MSKSGEEKRELQRKVALLLLIESSLAVSSSAFSPHSCCHCRVNFDGNFVVEEIWNALTHGFGMVLVVPGLIDLMVLTADDPYRCKIAVVAYMMSCSLLFAVSTLFHAFFMLDLTSRIFQVLDHSSIFVLIAGSYTPFCVLLFGDDPNGSWVMTAEWALAGVGITAHIIAVHFPKIRHAPLYVYGELFLYVLMGWMALAVYDTFFTATPVHIRYLITGGGVTYMAGLPFYILDNIKCVPILHCVWHLFVLVAAIIHFCAVRESVIYFNNQHSASLLGLSL*

Bikonta; Chromalveolata; Halvaria; Alveolata; Dinophyceae; Gymnodiniales; Gymnodiniaceae; Karenia; Karenia brevis
Class I Receptors

> Karenia brevis (PQR1) NCBI:EX972632.1 and EX972633.1

MDFFAAQQVWQPLLAQCVREDADGKLGCAQEVPEYQRRAWICNFYRLQPPRLSHLVSLHNETINIWTHLAGAIFFAVRGSIWALGRWSFYEQPLPAVLMGMLAISSFACMSASAAFHCRSCANLQEFDCSLCMDRTCILALISVSFIIGITFGFTCSPNLMHGYLLMTLVMLVVIALPFTVPVLSKYRSDSLKIAVLGLIPAFHFLFAVPSKLAILKPGMICMVIGYIGGLVFLVSFVPERWAPGRYDLIGQSHQIWHVCVFLAAAAWMETMLRAFNLMHADPALCQ*

Class III Receptors

None

Bikonta; Chromalveolata; Halvaria; Alveolata; Dinophyceae; Gymnodiniales; Gymnodiniaceae; Amphidinium; Amphidinium carterae

Class I Receptors

> Amphidinium carterae (PQRB) NCBI:CF066598.1

EVPTDMKIPFVLTGYRPQPSSMRELLKSIFTVHNETGNMWTHLVPSAYFGMALLQVCMEIAGTGDPEIQVELLWMFALVAATAYAMLASFSYHLCTCSGFRTRTCAHRFDLSGIVGLIMMSYFSAVAVGYKCWPRLRQFYLAFSGVVSLAVAAPISRPSLVLGDIKRHMIVCCTAGLLPAIHWLCIAPVADIKVAGPYIISMFSCYAAGAGFFVTRWPXCRWPW

Class III Receptors

None

Bikonta; Chromalveolata; Halvaria; Alveolata; Dinophyceae; Gonyaulacales; Gonyaulacaceae; Alexandrium; Alexandrium minutum
Class I Receptors

> Alexandrium minutum (PQR1) NCBI:GW798696

WLWTLAVTQTFAYTLYRFAMWLSSQDMIMEMGRPRALYAFGVVVYFVTALAVFGASVQFHWRMCSAKHEFLCWRCLDQSCCLALVVVGFFTGIPMGFHCTPGWQAAYLAQSLLVLVAMSVVVWVTPKEHSGFLSASIIASALTALVPAVHWLLTSREGRKVGGPSLMLAILFGLLATSFFTSHVPERLAPGRFDLVGSSHQIWHVLIFFSIIAYGDALIAVFDLTGSAKYCS*

> Alexandrium minutum (PQR2) NCBI:GW809238 and GW809020

GSGPWLSLKALAKDGDPEGGAWSADWVCLVLPYALTANCLLFSGLYHIRHCDVKSVCYGCFYLDIGGVILLLVASLGVGIWIVFRAFPLTRLAYFTAVLGMLPAMGLSVACHISDELRAAIFASCAIAGCVPGFHWMAVSSFREIAIFVPYMLAVGGCYCTGAVIYGTRFPERWWPGRFDFFGQSHNLWHMCAFAGMVVWLSAMERMVLLYAGGVAELANPLGGAASRFDTSVVSA*

Class III Receptors

None

Bikonta; Chromalveolata; Halvaria; Alveolata; Dinophyceae; Gonyaulacales; Gonyaulacaceae; Alexandrium; Alexandrium minutum
> Alexandrium ostenfeldii (PQR1)

WTLAVTQSCTEVPAHQKVPFILHGYRPEPESPCGLFRTIFSLHNETGNIWTHLIGFGYFVLVLAELCQEILLAEDGRGMRGDGLWVLALVVATAFCLACSFCYHLCNCTGRLVKECMYRMDLTGIVALIGVSYFTGIALAFHCAPTVRKFYLFYAAGVVLALAAPLLRPQIADLTKHFIVCVGLGLVPAVHFLCVSSAEDIAIVLPYILAMFGCYGAGAWFFMHKWPEKRWPGRIDLFGHSHQVWHIFVLLAAVSWVRGSMAMRKHFGSLDC*
Bikonta; Chromalveolata; Halvaria; Heterokontophyta; Algae-like; Pelagophyceae; Aureococcus anaphagefferens
Class I Receptors

> Aureococcus anaphagefferens (PQR1) JGI genome

MAALRHQKAKELVDLEQPGAGWGTTGWRKTVCTSDELPEWYAPSPHIRSGYRVGYDGCACAGSVFEAHNETMNVWTHLVGGAYFCGEFCRRAARVAAAAWRARRPFGAATVVDECTVVVFAAGACFMLLASAAYHTFHPVSEAAARRWLALDKCGIAVMIAASFVPGTWLGLRCAGDAARLCWLGASAVILALGLALGLGAVKERHHARAFAGLVASGVAPTLHFVMATPRAQLDLFIPKLLLMFGLYGLGFACYLSRWPEALFPGKVDLVGSSHQLWHVCVLGAALAWYSDVSAFISMLEADAPVLRCPAEVT*

> Aureococcus anaphagefferens (PQR2) JGI genome

MDLTKPGAGWSSASRRLGASNELPAWYAPYKHILGAGWSSASRRLGASNELPAWYAPYKHILGGYRLGYDACDCARSLFQLHNETLNIWSHVLGLAAWVHASAAQLAAEPLASADGGTRRAHVVLYGLCALMPLASSLAHAFHCRGPAASRLAWRLDFAGIACLLSSRAALEGYLLLYCRRDLLAVWVCVATLAYGSLSILAVAYERPDALAPMFVLLHAPLVGFLATEWPSLDAAARAAARGPVRLLVLGSLSGVAGFAVRATHVPERWIRRRRDMPIFCDIVGASHQWWHVFTMVGPLLAQRGNARLFALRVGSTCPAT*

Class III Receptors

> Aureococcus anaphagefferens (Hly3 Isoform 1) JGI Genome

EELLNGLTHGLGIIFAFFGGLMMMRRANATNDMATVLGCGVFCIAMNALYLISTLYHSLHKFNRVGSVFAALDHAAIYVLIAGTYTPFVTITLRSSATAFWILAAEWAATCNGVYLCVYTPLWSEANQRRVKTFELVLYVAMGWLVTIVKDDLAAALDPRGVRLVVYGGLFYTGGIVFFSTANTCETRYVLHALWHLCVLAATICHFFAIFYYVLPE*

> Aureococcus anaphagefferens (Hly3 Isoform 2) JGI Genome

LATVLSKHGVKIDAVGNYTTEEILNALTHGMGFIAALIGAIPLLYDAWHRDRTTYWACLLYQFTLLCCFGSSTAYHGFFMHPRIMLWFQRFDHAAIYLLIAGSYTPLVFLGCRGHLGAAAIVVINWIAAFCGCCISAAGIGISSEHLNPTEIIIYASMGAAVLPIIGPVKRLLAPEAFFLLALGGALYIAGIFFFVRGMRHPGWHVVWHIFVMAAAATHWFCVYLYILPSIDF

Bikonta; Chromalveolata; Halvaria; Heterokontophyta; Algae-like; PX Clade; Phaeophyceae; Ectocarpales; Ectocarpaceae; Ectocarpus siliculosis
Class I Receptors

None

Class III Receptors

> Ectocarpus siliculosis (Hly3) NCBI genome

RELAVEVDGNFVFEEVLNAGTHGVGFVAAIIGAFLLMTEASQEGKSPEHFWGCAIFSASLMFLYLASTLYHSFFMLPYVSGLLCIADHCAIYILIAGSYTPFMLISMHGSSLGRTVIIAQWLCALFGCLFSMTSYSLDFKGTMYVELTLYLGLGLSVLLVWDSVLEHMHQGELMLIAGYG

Bikonta; Chromalveolata; Halvaria; Heterokontophyta; Algae-like; Bacillariophyta; Bacillariophyceae; Bacillariophycidae; Bacillariales; Bacillariaceae; Fragilariopsis cylindrus
Class I Receptors

None

Class III Receptors

> Fragilariopsis cylindrus (Hly3) jgi|Fracy1|274607|estExt_fgenesh2_pm.C_30179

MTSSEKRGQIFVNMEGNLVFPEIMNAVTHCIGVILSLVGWQLMVQRVRDLSLTHKFSCVIFSFSLLALYLSSTLFHSFFTMVNSRKVFAVMDKCAIYILIAGSYTPFMQILLSDQPIYSTKLLGFIYICGFCGITVEAFYPNWKWKSTFSLAMYLGMGWACLLCL

Bikonta; Chromalveolata; Halvaria; Heterokontophyta; Algae-like; Bacillariophyta; Bacillariophyceae; Bacillariophycidae; Naviculales; Phaeodactylaceae; Phaeodactylum; Phaeodactylum tricornutum
Class I Receptors

None

Class III Receptors

> Phaeodactylum tricornutum (Hly3 Isoform 1) NCBI:XP_002180884.1

MANADGILEAAHPYYPHASEYGHELPQQPPEVWSITDFGRVNERSRDGSVHATDEVFNTASHFAATFLSFLGTVLLVVQASARHEPWKIVSFSIYGASLVFLFAASTLHHGLTGVHEAFFRRLDYLAIYPLISGTFTPLCLVFYHDSLIGWVFGATVWAIAILGMVATAFWFHKIPKWLSMTAYMTLGWLGACMTYWLIPVLGMDGFGLFLFGGILYTGGGYVFYTERPNPYPGTFGFHEIWHVTVVLAATCHWLLMYTYVLPWESAT*

> Phaeodactylum tricornutum (Hly3 Isoform 2) JGI Genome

MEGNLVLQEVLNGVTHGLGIILALMGSSLLSSSVRHQPSRHVVSCAVYSTSLIVLYTSSTLYHAYSLQNTKYIFEVMDKCAIYILIAGSYTPFLQIVLQHDPLWANGLLAFIWCCCLLGISVEAFFPTYKHKGLFSLAMYLGMGWCCIVCLPEFSRIVPTRLIHLVILGGAAYTLGVPFFVRNNHLDHCIWHIFVMVGSIFHWCGIYFYVATFDDELALANASSS*

Bikonta; Chromalveolata; Halvaria; Heterokontophyta; Algae-like; Bacillariophyta; Coscinodiscophyceae; Thalassiosirophycidae; Thalassiosirales; Thalassiosiraceae; Thalassiosira; Thalassiosira pseudonanna
Class I Receptors

None

Class III Receptors

> Thalassiosira pseudonana (Hly3 Isoform 1) NCBI:XP_002290598.1

MDQIQSVYQGTNQDGVLDSSHNDNGTEDNLESAWSFTDVGKTRLLSRDLSPHSTDEVFNSVSHLSAAMLSLLGTTLLISEASSQGNAWKVVSFILYGAGLTFLFVCSTLHHAISSTEKVEARLRMLDYLAIYPLIAGTFSPLCLVFLHDSVIGWSFFGVAWFLALVGMYLTATLGPGRLPRWMSMTMYITIGWIGAFLMIWIAPAIGLGGLAVFILGGLFFTVGGYVYTTEHPNPYPGVFGFHEIWHVAVILGAACHFAVMYCCVLPWQG*

> Thalassiosira pseudonana (Hly3 Isoform 2) JGI Genome

MLSNALANLCIPRVPKVMNGVTHGLGVVLGSVGTYLLTNRVQGLPFHYVLSCAIYSISLIILYSSSTLYHSFFALKRTKFILGVFDRCAIYLLIAGSYTPFLMIALHHEEHWSLHLLSFIWAFAVAGILVEATIWGWEHKSKLSLAMYLGMGWSCVICMPDLVKVLPAQALALLVAGGLSYTGGVPFFVRNSNMDHAIWHVFVLMGSVFHWLCVYLHVVKL*

> Thalassiosira pseudonana (Hly3 Isoform 3) NCBI:XP_002288855.1

MKSLHEKEDDGAQLGLVEVDLEGNLILQEVMNCVTHGLGILLAVIATVLLSRRVKEKPKHYVVSCAVYSTSLIVLYMSSTLFHSFFALQRTRYIFQVFDMCAIYILIAGSYTPFLSIVLHHEPLWSNSLLAFIWMCGISGISVEAFAPLWVHKPKFSLAMYLGMGWTCMICINELIEALDKNAIRLLVAGGVWYTAGVPFFVRNNNLDHSIWHCFVMMGSISHWLCIYEYVVTLE*

Bikonta; Chromalveolata; Halvaria; Heterokontophyta; Fungus-like; Oomycetes; Peronosporales; Peronosporaceae; Hyaloperonospora parasitica
Class I Receptors

> Hyaloperonospora parasitica (PQR1) NCBI Genome

METGHHLLLRNHMQPPQSPSPPVPPITPASVPLIETEGKLHTFERLHAEGFAYLADNSYIRSGYRLHYSAQDCFLSLFELHNETLNVWTHIMGSFIFLMLMIYLALSGHALSPAIDGGSRVVNPETTLQSWCHINDPYVIDGHHTARLFLAGIFPELCPPASSLAASAKYYEVASAIFDHSLQRLPSLERFHALVEHNVGGFSDSVGAQMEQLRHELGALSARLGAHVRDTPSEHVRSLKMQLDDRVQSLSVFIQDVASQVGADLPMKYVLEELHGVAESVRGGLHILAMEEGPHDVPHWPLFVFMASAVICLTCSAVFHLMFVVSRTAYTLLSRLDYAGITILIAGSFYPMIYYSFYCHPWQRSVYLVAISTLAALTFTVALLPIFGTPRFLVARTCIFLALGFFGVVPVTHLVWHFGLSDPHVTIMIGPLLLMGLLYTSGAIIYATKFPERFYPGRFDLWFSSHQLWHICVVAAALVHFANALRQYEWRWNTQCEA*

Class III Receptors

None

Bikonta; Chromalveolata; Halvaria; Heterokontophyta; Fungus-like; Oomycetes; Peronosporales; Phytophthora; Phytophthora capisci
Class I Receptors

> Phytophthora capisci (PQR1) JGI Genome

METGHHMLLRSHTKKQQPVAKRSPAPPVIKQQKPVEMPINAESAGKLHTFERLHAEGFAYLADNSYIRSGYRLHYSARDCFLSLFELHNETLNVWTHMVGSFIFLMLMVYLALSSHALSPAADTAALAGLTTPQAWCDNGEPWVVDGHHTSRLVLAEGIPELCPPQTGRVAPAKYYEVASVIFDHSLQRLPSLERFHALVETNVGGFSDSVGAQMEQLRNELGALSARLGGQVRDAHSEQVRSLKVQLGERVESLSVFLQDVASQVGADLPMKYALEELDGVAESVRKGLHILATAEGPHNVPHWPIFAFMASAVVCLTCSATFHLMFVVSRSAYMFLSRLDYAGITILIAGSFYPMIYYSFYCYPWLRSAYLVSISVMAALTFVVALLPVFGTPKFLVARTCIFLALGFFGVVPVTHLVWHFGLFDPHVTVMIGPLLLMGLLYTSGAIIYATKFPERFFPGRFDLWFSSHQLWHICVVAAALVHFANALQQYEWRWNTQCEA*

Class III Receptors

None

Bikonta; Chromalveolata; Halvaria; Heterokontophyta; Fungus-like; Oomycetes; Peronosporales; Phytophthora; Phytophthora infestans
Class I Receptors

> Phytophthora infestans (PQRB) JGI Genome

METGHHMLLRSHTKKHQTQQKCLVLPSKEQSAMPSQPSTGKLHTFERLHAEGFAYLADNSYIRSGYRLHYSARDCFLSLFELHNETLNVWTHMVGSFIFLMLMVYLALSSHALSPAADTAALAGLTSPQTWCDNGQQWIVDGRHTPRMLLASGLTELCPPPTGRVAPAKYYEVASVIFDHSLQRLPSLERFHALVEKNVGGFSESVGAQMEQLRSELGALSARLGGQMRDAHSEQVQSLKMQLGERVESLSVFLQDVASQVGADLPMKYALEELDGVAESVRKGLHILATAEGPHNVPHWPIFAFMASAVICLTCSATFHLMFVVSRSAYMFLSRLDYAGITILIAGSFYPLIYYSFYCHPWLRTVYLTSISTMAALTFVVALMPIFGTPKFLVARTCIFLALGFFGVVPVTHLVWHFGLFDPHVTVMIGPLLLMGLLYTSGAIIYATKFPERFFPGRFDLWFSSHQLWHICVVAAALVHFANALQQYEWRWNTQCEA*

Class III Receptors

None

Bikonta; Chromalveolata; Halvaria; Heterokontophyta; Fungus-like; Oomycetes; Peronosporales; Phytophthora; Phytophthora ramorum
Class I Receptors

> Phytophthora ramorum (PQR1) JGI Genome METGHHMLLRSHTKKQPPQLKPQDDAMPALASKLHSFERLHAEGFAYLADNSYIRSGYRLHYSARDCFLSLFELHNETLNVWTHMVGSFIFLMLMLYLAISGHALSPTADAAALAGLTTPQTWCANDQPWLAGGHHTPRMLLATGLPELCPPPTGRVAPAKYYEVASVIFDHSLQRLPSLERFHALVEQNVGGFSDSVGAQMEQLRSELGALSARLGGHVRDAHSEQVTSLKMQLGQRVEALSGFLQDVASQVGADLPMKYALEELTGVADSVRNGLHILASAEGPHNVPHWPIFVFMASAVICLTCSATFHLMFVVSRSAYLFLSRLDYAGITILIAGSFYPMIYYSFYCHPWLRNAYLVSISTMAAITFTVALMPVFGTPKFLVARTCIFLALGFFGVVPVTHLVWHFGLFDPHVTVMIGPLLLMGLLYTSGAIIYATKFPERFYPGRFDLWFSSHQLWHICVVAAALVHFVNALQQYEWRWNTQCEA*

Class III Receptors

None

Bikonta; Chromalveolata; Halvaria; Heterokontophyta; Fungus-like; Oomycetes; Peronosporales; Phytophthora; Phytophthora sojae
Class I Receptors

> Phytophthora sojae (PQR1) JGI Genome

METGHHMLLRSHSKKLLAEPKSLKSQTQPKLSQTLDDDAMASSSSSSSSDKLHTFERLHAEGFAYLADNSYIRSGYRLHYSAKECFLSLFELHNETLNVWTHMVGSFIFLMLMLYLALSGHALAPAADTAALAGLTTPQAWCANGQPWMEAGHHTPRMLLATGVTELCPPPTGRVAPAKYYEVASVIFDHSLHRLPSLERFHALVEQNVGGFSDSVGAQMELLRTDPANMFLSRLDYAGITILIAGSFYPMIYYSFYCHPWLRTAYLASISTMAALTFTVALMPVFSTPKFLVARTCIFLALGFFGVVPVTHLVWHFGLFDPHVTVMIGPLLLMGLLYTSGAIIYATKFPERFYPGRFDLWFSSHQLWHICVVAAALVHFANALQQYEWRWNTQCEA*

Class III Receptors

None

Bikonta; Chromalveolata; Halvaria; Heterokontophyta; Fungus-like; Oomycetes; Pythiales; Pythiaceae; Pythium ultimum
Class I Receptors

> Pythium ultimum (PQR1) NCBI Genome

MGATLKDNGGSTVAMRTRSKSRVASSSSTTVATNANGAVAVKTTTTSSSVTHTSVHMTKLHTFERLHQEGFAYLADNSYIRSGYRLNYSVRDCFLSLFELHNETLNVWTHIIGSFIFLSLMMYLVAHWPIFVFMVSAVICLTCSAMFHLLFVHSKPAYFFLSRLDYAGITILIAGSFYPMIYYSFYCHPWLLRVYLTAISVMAALTFGVTLVPAFGTPRFLVFRTCIFLSLGFFGLVPVSHLVYHFGLFDPHVTVMIGPLLLMGLLYTLGAIIYATKFPERFYPGRFDVWFSSHQLWHICVVAAALVHFANALQQYEWRWNTMCEV*

Class III Receptors

None

Bikonta; Chromalveolata; Halvaria; Heterokontophyta; Fungus-like; Oomycetes; Saprolegniales; Saprolegniaceae; Saprolegnia parasitica
Class I Receptors

> Saprolegnia parasitica (PQR1) NCBI Genome

MEKRLAGYHVLHDQGFSFLADNAYIRSGYRVNYSASHCLQSLFELHNETWNVWTHIVGSLIFVCLLVWPIAVFIGSAVVCLTMSSVYHLLFVQSPRASLLLSQLDYAGIILMIAGSFFPVIYYSFYCNQWALNAYLGIVSVLAIGSFAASLIPAFGKYPSVRSAVFLSMGFFGVVPIAHLIYEFGLMDDHVQIVLKPLLAMAGLYVLGAVFYGTRFPERLYPGTFDVWFSSHQLWHICVVLAALVHYVSAMQHYEWRWQTGCRA*

Class III Receptors

None

Bikonta; Chromalveolata; Halvaria; Heterokontophyta; Fungus-like; Oomycetes; Saprolegniales; Saprolegniaceae; Aphanomyces euteiches
Class I Receptors

> Aphanomyces euteiches NCBI:CU356388.1

MLVVGNWPIKVFIGSAVVCLTLSSIYHLLWVQSAEASVVFIQLDYSGIILMIAGSFFPLIYYSFYCTPGLIYLYLGIISTLAVACLVASMVTKNSTIRSSMFLALGFFALVPIGHLILKHGIWDDHIQIFFKPLMLMGFLYLLGATIYGTRFPERFFPGHFDVWGHSHQLWHICVVVAALIHYGNAMQHY

Class III Receptors

None

Bikonta; Chromalveolata; Halvaria; Heterokontophyta; Fungus-like; Blastocystis; Blastocystis hominis
Class I Receptors

> Blastocystis hominis (PQR1) NCBI Genome

MIDNRSMVSSTVCLLDSHKVNSHKPSLDLSKDDLYGDLSWMRDNDYVTRGYRACLSFYNVLARLVSFFHSLFRSHNETMNIWTHLIGSVLFVFLLYLTFAIPISPDFGKSKVVGIHELIQEELNEMVFGSGSGSVVPRWPITIFVLCAIFCLSGSTIFHCFLCCNEKVRAILQTIDYCGISILISGSYFPVIYYPFYNYSQSLRFHLMVVIIINVLNVSVMITPTFRQPKYRAVRAASFTCVACYAFIPLYELYTLDGFANPIFSVMKWYIVGMGTSYILGAILYGSRFPEKYWPGSFDFVFSSHQLFHVCIVIAALFHYVGSYQLFVARLNSCL*

> Blastocystis hominis (PQR2) NCBI Genome

MVEATKPISDVKDTKKKLPHGVDVYKEDLDGEYWWLKDNDYLYRGYRTKLSFGEAFRRYS*TKFVIRSIFRSNNETMNIWTHVLGCLLFIFLIYLTYAIPEEMNHKVVGHVPRWPIIVFVCCAIWCLGGSAIYHLFYCCNFIVSNILQTLDYCGICILISGSYVPVMYYSFYCYPDHLKLHLTIVIILNVINVCVMATPKFRSSSRSPFTRRQPEYRSVRARSFTLVACYAVFALIDLYHLDGLSNPLFRVMGWYIAGMGGTYILGAIFYGSRFPEKYWPGYFDYVFSSHQLFHVCIVIAALFHYVGCYQVFVDRFNSPCPIH*

Class III Receptors

None

Bikonta; Chromalveolata; Hacrobia; Haptophyta; Haptophyceae; Isochrysidales; Noelaerhabdaceae; Emiliania; Emiliana huxleyi
Class I Receptors

> Emiliania huxleyi (PQR1) JGI:jgi|Emihu1|208887|gm1.3600289

MHSSDGMKAPLLSSHDVPPHVRQPFISLGYRRPLRHPYRLGAAAAAGLFSWHNETLNVWSHLLGLLWALSRLAETLAADGVAPVAKAAVGAFDVSAVAVLAASATAHLFAPVLPPGPAKLLWRVDHVGIVVAICGSYVPGIRYGFRCHLVPGAAYGAITAAGLVASMHLTFYPTEKHGRDWLRIAALSFTTGFGLVPLAHFCTFAPPEDIRALVPGLLAMFGFYALGVAFFLSFVPERISPAVGELVGSHALWHVCIVAALWSWDVSVSRTLARDWSCEPAPSAAG*

Class III Receptors

> Emiliana huxleyi (Hly3-1) JGI Genome

MSTTPRLRQTIARERLASWQRREAVATSEDRWLNVDGLHGTPFYCHGRPRPLLRGWLHLLPALASPIWSGYLISLCPTTETAAAAALACFGATAMLGASGCYHRFPWRSEAAETFAGNLDLCGIYLQIAFAGSPLYVTLLPPPVAWLVVQIMAGCAAAGCLLVFSPVELGLHAAPPRTALIEDGFPTWKSHAPLGRHLRTAVYCAMGLVQLVPVTTSTLWYRSVYSQFTPLEQGLGVVGATSYLVGSQCYATASPRLWPPVFSFHELWHLCVLVGVAAHYALCCSVLLRHPDAL*

Bikonta; Archaeplastida; Glaucophyta; Glaucophyceae; Glaucocystales; Glaucocystaceae; Cyanophoraceae; Cyanophora
Class I Receptors

> Cyanophora paradoxa (PQR1) NCBI:ES231803.1

RGFHLFRAHSDTTHKILARLDYSGIAIMVAGSMVPLLYYGFACEAWLRNVYCTVALSLGAACCAFNVLPGFDRGEYRVFRTGMFLAFGFSGAVPVLHKVLLHGGDSIGLPYLLAMASFYTGGALLYASRIPERFFPDKSIVMVWLHSHCIFHVAVVAAALVHFRAVVVAFEHRLANPCPT*

> Cyanophora paradoxa NCBI: EC664238
DNLRLFYTVLYLGAALGILAACSCDRFDRPEYRWIRATVFLTLGSAFAAPYFHKIVAYGLHHEETTRALPWYLYSALLYATGTALFAMRFPERFWPGKFDIWLHSHQLFHTISVPAWICFFTGVTRAYEWRSSAMCMRAASPSFAALDLFTRFWQ*

> Cyanophora paradoxa NCBI:EC663954.1|

MADGPLHDDDAPTTPPVRTESSDSIHFQQQPADSDKSEKGKTGKAAPAPIVFRLPFVSEIARRVQLTSFKDITSDWLKDNEYLLSGHRCQCTPCECLASVCCLHNESMNIWTHIIGLTLAIVCTIKVLFYDLRGASLEHYMNLGSFLITGIGAFLFSAVFHIFMPVSLKAFKILSRMDYAGIAFHLLGANIPAVNYEFYC

Class III Receptors

None

Bikonta; Archaeplastida; Glaucophyta; Glaucophyceae; Glaucocystales; Glaucocystaceae; Glaucocystis
Class I Receptors

> Glaucocystis nostochinearum NCBI:EC119257

LMPFFHKIIVYGMWSIEGAKSLALPSVIVMSIFYICGAVCYAARIPEKWKPGGFDLLFSSHQLFHLFVVAASLVHYVSVQQVLLHRLSHPCPIA*

> Glaucocystis nostochinearum NCBI:EC123062

VKCHAAPHWSKYDFILDKDRDKHSLSHCWMSLFGIHNESLNIWTHLIASLLFAC

Class III Receptors

None

Bikonta; Archaeplastida; Rhodophyta; Florideophyceae; Gracilariales; Gracilariaceae; Gracilaria; Gracilaria changii
Class I Receptors

> Gracilaria changii NCBI:DV969075
ISGHAMSGVYYAFYCTPRIAHAYYALVTLAELATVPCIFARSFSKPAARPFRVFVFTALASTVLLPLLHSVWLHTAALYELAVGVGSAVTSLFIYALGALFYVSRFPECCRAGKHDRFFASHQLLHVAVLLGVACHLFGCWTLMEYRIDVGCSVGAVMMHNNNKL*

Bikonta; Archaeplastida; Rhodophyta; Bangiophyceae; Cyanidiales; Cyanidiaceae; Cyanidioschyzin merolae
Class I Receptors

> Cyanidioschyzon merolae AP006495 NCBI:AP006495.2

MPRNGGMPTDADERAPRQRSPLGDAGTPRRRVKAKGAVVTTLAETPEFLHCPGIVGHYRSYDEYARSVKRILLSFFELHNESMNVWTHFVAALVYLTGIAPYMFWMRLRDAPLLDRYTISLYYVAAATCFLLSAVYHLFLTHSVKAYRVLRMADHQGILLLICASYIPAIGIGYRCHWRIAIQFLWVNAAFYMMAVVGLWYAHRHGYVVFRNITFLGYTSWGLLPLAVGLTLQLEHAAWLLRHAFVMWSIYGIGFVLYVTRFPEKVWVGKFDLWFSSHQLFHIATIAASAVWGRSMLRLHDHVSATGLC*

Class III Receptors

None

Bikonta; Archaeplastida; Viridiplantae; Chlorophyta; Prasinophyceae; Mamiellales; Ostreococcus; Ostreococcus lucimarinus 
Class I Receptors

> Ostreococcus lucimarinus (PQR1) NCBI:XP_001422539
MSTLRARRAATPEVVDDAETTKSRATRARGPFRLPKADEDDDGKKCSAWFCAVCDVDDAPEWMVWNPYVRSGYRVGARWLGATRSIFMLHNETVNIWSHLLGVLMFAALIVQTFRTAHSGFVPDDPEPARPVTRWPMYIFLTGAVVCLFFSTMCHTYCCVGEIDAERMWRFDYLGIAVLIVASFYPMLHYSYYCLPGWRDMYLTGITVFGCLTVVPTFMRAFQKKEYAPLRASLFVALGCLGLFPIFQQVFFVWHIVPTPMMEAFYFEMAMGFGYVFGAFLYAKMIPERWSPGSFDFFGCSHNIFHFLIVLSTYFHYRASIIYLTWRDNYTC*
Class III Receptors

None

Bikonta; Archaeplastida; Viridiplantae; Chlorophyta; Prasinophyceae; Mamiellales; Ostreococcus; Ostreococcus tauri 
Class I Receptors

> Ostreococcus tauri (PQR1) NCBI:CAL55599      

MPTTRRANKALSGDENVRSNGASAKTVPVRARGPFVLPGADDDDDRHSKPCPAWTCRVCSIEDTPEWMIWNRHVRSGYRVGFGWRGATASVFKWHNDTVNIWSHLIGMVMFVALIVRTFQTTHAGVGLSAPPDYWVTGADVARVERIQDDLRAIDVDLHEKVLKGSAAGHAVHDVAHELLNVTHELAEHLETGEEAFKVDKRRMILRRSLIKTQKVLTALERSGGDDFSAFAEQCRKLRTKLKQLQQHIEHVPDDPEPVKPVARWPMYLFLAGAVLCLSLSAVCHTYCCVGKVESEQMWRLDYFGIAVLIVSSFYPIVHYQYYCLPGFRFFYLTGVTTLGCLALIPTYLKAFQKVEYAHLRATLFVALGSFGIFPIFQQVFFLFVGKWPMAVGYISGAALYGLQIPERFRPGSFDHFGCSHNIFHFLVVSSAWFHYRASMIYLTWRDNYTCEADHELLLDWYHLGSHFKYPSH*

Class III Receptors

None

Bikonta; Archaeplastida; Viridiplantae; Chlorophyta; Prasinophyceae; Mamiellales; Ostreococcus; Ostreococcus sp. RCC809 
Class I Receptors

> Ostreococcus sp. RCC809 (PQR2) JGI Genome

MSTRRRPAAQKSGDAVATADRATRARGRRGPFTLPGDAREKEKKSGGACSAWFCAVCDVEDAPEWMIFNPHIRSGYRVGARWLGATRSIFMRHNETVNIWTHLLGFLMFVALIVRTYRTATSGVGLAAPPEHWVTGADVARVERIQYATRWRQEIKRDWDALHAIDVAMHERLANTSQKQHIVAGVKGVKGELLDITHELAEHLRRGEEVFKVEKRRRALRQSLESVEKALDSIENAGGADLEPIHEQCNALRTKLSQLRAHIKGVPDDPEPARPVTRWPMYVFLSGAVACLFFSTLCHTYCCIGARDAERMWRLDYLGIAVLIVSSFYPMVHYSYYCLPGWRDMYITGITSLGCLAAIPTLLTAFQKKEYGPLRASLFVALGLFGIFPIFQQILFVWRIVPTPMMEAFVLEMLMGGGYIAGAFLYAQGIPERWYPGLFDFIGCSHNIFHVLVVLSAYAHYKASLIYLTWRDNFTCEADHELLLEWYHLAAHFRYPEL*

Class III Receptors

None

Bikonta; Archaeplastida; Viridiplantae; Chlorophyta; Prasinophyceae; Mamiellales; Micromonas; Micromonas pusilla 
Class I Receptors

> Micromonas pusilla (PQR1) NCBI:EEH55926

MCRLCTRAEAPAWAVHNPYVENGYRVTGGFRGAIRSVLMWHNETANIWSHLLGLTVFALLTTSMATGWGNAHAPALPASWIMGEEGESWDGAGGEALRATIASLASTLDAASSEEAVLLHYEPAPRWPMYVFLAGACLCLSFSGICHTLACVSAQVSSIVWRIDYVGIVTLIMASFYPVVYYSFMCVPALRTFYLVGISLFGFVVLSVMLLERFQAPKYTPFRAVLFSGLGAFGIFPLLHQTLFTWRIVPTPMVVTFWLEILMGMCYLGGAFIYARAVPERWNPGRFDVWGGTLCSHNLFHVLVVAGAYVHYRAALVLIAWRDHHRCDADATLLRTFYLDNGWLGGRHHVPWIPHGEL*

Class III Receptors

None

Bikonta; Archaeplastida; Viridiplantae; Chlorophyta; Prasinophyceae; Mamiellales; Micromonas; Micromonas sp. RCC299 
Class I Receptors

> Micromonas sp. RCC299 (PQR1) NCBI:XP_002505656
MRRWCCNVCTWTEAPAWAVHNRYIHTGYRTGGGYVGALRSVFQRHNETCNIWTHLVGLAIFVAITCSMAFDWGRHRLPRLPDSWTFGDESFNATRRAIYRHLRDFASTAEDTRRSLVDATDALRRGIGDSNAWMESNANNILRDAVASMTSVATHLREHLRLSPGGANVEALRRTLDDAASAMRHAVHGLEHDAVEALNAEVAKLYAQLDAAPALIANATAVGVDLAPAPRWPMYAFLAGAIACLGMSTACHTLANVTERVSSIVWRLDYVGIAGLIVASFFPVVYYSFMCMPTWRWIYLSTTVFVGTGTLFVTLLDRFQAPQYSPLRATLFCFLGGSGVFPIFHQTFFTWRVVPTPIVYMLGMELLMGACYLLGAVIYSNAVPERWRPGAFDVWGHSHNIFHVLVVCGAYVHYRAALMLMAWRDHHGCDADVTLLKSWYVDNGWMGYCLPEGWVEYARDNLEYAVDAVMGPARHEEL*

Class III Receptors

None

Bikonta; Archaeplastida; Viridiplantae; Chlorophyta; Trebouxiophyceae; Chlorellales; Chlorellaceae; Chlorella; Chlorella vulgaris
> Chlorella vulgaris (PQR1) JGI Genome

MKETSDEDAASGAGKSAALNAPLRRRRKVNALKLLAFPALPESLRDNEYITKYYRVNYNRKQTIRSLFGLHNETGNIWTHFLGFVLFAVLTFVTIYAQPAPLKLGAQKLVQLEERVLLAGRLGWQEVLRAEQHVEASLRATGGHLLEDLKALENRAIAYGVEGLRGAEGRYAELLAILSDSQWPTPRWPVYVFLAGAMICLWTSAFCHGVCCLRGAAETIWKYDYGGIVALIVASFIPPIWFGFLCEPALRNFYLISTCIMGVFTLCVTLLPFFQTVRFRAFRATLFAALGLWGIAPSVHMLLLHGSEPAVQTAFWHNLTMGAIYLLGAVLFALRVPERWKPGAFDLFFSSHQLFHVCVVTAALVHYKGINVMLAWRDGAGGCNG*

> Chlorella vulgaris (PQR2) JGI Genome

MCVSVDGEASTSCFRQCNGYTYEECACSIFQYHNETVNIHTHLLPAVAIILLLCSGMLQPWPLARAAFYENIAAMLLCFGGSIAYHTLMAHHQDYHRWLLIDVCGVFALLMSGVHQWLYWGLYCYPWLRSSFIAAYYLSAVGCVVAGLRAHSQMQRAAPMLALFGVRVASLVVRAALNSGSIDAVRHYALTEVLSFAGAMINVLRIPEKWFHDQDAADKCVRKAGPFDCWLNSHQIMHVMVALAMLHLHWGAADDYRFFVSHPDQCSMHAMT*

Bikonta; Archaeplastida; Viridiplantae; Chlorophyta; Trebouxiophyceae; Chlorellales; Chlorellaceae; Chlorella; Chlorella variabilis NC64A
> Chlorella variabilis NC64A (PQR1) NCBI:EFN54614

MAATAVATPRHQRRLERRKRTLLPFEQAPDHYRDNPHIRHWYRPPANFRKSLASLFRLHNETGNVWTHLIGFLIFLFLTAATAAIHQALASVLEVKGPVSRWPIYVFTAGAMVCLLTSATCHLFGCCAAHITAVMWRFDYAGIAVLIVASFFPPVYYGFLCAPWVRLFYLVTTSLLGLSTLGVTLGPAFQRAEWQAYRAALFVGLGLWGIIPMLHGLAANAGEAAMVQAMSLDVLMGAIYIAGAVMYATQFPECLKPGAFDVAFHSHQLFHVAVVVAACIHYKAVRILLAWRDASGGCLPPMPAAPPLA*

> Chlorella variabilis NC64A (PQR2) NCBI:EFN56054
MSRVSTLSAFSIECTCRVSKAGGLVRAASAPAAGEGEGAPTVRCSYYDAAAEGRPAGRQHQLYSFLDAPEALRFNKFIRSGYRAGLSYPQCCRSMLSLHNETGNIWTHLLPALLLVVLVLGGQLQAWQGARLAFAANVGSIAACFLGSVLYHTCMANHHQHDHWLKLDVCGILLVLVGGGHMVLWWGLYCHPAARATFALLYYGCAAGCVWAALRARTAAGRGLPMLALLLVRISAFAARLLLEPPSVALQHYAAMEVCSLAGGLLNVLRIPERWLQPEDPTTAAPLDFFLNSHQIMHVLVAAAMWQLHLGAAADYRTVSALLDGSMQCPS*

Bikonta; Archaeplastida; Viridiplantae; Chlorophyta; Chlorophyceae; Chlamydomonadales; Volvocaceae; Volvox; Volvox carteri

> Volvox carteri (PQR1) NCBI:XP_002947829

MPEYLQDNEFIKGYYRAPDMPFKQTLRSLFDIHNETGNVWTHLLGFLVFAGLTFYLWLAVQGRLHGMADHLHHLQGRLPHLPDLSANLHQLQERLVHNVDSLVHEVQEEVQNAAQALHHRMHSISDNFHYATERLNSLIQEAVSDVLMWPVPRWPVYVFMAGAMTCLLLSAVCHLFGCCSKHLAQIIWRFDYAGIAILIVASFYPPVYYGFLCQPYWRVFYLITTTIMGAGAVAVSLLNVFQKTEWRAFRASMFAGLGLWGIVPLIHACVVHLDIPAVRGATAMDALMGALYLLGAVIYATRVPERWLPGRFDVWFHGHQIFHVLIVFAALAHYRAVMLLLNWRDASG*

> Volvox carteri (PQR2) JGI Genome

MSELRKRPSNGVACTPAIDVRVSSSACNEPTSCLRCHLRAEEVPEWLHFPYIISGYRLGGTYWACACSLFVLHNECLNAWTMILGALLSTGSMVFAFSYYSVRGNDISAFVMYWTSLIVHLPFSVGYHLFLPISVGVYNTWRRLDMSFILMMSVQLTYGMSYFVYPQLWHTLMATALVSLASAAGIHAIYGSVKEGMPLTRGNVTRWIGLTAIGYYFPIIYQAVLDGRRGEYSVPFIAAIVVPTSLVGGAQLYELHIPERFFPGKLDLVSHLWMHIGVIVAHLMGFCFVLHNFLRRAAGQLPS*

Bikonta; Archaeplastida; Viridiplantae; Chlorophyta; Chlorophyceae; Chlamydomonadales; Chlamydomonadaceae; Chlamydomonas; Chlamydomonas reihhardtii
> Chlamydomonas reinhardtii (PQR1) NCBI:XP_001691252
MRGSEFVESEEIAVAASRNAPLRRRRRAAPSSSQTPTLAFQELPDYLQDNEFIQKYYRTPDMPLKRTLWSLFDIHNETGNVWTHLLGFLMFLGLTFYVIKLPPQPLAMGKHQLDTLWHSVQDRVHGISDSLQHLHLPHSLGDLSANLHSLQESLHHGVDTLVHGVQEEVQHAAHLLTHGLQSVLQESLSDVIQWPVPRWPVYVFMGGAMTCLFLSAACHLFGCCAQHITQLIWRFDYAGIAILIVTSFYPPVYYSFMCEPSWRVFYLVTTTIMGFGAVAVSLLDAFQRAEWRTFRASMFVCLGTYGAVPLLHAAWAHSDIAAIRESTRYDLVMGALYLSGAFIYAARIPERWLPGRFDVWFHGHQIFHILIVLAALAHYRAVMILLHWRDASG*

Bikonta; Archaeplastida; Viridiplantae; Streptophyta; Streptophytina; Embryophyta; Tracheophyta; Euphyllophyta; Spermatophyta; Coniferophyta; Coniferopsida; Coniferales; Pinaceae
Class I Receptors

> Picea sitchensis NCBI:ABR16950

MGSLEADSGNLKFSDRMGSSEADSGNLKFSDVSVSRNSEGYDGDIASPGKAKELWKKVKYQLVEYHALPEYLRDNEYILGYYRSEWPLKQVLLSMFTIHNETLNVWTHLVGFFIFLCLTIYTVTKLPNVVDLARVHHLSHIPSRDDFHKLQRELMTFLPSLPNKVNFQRLQAELKIALPSMASLSSLSNWHLPDLLASCLPESLSHINRTEQCVLQTMKQDVANMIAPYLQRPITRWPFFVFLGGAMFCLLASSSCHLLSCHSELFSYIMLRLDYAGIAALISTSFYPPVYYTFMCKPFFKNMYLGIITLGGVATMLASLLPVFQHPKFRTFRASLFFGMGVSGIAPILHKVVLYKDEPMVLYTTAYEIAMGVCYGLGAVVYATRIPERWKPGKFDIAGHSHQLFHVLVVAGAYTHYKAGLLYLEWRDAKGC*

Class III Receptors

None

Bikonta; Archaeplastida; Viridiplantae; Streptophyta; Streptophytina; Embryophyta; Tracheophyta; Euphyllophyta; Spermatophyta; Magnoliophyta; eudicotyledons; core eudicotyledons; rosids; malvids; Brassicales; Brassicaceae
> Arabidopsis thaliana NP_195483

MGDEAEIKEHLKPQASSETMDKKHNVKGKRLWQKVKYQLVEFHSLPAYLRDNEYIIGHYRSEWPIKQILLSIFTIHNETLNVWTHLIGFFLFLALTIYTATKVPSVVDLHSLQHRLPDLLRKTDLHKLHSELMARLPSSPSSWHVMDLLYNCLPERFSHGNYTDMCVLHSVREDLANLIAPLIFRPITRWPFYAFLGGAMFCLLASSTCHLLSCHSERVSYIMLRLDYAGIAALIATSFYPPVYYSFMCDPFFCNLYLGFITILGIATVLVSLLPVFQSPEFRVVRASLFFGMGFSGLAPILHKLIIFWDQPEALHTTGYEILMGLLYGLGALVYATRIPERWMPGKFDIAGHSHQLFHVLVVAGAFTHYRAGLVYLKWRDIEGC*

Bikonta; Archaeplastida; Viridiplantae; Streptophyta; Streptophytina; Embryophyta; Tracheophyta; Euphyllophyta; Spermatophyta; Magnoliophyta; Liliopsida; commelinids; Poales; Poaceae; PACCAD clade; Panicoideae; Andropogoneae
Class I Receptors

> Sorghum bicolor NCBI:XP_002468234

MAATAAERMVGAEWEEEEEGKQGMRRRKRYGLVEYRALPAYLRDNEYIHRHYRCEWPLPQVLLSAFSIHNETLNVWTHLIGFFIFLALTIYTATQVPNVVDIQSLQHLPDVLRKADIHKIQAELVSCLPSLPHLSDLQKLKDELKSSWNSMEVLPSLSRWHLLELLASCLPHRFTHPNETSLSVLQSMKEDLANLIAPQLIRPIARWPFYAFLGGAMFCLLASSTCHLLSCHSRRLAYIMLRLDYAGIAALIATSFYPPVYYSFMCYPFFCNMYLSFITILGVATIAFSLLPVFQSPEFRTIRACLFFGMGASGVIPVLHKLVLFWHQPEALHTTGYEVLMGLFYGLGALVYATRVPERWMPGKFDIAGHSHQLFHVLVVAGAYTHYHAGLVYLKWRDVQGC*

Class III Receptors

None

Viridiplantae; Streptophyta; Streptophytina; Embryophyta; Bryophyta; Moss Superclass V; Bryopsida; Funariidae; Funariales; Funariaceae; Physchomitrella; Physcomitrella patens
Class I Receptors

> Physcomitrella patens subsp. patens NCBI: XP_001778966

MEAQGRPDVRVRKVRQVHTGHENDLIASVSEGLLDSNVATLGYDERYQDGCCDENPPKSPGRAQDLWRKVKKQYDLVEYHVLPDYLRDNEYILRHYRSNWPLKETLLSIFTIHNETLNIWTHLIGFLVFLALTIFTVRQVPKEAVVPERLANLIQMPNRGDLHQLHVELVTCFPALANVPSFLQDHLPHILAKCVPDTPIIAANSTQQCFMQTMKDALGVELDMIVAGATRVPFLVFMGGAMFCLFSSSFCHLLSCYSSDLTYWLLRLDYAGIATMIATSFYPPVYYVFLCQPMWRHVYLTSISLIGVSTVAIFLVPAFQTAKYRPMRAIAFAAMGMSGIIPAVHKIVFFHHEPVCIETLWYEIGMGLFYLVGVMIYVTRIPERWKPGAFDIAGHSHQLFHVLVIAGAYTHYRAGLIYMKWRDAHGCVPGITS*

Class III Receptors

None

Viridiplantae; Streptophyta; Streptophytina; Embryophyta; Tracheophyta; Lycopodiophyta; Isoetopsida; Selaginellales; Selaginellaceae; Selaginella; Selaginella moellendorffii
> Selaginella moellendorffii NCBI:XP_002983423

MAASDRDECPGSPSKARRLLQKAYSLVDYHALPDYLRDNEYILKHYRVNWPLKQTILSMFSIHNETLNFWTHCVGFLLFVFLTINVILTVEIPTLVAELLHAPTARWPIYTFLGGAMFCLFSSSVAHLLGCHSERASYLLLRLDYAGIASLISTSFYPPVYYSFMCSPLWRNLYLAVITLLGVLAILVSLLPVFQTAAYRPVRAALFVAMGVSGVAPVVHKIFLHGNQPVIVLTTVYELFMGLFYGMGALVYVTRVPERWKPGRFDIAGHSHQLFHVLVVAGAYTHYRAGLLYLQWRHSSGCGMV

Bikonta; Apusozoa; Thecamonas; Apusomonadidae; Thecamonas; Thecamonas trahens
Class I Receptors

> Thecamonas trahens (PQR1) NCBI Genome

MAPDVAAPAPAVQSRPAEHKPGWVEEYAASKFGVQLLSYARLPAWLRDNEYIRSGYRPPLKSFVKCFESLLYVHNETCNVYTHLVGLVIFAALLVYGIASGWITDGSFLQGLSLVVFFTGTLAMLLFSTLFHLVFCHSPSAHSLFSRLDYTGIALMIAGSFFPSIYHVFFCRPGLQIMYMSMICVFGAGCVVVSLMEKFATPEWRMVRMLLFLSMGCSGLLPAIHTAFIYDWDHIYDAFAVGSHALMGLLYVGGALVYGLRLPERLRPGWFDIFGHSHQFFHVCVVIAAVSHYRAIVSMKAWRMSHPCLVQ*

> Thecamonas trahens (PQR2) NCBI Genome

MATIDGAVQGLRARGGAGGCAAGEGTRGGPQASKSAGLHSGDSGAAGRGQGKPSQQRRLARFEEVPTWMQDNKYIRSGYRVDYSLAECTWSMVERHNEVANIWSHLVGVPVFVALVVWVLSGRAELASEAWLEQAPFLVFVCGCGAAYTASVVFHTFLCHSHAALIMCSRLDYSGIVLIIMTSIMPGVYYGYHCSPGLQQLYTLSNLVLGSVTVVALQFSILYTKPWRRFRTLLFAAFASSGVVPAVHALFELPMVPHVSVSLLWLVVMYGLLGLGAVVYFYRIPERWWPGRFDLLGASHNWWHVFSLSSSFVHAYNVYHMYLARTTLPCEEARALPSMAQVAWSKMMG*

> Thecamonas trahens (PQR3) NCBI Genome

MRRTESSTSSASSPWVSRGRRWAGESGEKPTPVYGRPREYVLVDYAAAPAWLATNRYILSGYRAYFSFRLCLVSIFRLHNESANMWSHLAATGLAAALLHALVVRSWVFDPVARAVGADGPGADVVAGHSSAFAIYLAAGVVAFAASAIFHTFYCTSAPVSALLARLDYMGIALLMSAAFMPGIHFGFACYPLLSSFYQLLITLVSAATLGLLLFPSIGLFHQGYYTRLGMYGMLAGLAVVPISHWVYLHGWAAEEVSLILGRMLMVFFWLGVAAVIYVTQIPERWFPGTFDYFGHSHMIWHAIAAWIFWYHLNSALLYLDFRSQHACPKGHNPIEFVANAADR*

> Thecamonas trahens (PQR4) NCBI Genome

MVSDKRENLRLVSYSEAPVYLQMRFITSGYRVEWPAAACLASVWRWHNQTANIHSHLWAAAGFVLVGYMALVQAMDDGYSWGAVAAQGVFHLMVIIAFSASSIFHTFNSVNEATYRCCNQADVNGIVASIVGAYIPIAYFSLACYPQWQALHLSVFAAVALAVAGATQLPIMTDPAFIVGRILTMGSLVATLVVSTLHIAWLVGDHPVVATFVASVLRAVFLLALGSAFYASRVPERFVPSGFFDYLGNSHNWLHIFSAAAMYVHACGIADIAAYMATQPCAATFDLSRDLSGL*

> Thecamonas trahens (PQR5) NCBI Genome

MAPRTRSRSRKGEESSGAAGAGLAGGSGGGVDGQRAGAAAREAGTAEKEKVVAGKFQLFPPPPVGHVVSEIVSPTYELVEYGEAPAVLQYNKFVETGYRAHLSTAQALASFWHLHNESMNVWTHGGGFVFFLVLFIQGWTSFGFVDPIEYLLWTCQTSSALICFFFSVSYHLFQCHGECSLTSYKAWLSYDLWGILYAYVASSIRRVFYALHCYPRLRNLCLIVTLVFAAGVLVTAVTGALLASPKMRVAIFGALMVAANLSTVFSLYLSAGSAEARQLHILAIVLQVVGGTINATRMPERILPSWIRRSFTDYYFNSHAIMHVVVGTSVYCTWIGCNADWQWAMHSDAPCAGVV*

> Thecamonas trahens (PQR6) NCBI Genome

MGRTGESKQESARHGSERSIVAVAGESLLRLPGALAAAVVVSLGLPHPSFLAVGKVDDADLFMRNNEYILTGYRLNANTIPRCISSLARLHNETVNVASHAGGALLFLILAAIASPAAVWSDALAWAAFFVGVEAVLLGSATMHALHCHSPGVNHTVSCLDYAGIAAFIAGASAAVTHFALADFARLKATYIVMIVVLAAAVTALSTMPRFCTPAFRLIRTFTFVALTALTALPLVHLRLLTGPTALTTLIAEHLSFEYGVFLVGALLYGFRLPERLAPGAFDIVGHGHQLHHLCVVYGAYLHYDLLHALQAARSF*

> Thecamonas trahens (PQR7) NCBI Genome

DSLFLSLTHSSPHPVHAGTRTAAFSEAPAYLQCNRFITHGYRAGAPGRRFLSMSECVASMVHVHNETGNIWSHLLPLLFYGVFLVNLAVNVTRFDARPHPDAPEHSFLVHPRTSFAVFALGSSACFLFSTIYHVFNAHSFAAWRCTLDMDYLGIALGFMGAAIGSVYPHLYCFPDLIVTYQAALLGVGVLMVAALNSRFNAEANPYALHFRGALMSLVSLSTVAPYVHHYLITGSFYSDEKAFFWSKFPIVGAVVAVTAVIYTCQLPERLFPGRFNTWLHSHQLMHIAVAFNNLLLLSMNVQYFDWRMTNGCAVL*

> Thecamonas trahens (PQR8) NCBI Genome

SDGCAASAAGSGGGIGDGGGSVGEVADAGGDKDSAGRTVLFDGVELGSYDESPLWVRVNPFVISGYRLGCASMAQCMRSVWYLHNQTMNVWTHAGGTVVVAVMLALRLAAHIRDVGPLSWLDAALVGVFIFAFASQFLLSAAYHAVMCHSADVCFRFRQWDYIGVLFHIGGLELVALVGLFVPPAWLGAADRGRDLVPAATLVSAENLMFVAAFGCVVTVVLVWTISMLVLQPHRKYRIYVGMVLLTALSWALIWRLYAVDAPVAAQAAQAMWDVQKWYAIGMVPFLYKVPERWIPTGLFDIWGASHQLWHIAIILGTFNELELLMTLL*

> Thecamonas trahens (PQR9) NCBI Genome

MTLRERNGSKAADEVVVDVGGGGDGDGDGGGGARRLGRTAAPHFLKNIHIKTGFSVFRTHASCLQTLIKVNNETLNVYTVVIFGIVPLLVLLANAAATPAFYTTASLHPGVFVAGVCLALVNCLATITYHLFCQIPMWYHFWSAVDLFGIAVALIAYALGLIAVDYPYPFLPRPAHHAAMILTAVCLVMGMAVARYRVHIARESPVALLVANVGVGIFVTLPAFVSLRGGSSRRAVATVVLLLAGMTLYLAKIPERWICFQSRVLDLFGNSHQLWHVAYNIAFYLFFSDLLVFALGDSVTLWLG*

> Thecamonas trahens (PQR10) NCBI Genome

MPVARWLASQPGLLLANSAPLHTRVPYISTGYRKQAESLGEALVSALGLVWLQSGGRKGGRWRWVLHNEMGNVWSHLLPAMLTPMLGLWHVCYWLPSLRAPPPRDDYLVSIAFFIGLWLCFACSAWYHTVRILPPRDAAVALGVDRAGILSVLGASLGLLAHYLLTDLGSGRFALVVAWLAAAVLVLGGLHLLGLVSLPVAASCRASSRTGCAWCDGTAVFVGLFLLALMGVASGCALAPDIGGLIWSHVSAMYAWYAFGVFFYVLRLPERMFAATVLDYIGHSHQIMHVSIVLGARHFYHLVVALQLRASDSASG*

