SRA Validation of an insertion in exon 3 of Aadacl3:

Manis javanica:

4.940 4.950 4.960

4.970 4.980

4.990 5.000 5.010 5.020

Homo sapiens - Exan3
Frame 3

1

16

8
AAACECACEAT JGEATAT:
T R EN C

46 64

_G-GIG-GGIGIGIC_ GIGG_GG-G-GG
Kl s BpE s IVVIEEN A B

FID M. javanica - NW_023436200.1
Frame 3

REV gnl \ SRA|SRR13167977.240238932.1
Frame 3

REV gnl| SRA|SRR13167977.93487849.1
Frame 3

REV gnl J SRA|SRR13167977.48731756.2
Fra

REY gnl ] SRA |SRR13167977.594551344.2
Frame 3

Fil gn | | SRA|SRR3929782 62228716.1

Frame 3

FIlD gn| ] SRA|SRR3929782.98921525.1
Frame 3

FIlD g ] SRA|SRR3929782.18039781.1

Frame 3

FUID gn|| SRA|SRR3929782.7149422.2

Frame 3

FWD gn| | SRA|SRR3929782.49112402.1
Frame 3

REV gnl| SRA|SRR3929782.17499967.2
Frame 3
FIID gn|| SRA | SRR3929782.76948125.1
Frame 3

TTTTTATTTTCTAGAAAGEEAGEATJ
F Yy F L E T HEEEEN
TTTTTATTTTCTAGAAAGEEAGEATJ
F Y F L E T HEEEEN

TTTTTATTTTCTAGAAAGEEAGEAT G

F oy F L E T EEEEN
TTTTTATTTTCTAGCAAAGEEATEAT
F ¥ F L E |

TTTTTATTTTCTAGAAAGEEAGEAT
F Yy F L E T HEEEEN

TTTTTATTTTCTAGEAANEEAGEAT
F Yy F L EI'T S

TTTTTATTTTCTAGCAAAGGEABEATJ
F Y F L E [T IEEEEN

TTTTTATTTTCTAGAAAGEEAGEAT G
F Y F L E T HEEEER
TTTTTATTTTCTAGAAAGEEAGEATJ
F Y F L E I'T IEEEER
TTTTTATTTTCTAGAAABEEABEATJ
F Y F L E T SN
TTTATTTTCTAGAAAGEEAGEATJ

Y F L E T IEEEEE

TCTAGAAACEEAGEATJ
L E U7 R

-

5

G_A-C-GIC
Yy C IR
GEATAT AGT GTEGT C
Y C N
GEATAT AGT GREGTC
Y C EB
GEATAT AGTGTEGTC
Y C HH
GIEAGAT AT GIREGHC
R Y CIR
GEATAT AT GIEGEC
Y C BE
GEATAT AGTGREGTC
Y C ER

| GIEATTAT AIGT GIREGII C
Y C IR
GEATTAT AIGT GIREGIT C
Y C HE
GEATAT AGTGTEGTC
Y C HH
GEATAT AGT GREGTC
Y C R

GEATAT AGTGTEGTC
Y C HEE

GCCEAAGGAGAGNG GG AGEGGINNENA TMAACHGGGTGAGTAAAGGGGA
P SIGUSTINENN 5 T G * V K G

GCCEAAGGAGAGNGGETEAGRGGINENA TEAACHGGGTGAGTAAAGGGGA
P N vV K G

EElTST G STV s T G«

GCCEAAGGAGAGGGETEAGTGGIMETA TEAACTGGGTGAGTAAAGGGGA
P EKNEEETSY G NS 5 T G vV K G

*

GCCEAAGGAGAGHG GENEAGRGGINENA TEAACHGGGTGAGTAAAGGGGA
PEKNEENTSY C USUBNENVEEEN S T G * V K G

P KV S

GCC-GGIG.G.GG-AGIGG_AT-ACIGGGTGAGT
Kl s S ENEEVEEE S

GCC-GGIGIGIGG-AGIGG_AT-ACIGGGTGAGTAAAG
P EKNEEETSY G NSUBNNVENN S T

G « V

K

GAGHGGENEAGHGGINENA TEAACHGGGTGAGTAAAGGGGA
GUS/IVVEEE S T G « V K G

GCCEAAGGAGAGNGGETEAGIGGIIENA TEAACHGGGTGAGTAAAGGGGA
PEKNEEN'S G USTIVENVENEN S T G * V K G

GCCEAAGGAGAGTGCETEAGEGGIIETA TEAACHGGGTGAGTAAAGGGGA
P BKNEENTSY c NSUNNNVEEEN S T K G

G * V

Manis pentadactyla:

4.650

4,670 4.680

4.690 4,700 4710 4.720

4730

Homo sapiens - Exon3
Frame 3

13 22

42 52

G—_GIG-GGICIGIG—GIGG-GG-G-GG
REN C K Hm S EVEEVTIEEE A

T#c

FIIb Manis pentadacyla - NW_023456429.1
Frame 3

REV gnl| SRA|SRR9018583 184105710.2
Frame 3

REY gnl| SRA|SRR9018583.115175431.1
Frame 3

RFEV gnl 1 SRA|SRRO018583.341982294.2

FIlD gn| | SRA|SRR9018583 27738195.1
Frame 3

FEY gnl| SRA|SRR9018583.1067232.2
Frame 3

FEV gnl| SRA|SRR3932363.46970871.1
Frame 3

REV gnl| SRA|SRR3932363.14284377.1
Frame 3

REV gnl| SRA|SRR3932364.152507012.1
Frame 3

REV gnl| SRAlSRR3932363 55972235.1
Frame 3

REV gnl | SRA|SRR3932366 86092213.1
Frame 3

REV gn| ] SRA|SRR3932366.149441782.1
Frame 3

CTTTTTATTTTC TAGAAACCEACEAT G-G-GIC GcC-GGIGIGIGG-AGGGG-AT-ACIGGGTGAGTAAAGG
P F Y F L E T HEEEEN =l C N PEKNEEE"SY G s I S T G * V K
CTTTTTATTTTC TAGAAAGEEACEAT GEMGIEGTC GCCEAAGGAGAGTGGCENEAGCGGITETATEAACHGGGTGAGTAAAGG
P F Y F L E T HEEEEN = C R P UKVEEE 'S G 'S! G BN S T G *+ V K
CTTTTTATTTTCTAGAAAGGEAREAN GENGIEGEC GCCEAAGGAGHAGNGCENEAGGGGINNENA TEAACHEGGGTGAGTAAAGG
P F Y F L E T HNEEEN Gl C R PEKNEEETSY G Wsh c BUNEEN S T G * V K
CTTTTTATTTTCTC CARACGEACEAT! GEMGIEGTC GCCEAAGGAGAGTGCENEAGGGGIIETA TEAACHGGGTGAGTAAAGG
P F Y F L E T SN G C ER PEKNEEETSY G st c I S 7 G * V K
CTTTTTATTTTC TAGARAGEEAGEAT! GENGIEGTC GCCEAAGGAGAGHGGENEAGGCGGINIETATEAACEGGGTGAGTAAAGG
P F Y F L E T NEEEEN Gl C ER PUKNEEN S GUSi GIMEN s T G * V K
CTTTTTATTTTCTAGAAANEEANEAT GENGIEGEC GCCEAAGGAGAGHGGENEAGGGGIIENATEAACEGGGTGAGTAAAGG
P F Y F L E T SN el PEKNEEET"SY G "si c NN 5 T G + V K
CTTTTTATTTTCTAGHAAASEEAREAT ABRGIEGEC GCCEANGGAGAGEGCIENEA GG GG A TEAACEGGGTGAGTAAAGG
P F Y F L E T HEENEN Y C HE P EKNEEETSY G NsINEVEEEN S T G *« V K
CTTTTTATTTTC TAGARAGEEAGEAN ABNGIEGTC GCCEAAGGAGAGNGGENEAGIGGIIETATEAACEGGGTGAGTAAAGG
P F Y F L E T EEEEEN Y C PEKNEEN"SY G "S'EUNEVEEEN S T G *+ V K
CTTTTTATTTTCTACAAAEEEAGEAT ABNGIEGEC GCCEAAGGAGAGHGGENEAGHGGIIEIA TEAACHIGGGTGAGTAAAGG
P F Y F L E T IEEEEN Y C P EKNEEE"SY G NS'BNENVEEEN S T G *+ V K
CTTTTTATTTTC TAGAAABGEAGEAT AGTGTEGTC GCCEAAGGAGAGTGGENEAGRGGITENATEAACTGGGTGAGTAAAGG
P F Y F L E T HEEN Y C B P UKIEEN S G 'S'IVENVENE S T G * V K
CTTTTTATTTTCTAGEES R ARSAT ABTGIEGEC GCCEANGGAGAGHGGENEA GGG A TEAACIGGGTGAGTAAAGG
P F Y F L E TSN Y C B PEKVEEN'S G SIS S T G *+ V K

CTTTTTATTTTCTAGARAGEEAREAT!

ABNGEEGHC
P F Y F L E T N Y

C =

GCCEAAGGAGAGTGGENEA GIGGIIET A TEAACEGGGTGAGTAAAGG
P EKNEEETST G NsUIVNVEEEN s T G + V K




Phataginus tricuspis:

5,770 5780 5790 5,800

5810

5.820

5.830

5.840

5.850

Homo sapiens - Exan3
Frame 3

1 7 15

G_G_G-GI(-G(IGGIG_(IGG_GG-G-GG
REN C KHN s s IRV A

45

55

FilD Phataglnus tricuspis - SOZM010018664.1
Frame 3

REV gnl| SRA|SRR1 2437587.179591263.1
Frame 3

FIlb gn|| SRA | SRR12437587.322033917.1
Frame 3

FID gn|| SRA|SRR12437587.156893352.2
Frame 3

REV gnl ] SRA|SRR12437587,54505864.1
Frame 3

REY gnl| SRA|SRR12437587.219232674.2
Frame 3

REY gnl| SRA|SRR12437587.219402560.2
Frame 3

FlB gn| | SRA|SRR12437587,179591263.2
Frame 3

REV gnl| SRA|SRR1 2437587.328550711.1
Frame 3

REY gnl| SRA|SRR12437587.236019707.1
Frame 3

REV gnl| SRA|SRR12437587.149474055.1
Frame 3

FIID gn|| SRA | SRR12437587.205240896.2
Frame 3

i S
ACCTTTTTATTTTCTAGABATG B
Y F L E M
ACCTTTTTGTTTTCTA A
P F € F L E IS

ACCTTTTTGTTTTCTAG A
P F € F L E B

ACCTTTTTGTTTTCTA GEATAT GET CTEATT
P F € F L E i c &l C H
ACCTTTTTGTTTTCTA GEATATGETGTEATT
P F C F L EIT [ @l C H

ACCTTTTTGTTTTCTAG g

F C F L E N8

ACCTTTTTGTTTTCTA GCATATGETCTCATT

P F € F L E W Gl C H
ACCTTTTTGTTTTCTA A TIGGEATAT GET CTEATT

P F C F L E BB ¢ Cc H
ACCTTTTTGTTTTCTAG A TG GEATAT GET GIREATT

P F C F L E M cic H
ACCTTTTTGTTTTCTA ATIG GEATIAT GET CII@A TN

P F C F L E ERE 5 €/ C H NP EKNEE
ACCTTTTTGTTTTCTAG A TG GEATAT GET GIEA TN

P F € F L E MW &N C H
ACCTTTTTGTTTTCTAG A TIG GEATTAT GET GG AT

P F C F L E K G chH mP

G_ GEN CaATT
Gl C H

GEATAT GET CI@ATT
&l C H

GEATAT GET GTEATT
Bl C H

GEATAT GET GINEA T
B C H

ECC-GGIGIGIGG-GGIGC-AT-GCIAGGTGAGTAAA
P UK HEE S EV=v
GCCEAAGGAGAGIG BT G GG GITET
B P GKOEEECSY G ST IV
GCCEAAGGAGAGIIG GBI G GG GG A TEAG
B P SKOEEECSY G S BVENVEEEN S
GCCOAAGGAGAGTIGGETE G GIGGITEN A TE
HrOKEE S G S By
GC ARG GAGAGIIG G G GG GINIET A TEA
N P SKOEEESSY G S DUV S
GCCEAAGGAGAGIIG GBI GGIGGITENA TEAGC
B F SKOEEESSY G S BUNEVENEN S
GCOOAAGGAGAGTIGGETE G GIGGITEN A TEAGC
B P CKOEEE S G 5 DV S
GCCEAAGGAGAGTIG G GGIIGGIIEIAGATCGGAA
N P CKOEEN S. G oS BVSSVENE D R
GCCBANGGAGAGTIG GBI S GTGGITEI : TEAGCIGSG TG
GO CBARGGAGAGT G CETE - GTGGTTET /A TEAGTGGCTC
5 EVESVOm

ﬁcc-emmsle_cmcc—m-scnssmem

Tk B S Vv
G CBARGGAGAGIG GBS CGIIGGINIEN A TEAGCIIGEG T CAGT A

K s s DyIvImE

v K

G

v

SRA Validation of a premature stop codon in exon 6 of Awatl:

Manis javanica:

7.020 7.030 7.040

7.050

7.060

7.070

7.080

7.030 7]

Homo sapiens - Exoné
Frame 2

60 70 80 90 100 110

STTEEATAAGGATAGEAGGAT GTACAAGTTEEAGAGET
F BENSKOEEN S ROBEE Y BKS F BGE' S C | F

GEEGTATETTTGGTTTETACTGTT GG_G_G_
RETRIEIN F BGE F

120

N e

130

C Il F

Yy GO s F

140 1

Vo W SHTEE

FIID Manis javanica - NW_023436150.1
Frame 2

REV gnl| SRA|SRR9018619.139862051.1
Frame 2

FIlb gn| | SRA|SRR901861 9.83009008.2
Frame 2

REV gnl| SRA|SRR901861 9.120194532.2
Frame 2

FllngnI | SRA|SRR901861 9.13741651.1

FWD gnI | SRA|SRR13167977.702755843.2
Frame 2

REY gnl \ SRA|SRR13167977,766493950.2

Frame 2

REV gnl J SRA|SRR13167977.562573295.2
Frame 2

REV gnl \ SRA|SRR13167977.217681572.2
Frame 2

REV gnl| SRA|SRR13167977.820590949.1

Frame 2

REV gnl ] SRA|SRR13167977.687415694.1

REY gnl ] SRA |SRR13167977.508663874.1
Frame 2

_GGICIG-GG-G_G_ATGIC AA|
| KNNEESTURVEEE Y NKN F HON C L |+
G (ICIG-G(_G—G_ATGIC AA
1 F EEECKT F'EEl C L |+
_GGICIG-G!-G_G—ATQC AA]
1 F EEESKOEERYSOURIEEN Y NKN F BEE C L | -
_GCICIG-G(-G_G_ATGIC AA]
1 R N Y FEEE C L |~
G—GCICIG-GC-G_G—ATGIC AA
BF K HEE R H Y [
_GGICIG-G_G—G—ATGIC AA|
I F BEN K BpE S R HIN L]
_G(ICIG-GC-G_G_ATCHC AA]
I FEENKEDE s REE v 'Kl F gl Cc L |~
G_GGICIG-G(-G_G_ATGIC AA]
B FEEN KB s RENY' F S L]~
_G(]CIG-G(-G_G_ATGIC AA
1 F EEETKIEDE S RTEEN Y UKD F HGE C L |~
G_GGCIG-G_G_G_ATGIC AA
B F BHEK'EDSE s R'EEE v UKl F Bgm C L |~

_GCCIG-GG-G_G_ATEC
B FEENKEDE S RN Y FE C

CABATIATENICGG
D | N FEG
CABATFATERICGG
D | N F EE

EAIAT_CGG
D FHE

JAIAT—CGG
| FEE

.:A.AT—CGG
D | N FES

:AIAT—CGG

| I F NS
JAIAT_CGG
D | I F S

EAIAT_CGG
N F NG

I'AIAT_CGG
| N F S

JAIAT_CGG
D | N F NS

;AIAT_CGG
| I F S

JA.AT—CGG

REEE Y K/

D | I F NG

GWA T TIRD G GIREINENAT A GAE GAG g_ﬁ

i F

ETATH T GT GTETTETAT AGAG GA G GETTET /|
Yo F PCc'EEll F Y8 R R G IUF
CTATH TN GT GTETTETAT AGAE GA G GETTET/|
il F BCOEEYFIEEES R R G EE
ETA T TN GTGTETTETAT AGAE GAGC GETTET/|
il F ICOESERENE R R G BE
ETA T TR G GRETTETAT AGAE GA G GETIGET/|
Yo F UCUEEM F YW R R G IUF
-W_GIG—A(_GIGG_A

-TIT-
F

-TIT-
F

A-TIT-GIG—A(-GIGG_A
YN F UC'EEE F YW R R GI[F
-ﬂ_GFA_GGG_ﬁ

-TIT-
F

-WT-(](—A(-CIG G_ﬁ
B R G F

i F

C Il F

(]_A(_CIG G_ﬁ

(IG_AG-GIG G_ﬁ

GIG—AG-CIG G_ﬁ

C'Hm F
cC 'l F

Ve

¥

3¢

Y

R R

R




Manis pentadactyla:

7.020 7.030 7.040 7.050 7.060

7.070 7.080 7.090 7.100 7.111

Homo sapiens - Exon6é
Frame 2

53 63 73 83

103 113 122 131 141

GGIG-G—GG-G-G_G—G_GIG-ﬁG-G—GG— IG-GIGI —GG
| EVEE S ¥

RICRTEIN F EGE F

FIID Manis pentadactyla - NW_023454910.1
Frame 2

FID gn| | SRA|SRR9018653.292179470.2
Frame 2

REV gnl| SRA|SRR9018653.60630561.1
Frame 2

FIID gn|| SRA|SRR13167976.693718820.2
Frame 2

REV gnl| SRA|SRR13167976,387096692.1
Frame 2

REV gnl| SRA|SRR13167976.628181191.1
Frame 2

FIID gnl| SRA|SRR13167976.625701880.2
Frame 2

FID gn| | SRA|SRR13167976,625691042.2
Frame 2

FIID gn|| SRA | SRR9018653.268041090.2
Frame 2

RFEV gnl J SRA|SRR9018653.180492193.2
FIIlD gl | SRA |SRR13167976.652005952.2

Frame 2

FIlD gnl | SRA|SRR9018653 747326441
Frame 2

GGG THGTTECATAAGGA CAGE T GGATGITACAAGITEEAA TGEC
I F BEECKTEDE s W NN Y UKW F EQE C
GGG THGTTECATAAGGACAGE T GGATGTACAAGTTECAA TGEC
PECENE F BES K'EDE s W EEE Y K© F E@W C

GGG THGTTNECATAAGGACAGET GGATGTAGAAGITEEAA TGEC
OEVENNE F BEN K DN s w NN Y FONEE C

GGG THGTTEEATAAGGA CAGE T GGATGTAGGAGITEEAA TGEC
NN F EEETKYEDE s w EEN Y E F EQE C

GGIGWG—GGICIGITGC.G-GIG—ATGIC
TV F BEE K w .Y FUEEE C

GGG TTGTTECATAAGG CIGITGG-G-GIG_ATGIC
AN F BEE K - sU w Y . C

GGIG'TIG—{EG IGITGC-G-GIG_ATGIC
e ] < W Y FEEE C

GGIGTIG_GGICIGITG G-G-GIG_ATGIC
LB

L

L

L

L

L

CABA TIRATERIIGG CHATIHT T - IA-TITI AGATA-TATTT1
D | I FESM Y F-Y F L- D N Y F
CABATIRATENIIGGCMATIHTT -MAN
O | I F EEN Y F -V

CAEATHANERRIGGCHATIH T T-HAIE T T -A
D | N FEEY F-Y F L-

CABA TIRATENICGGCMATHTT-WTIE T T - AGAT
D | HIN FEEN Y F-F F L- D
CABA TIRAIERICGGCRATH T T-WTIE T T -AGATA
D | MM FEGEMY F-F F L- D
CABATIATENECGGCMATHTT-WMTMN T T -AGATA
D | NN FEEMY F-F F L- D
CABATIANERECGGCHATETT-HTEN TRTITAGATA
D | HEF'EEM Y F -F F F D
SAIAT_CGGCIATITTCIT-TITI-AGATA

BERSRKOEEETSY W EEECYY EOF HGE C L D | NN FEGE Y F - D
GGG TTGTTECATAAGGA CAGE T GGATGTATAAGTTECAA TGEC JAIAT—GGCIATITT IA-TITI AGATA-TA
VN F BENCKUEDE s w NN Y UKV F EGE C L D | N F EGE Y F D
GGIGTIG_GGICIGITGG-G_G_ATGIC ;AIAT_GGCIATITT-IA-TITI-AGATA-TATTT'l
IEVEEEN F BEE K W Y FEEN C L D | N FHEMY F-Y F L- D N Y F
GGTG TIGTTECATAAG IGITGG-G-GIG_ATGIC CABA TIRATENICGGCMATHTT-WTIE T T - AGATABETATTT]
VNN - BEE K 'EDE s w EEN Y F'EEE C L D | I FEENY F-F F L- D N Y F

GGG THGTTEEATAAGG CIGITGC-G_G_ATGIC
IV F EEETK S8 w HEECYONKE FOEeE C

CABA TIFATGNENGGCRA T T T -HARN T T -AGATABETATTTY
D | HNM FEEE Y F-Y F L-

D N Y F

Phataginus tricuspis:

5,460

5470

5,480 5,490 |

Homo sapiens - Exan6é
Frame 2

108

118 128 138
| i 7

GEEGTATETTTGGTTTETACTGTTGTGTETTETATG

FIIb Phataginus tricuspis - SOZM010039185.1
Frame 2

FID g0l | SRA| SRR12437587.146734430.2
Frame 2

FUB g SRA| SRR12437587.146563318.2

Frame 2

FID gn| | SRA | SRR12437587.146569073.2

Frame 2

FID gnl| SRA|SRR12437587.350769925.2

F"‘D gnl ] SRA |SRR12437587.64274513.1
Fram

FllD: gnl \ SRA |SRR12437587.15874471.1

Frame 2

FIlD gn| 1 SRA|SRR12437587.103520156.2
Frame 2

FIlD gn| \ SRA|SRR12437587.10529417.2
Frame 2

FIlb gn|| SRA | SRR12437587.149487049.2

Frame 2

FIID gnl| SRA | SRR12437587.149479997.2
Frame 2

FIID gn|| SRA|SRR12437587,178331534.1
Frame 2

RNMR'EIN F & F v ¢ CElE r Y EGEEOE
IGGIG-G—GGlCIG-GG-G-TGIC-ATGICT JGIAG_GG CTAGTTTTGTGTETTETATAGACCA(
Yo M S S Hl F EG * F NC/EEE F BY® R R
IGGIG-G_GGICIG-G(-G-TGIC-ATGICT aGIAG_GG CTAGTITTGTGTETT
S R Y G SHE FES +  F FCoEEm
{GGT GETGTTECATAAGGA CAGEAGGATGITAGA TG CEEAATGECT CGEAGTATETTTGG  ETAGH T TIGTGTETT
SR G S HE FEE * F DCUE
AGGEGETGTTEEATAAGGA CAGEAGGATGITAGATGT CEBEAATGECT CGEAGTATENINGG  ETAGEHTINGHGTENR
SOURVEEE Y. M S EEE C G S HN F E8 + F peomm
GGACAG AIGG-G-TGIC-ATGICT JGIAG—GG CTAGTTTTGTGTCTT
K'EBE R R EEN Y G SHEF *  F NCUEE
JGIAG—GG ETAGTTITGIGTETTETAT AGAEGA]
G SHEE F EG * F NCUEEE F 9Y® R R
JGIAG_GG ETAGTTIFT GIGTETTATAT AGAEGA]
SHEE F EB + F NC/EEE F BYE R R
{GGTGETGTTEEATAAGGA CAGEAGGATGITATA TGTCEEAATGECT .:GIAG_GG CETAGTTTTGTGTETTETATAGAEGA]
TS F BEECK'EDE S O R'EEE Y M S HGE C L G SHE FEe * F NDCY/EEE F WYS R R
AGGTGETGTTEEATAAGGA C AGEAGGATGTAGATGTCEEAATGECT GEAGTFATETTTGG  @TAGETINGTGIETTETCMAGAEGA]
DI F BEN K'EEN S R EEN Y M S @ C L G SHE FEE *+ F UC'EEM F S R R
CGEAGTATETTTGG  E@TAGH T TIGTGTETTETAT AGAEGA]
G S HE F s * F ECI/EEE FBYS R R
CGEAGTATETTTGG  ETAGT TTGTGTETTETATAGAEGA]
G S HE F NG * F NCTEEE F @YS R R
JGIAG—GG ETAGTTITGIGTETTETAT AGAGGA(]
SHE F BB + F UC/EEE F Y8 R R




SRA Validation of an insertion in exon 4 of Awat2 in Manis:

Manis javanica:

21,400 21.410 21420 21,430

21,450 21.460 21,470 21.480 21.49|

Homo sapiens - Exon4
Frame 1

63 73

(l_ﬁ 9 109 119 129
_G-G—GGG—G—GG- -GG—G—GIGG_GG— ATATTTCCT(
A EEEEGHE W F EGEEEN F

IEEEVE C BEE P FEENGTEEN F

FIID Manis javanica - NW_023436233.1
Frame 1

FlB gn| | SRA|SRR901861 9.93978022.2
Frame 1

F'"D gnl ] SRA|SRR9018619.126029381.1

HEVgnI | SRA|SRR901861 9.43072335.2
Fram

ITITG-G—GGG-CIGG-TC-
F HEl C HEN P EEENGIEENR ANNEN S

ITIT_G—GGG-CIGG_TC-P CTTT]
FHT G A EEE F

F I C B8N P

CTTT

AL THE A S EGE F S KmmmF P
a-GG—G—GIGA_GC—G C T
THE T USOEGE F LSONKSENE F P
a-GG_G_GIGA_G(—G-
F OSSN F BAE T BN T SSoNEE F BS

ITITG-G—GGG-CI G_TC- TTT
CHT G

F HIE C HEm P L A S

ITITG-G_GGG-CIGG_TC-A CTTT|
FHT G F

F N C HEE P

o-GG_G_GIGA_ G_ -C-
F THE T SHGE F 'S EKOEEE F
a-GG_G_GlGA—GC— ATCTTTECT
THE T S EHGE F 'S EK'EEE F P

FID gnl |SRA|SRR9018619.50405214.1 IFITG-G_GGG-CIGG—TC-A cTT G—G_GIGA—GG—G-C_
Frame 1 FEEE C BEE P BESSGHNEN F EGENEE F THEE TS HGEF S K
FID gnl | SRA | SRR9018619.10891142.1 lTITG-G_GGG-CIGG—TC-A cTT GG—G_CIGA_GC— -c—
Frame 1 F ENE C BES P BENSGEEEN | WAUEHE S F EGESHE F CAL T EEE T K
ReU gnl | SRA | SRR13167977.106866969. 1 T GET GEEACEETEAT GGGETE 1 GEEEAT | CAT/(C | | -GG_G_GIGA_G
Frame 1 FEEE C BEN P BEHESGEEEN . A WHE F EGESEN F CAd T B T 05 WGE F .S
REY gnl | SRA | SRR13167977.157062340.1 ITITG-G—GGG-CIGG_TC- cTTT a-GG_G_GIGA_GC—G-C_
Frame 1 F ENE C BEE P BHESGONEN . A BHE FEGESHS F CA. T BB T S NGE F S CKoEIE F
REU gnl | SRA | SRR13167977.157069382.1 ITITG-G—GGG-CIGG_TC-P ] a-GG_G_GIGA_GG_G-C_
Frame 1 F EEE C BEE P SESSGUNEN | CACEHE F| F ScEmEN F GAS T BEE T CSONGE F oSOBKSEEE F
REV gnl | SRA | SRR13167977.302059978.1 ITITG-G—GGG-CIGG_TC- T la-GG—G_GIGA_G
Frame 1 FONEE C BEN P BHENGEEEN F AN T BN T ESONEE F BSHEK
REU gnl | SRA | SRR13167977.624286945,1 ETITGHENG —GGG-CIGG—TCIA ] s-cs—a—cl  CCTCAGGETTCTCCAAGAT  TTTECT
Frame 1 NN C BHE P BEESGUEEN ¥ F EGEEEE F EAN T BN T SSONGE F SSOEES
REV gnl | SRA | SRR13167977.423076203.1 ITITG-G—GGG- —TC-A cT1 GG—G—EG_GG—G-C—
Frame 1 F EEE C BEN P BENNGUEEN | CANEE S F EGESHE F CAY T BEE T F LS. BKOEEM F P
Manis pentadactyla:

22,030 22,040 22,050 22,060 22,070 22,080 22,090 22,100 22,110 |

4;5 5|5 65 75 9 101 111 121
Homo sapiens - Exon4 ACATCETEGTCTG GGGETETTTGECEATGGAT]- - - - a-GG_G_GIGG_G_G
Frame 1 Y SEEENEVE C BEE P BHSSGEEN F A BHESGH V|---- FLA T HEN A KE
FID Manis pentadactyla - NW_023457172.1 ACATE IR TSN G G G 1 GRS T B4 T a-GG—G_GIGA_G
Frame 1 BN r EC L EADEEN S F Al T HE T S-FS
FU gl SRA| SRR13167976.653859738.2 —mc.-e_ G GREE Il G GIEE@AT T C /AT |||.1-GG—G—
Frame 1 N r B C L AN S F FEGEEES F A THE T S-FS
FIID gnl | SRA | SRR13167976.694497437.1 ACATE s_ GG G GEEEAT T AT/ T[S GGEEATTTT GEEATAGAG EETEAGGETTETEEAR
Frame 1 N F COREE P A F EEENEN F AN T BN T GSoMGE F Sul
FUC gl | SRA| SRR13167976.39077348.2 _TITG-G_A-GGC-CIGG—TC-A CTT -GG_G—GIGA_GG—
Fra HE F O CONEN P N EGEEEN F THEE T OSSO EGE F oS mKeE
REUgnI]SRA|SRR13167976 640069953.1 ACATC T| GTCTGCCACCCTEATG GC-CIGG_TC- TTT a- G_G_ GGETTETEEAAGAT C
Frame 1 N F BN CONEN P BESNCHEEN | SASEEN S Fl F SGENEE F GAS T BN T CSOEEE F OSOmKeEE
R gl SRA| SRR9018653.66097160.2 IAEATE T T GIET GEEAT T ETEAT G GGETE Il GGEEEAT T CATAC T T 15N GCECACTIGEEATAGAG \EETEAG
Frame 1 YOREE F BENOCONEN > BENNGEENN | DADEEE S F| F SGEmES F CA: T BB T S BGE F
7Y gl | SRA| SRR9018653.136921887.2 S TGN A A G G GRS 1 ISR T C (7T a-GG_G_GIGA_GG—G-C
Frame ] HE F OEEC BEN S BENNCONEN L SASEEN F| F SGEmHE F A" T BB T 'S BGE F S oK
FID gnl| SRA|SRR9018653.217779837.1 _TIT_G—T—GG_CIGG—GTC- C T T TSI GGEEAGTIIGEEATA GAG A CETEAG GETTETEEAA
Frame 1 I F B CONEN 5 BEENGEE F O SN F AN T BN T BSONEN F NS
FIID gnl | SRA | SRR9018653.284859427.2 AT T T GIETGE A -T—GGG-CI —TC-ACTT -GG—G—GIGA—GG—A-G-C
Frame 1 Il r ENCc EEEEN S F FUADL THEE T K
FID gnl | SRA | SRR13167976.628156416.2 AGATE TITT GGG —GGC_CIGG_TC-A CTT -GG—G—GIGA—GG—G-
Frame i G P EHE G NN \ F THE T S EGE F 5 CKOEE
FUD g1l SRA| SRR13167976.185410337.2 IAEATE T T _GG_CIGG_TC- Illa-GG_G_GIGA_GG— ATC
Frame 1 - B CONEN P BEENCEEEN | SASEES Fl F EEEEEE F DAS 7 BEE T SSolEN F WSHEK
FUE gl SRA| SRR13167976.506105660.1 AGATE G—GG_CIGG_TC- TTT a-GG_G_GIGA_GG—G-C
Frame 1 M F BNE C BEN P BESNGANEN L A BES E EGEmEN F THE T CSONGE F OSORKSEE




SRA Validation of a deletion in exon 4 of Awat2 in Phataginus tricuspis:

3.730 3.740 3.750 3.760 3.770 3.780 3.790 3500 3.810 3)

116 126 136 146 1 166 176 186 196 20
Homo sapiens - Exon4 G _GG-G—GIG_G-G_G
Frame 1 SUEKIEIN F P EGHENN T P Y NN T F F WHENE P F HIN R EIN v IVAEEE S

FIID Phataginus tricuspis - SOZM010024681.1
Frame 1

REV gnl| SRA|SRR12437587.97265669.2
Frame 1
REV gnl| SRA|SRR12437587.92031181.2
Frame 1

REV gnl | SRA | SRR12437587.247339554.2

REY gnl | SRA |SRR12437587,92031500,2
Frame 1

FIlD gn|| SRA|SRR12437587.342962124.1
Frame 1

FWD gn|| SRA|SRR12437587.191376345.1
Frame 1

FIlb gn|| SRA | SRR12437587.359933273.1
Frame 1

FIID gn|| SRA|SRR12437587.167735101.1
Frame 1

FIID gn|| SRA | SRR12437587.263052457.2
Frame 1

REV gnl| SRA|SRR12437587.303019758.1
Frame 1
REV gnl| SRA|SRR12437587.244274940.1
Frame 1

_G-C—GGATCAC—C-T-C—
POEEE S

SUNKNE F

Yo v T

TEEAAGAT CIRENEEN GGATC AC-C-_G—
P

SIEKEENE F P EEE S YoMl T
TCCAAGAT C_GGATCAC-C-T-C—
STEKVEN F P NGE Py v T

_G-C_GGATCAC_C-T-_
5 P IEEE

KT

TCCAAGAT
SUNKNE F P NHGE P EE

YoM T

C_GGATCAC_C-T-C_
YoM T

_G-C_GGATC ACGEEECTA TAT GETEATAGT!

SIEKEENE F P EEE P HE

YoM EET

_G-C_GGATC AC_C GIT-C—

STEKIENN F P HEE S Ml T
—G-C—GGATCAC_C-T-C—
SUEKEEEE F P EEE S PEYS M NN T
—G-C—GGATCAC—C-_G—
SIEKNEN F P EEE S PEYS M NN T
TCCAAGAT C—GGATCAC—C-T-G—
STEKNENE F P EEE YoM BT

_G-C_GGATC AC_C-T-C_

SUBKEENE F P BGE S P P

YoM T

_G-C_GGATC ACEEEECTA TAT GETEATAGT!

SKOMEM F P BGE S P P

Yo~ T

G—GGCIGTTC—GIGIC-AICIG-T-G
F F HEEERY D 0¥ I s

G_GG CIGTFC—GIGI(-AIC-
G_GGGIGTFC_GIGI(-AIC-G
. R M

G—GGGIGTFC_GIGIC-AIC-N
E F HE R Y 1 1/M
G—GGCIGTF_GIGIC-AIC-G
Wa v F F HEEERN D Y ENE

F HE R
G—GGGIGTrC—GIGIC—AIC _T-G
A F F I F EEESRY D Byy | S
G—GGGIGTrC—GIGIC-Alc-G-T-G

F EEETRY D Y IS
G_GGG.GTI'C—GIGIC—AIC-G-T-G
G—GGGIGTFC—GIGIC-AICIG-T-G
A W8 v F F HENRN D Y [

G—GGCIGTFC_GIGIC-AIC-G-T-G
Wi v F F HEENRN D yd | EEETS

SRA Validation of a deletion in exon 2 of Dgat216 in Manis:

Manis javanica:

590 10,600 10,610 10,620

10,_630

10,640 10650 10,660 10.670 10,68

Homo sapiens - Exan2
Frame 3

i 41 13 61
-G_G-_G_GG_GG-GI

79 89 1

G-(_-G
A W-T Y Il WENE T HEEN s EGE

FilD MamSJavamca NW_023436233.1
Frame 3

REV gnl| SRA|SRR13167977.680398849.2
Frame 3

REV gnl| SRA|SRR13167977.680359710.2
Frame 3

FEV gnl| SRA|SRR13167977.406260491.2
Frame 3

REVgnl| SRA|SRR13167977.241712036.2
Frame 3

REV gnl | SRA|SRR131 67977.239181515.1
Frame

REV gnl ] SRA |SRR13167977.633482776.2

FllngnI | SRA|SRR901861 9.57801290.1
Frame 3

REV gnl| SRA|SRR13167977.204740324.1
Frame 3

REV gnl| SRA|SRR13167977.74581311.1
Frame 3

REV gn|| SRA|SRR13167977.204755517.1
Frame 3

REV gnl J SRA|SRR13167977.136550542.1
Frame

-GGIG-C-A-TIGGA-ATICAIG-
. v T . M
-GGIG-C-A-TIGGA—ATICAIG-
- v T . M .

-GGIG_C-A-TIGGA-ATICAIG-
HEE YV F T Fowe THEE s v I

-GGIG-C-A-TIGGA_ATICAIG-
Nl Vv F Fows THEE S v R

-GGIG_C-A-TIGGA—ATICAIG-
LY T M .

-GGIG_C-A-TIGGA_ATICAIG=
T S M

_GGIG-C-A-TIGGA—ATICAIG-

-GGIG-C-A-TIGGA-ATICAIG-
YV 'F THEE Fiwe THE s Vv
-GGIG-C-A-TIGGA-ATICAIG-
B Y Fows THEN s v IR
-GGIG-C-A-TIGGA-ATICAIG-
YV F T THE S v H
-TGIG-C-A-TIGGA_ATICAIG=
S M

-GGIG—C-A-TIGGA-ATICAIG-

T F T N M

IG
IG
IG
IG
IG
WG
le
IG
IG
IG

¢
[ fe
C
WG
(@

G_Gt-TG_G-GGIG_T-G GTAAGAGAC
Al wEE A W T HEE ) BN G K

_GC-TG—G- G—_GGTAAGAGAC
A | . G

WONEE A SYOEBESWE S T NEE

G-GG-TG_G-GGIG_T-GGTAAGAGA(
ANVIEEE A SYEEESWE s T HEN | EOE G

G-GG-TG_G-GGIG—T-GGTAAGAGAC
ARNVWIEEE A CY'EBESWS S T HEN | BOE G K R

(-G(-TG—G-GGIG—T—GGTAAGAGA(
AW EEE A Y EDE THEN | EBE G K R

GEETGGET T G—G-GGIG—T—GGTAAGAGAC
ATWHE A Y S IT HEE | G K R

C-GC-TG_G-GGIG—T—G GTAAGAGAC
A

WO A Y EEESWE S I G
C-G(-TG_G-GCIG_T-GGTAAGAGAC
ANV A CYEBESWE s T HEE | BGN G K R

(-G(-TG_G-GGIG—T-GGTAAGAGAC
AINVIEEE A CYTEEESWE s T HEN | BEE G K
(-G(-TG_G-GGIG_T-GGTAAGAGAC
ANVIEEE A CY'EEESWE S T HEN | EON G R
(-G_TG—G-GGIG—T-GGTAAGAGAC
AUWEE A Y S T HEN | HON G K R
G-GC-TG_G-G G—T-GGTAAGAGAC
AlTWEE A LY T EEE G K R




Manis pentadactyla:

6,030 6,100 6,110 6,120 6130 6,140 6.150 6,160 6,170 6.1

Homo sapiens - Exon2
Frame 3

&1 71 89 99 11

_G_G-(-GG_GG-GI G-GC—_G(—G-G
FEEEEN F S K F 'w PN AN S A'WEE T Y EEWENS T EEN 5 BoE

FIID Manis pentadactyla - NW_023454910.1

Frame 3

REVgnIlSRAlSRR9O18653 167184351.1

Frame 3

F'lngnI | SRA|SRR9018653 73950546.2
Frame 3

FIIl gn| | SRA|SRR9018653 56696012.1

Frame 3

REV gnl| SRA|SRR9018653 164520795.1

Frame 3

FID gn| | SRA|SRR9018653 259267310.1

Frame 3

REV gnl| SRA|SRR131 67976.435744091.2

Frame 3

REV gnl| SRA|SRR13167976.591007923.2

Frame 3

HEV gnl 1 SRA|SRR9018653.97700248.1
me 3

REVgnI | SRA|SRR131 67976.21394714.1
Frame 3

R0 gl | SRA|SRR9018653.146773618.2
Frame 3

FIID gn|| SRA|SRR9018653.89658579.2
Frame 3

INTRINTRET G G GG C A GINE TIRG G ARSI A TEC AMGEN G-GG-G—(-G(IGT_T-TGGTAAGAG-
FEE vV F THKS FiWa THE S MR ANNWIEEE A CY'EEESWE S T HEE | K

G-GG__GGIGT_T_GGTAAGAG-
ACWHEHET Y EDE W THE @ EE G

G-GC_C-GCGT_T—GGTACGAG—
8

_GGIG-C-F-TIGG_ATIC AIG-

_GGIG-C-_TIGGA_ATICAIG
F . v K THE S

M - A/WEET Y EDE W THEN | ERN G T R
_GGIG—C-C-TIGGA—ATICAIG= G-GG-G_G-GGIGT—T-TGGTAAGAG-
S ANTWIEEE A Y G K R

G-GC-G-_G(]GT—T-TGGTAAGAG-
AW A Y ERESWE S T HEE G K

G-GG-G_(-G(IGT_T-TGGTAAGAG-
A WEHE A Y EEE W T EER

G-GG—(-G(’GT_T_GGTAAGAG-
ARTWIEEE T Y EEESWY S T NEN | B@N G K Rq

G-G__GCIGT—T-GGTAAGAG—
S

—GGIG-C-('TIGGA—ATICAIG-
F I v THE S ME

_GGIG-C-(-TIGGA-ATICAIG-
F N v T . M
—GGIG-C-A-TIGGA_ATICAIG-
F . v T .. M .

_GGIG-C-A-TIGGAA-ATIC AlG
N I S

M AACWEE T Y EBE W THEE  EEE G K R
_GGIG—C-_TIGGA_ATICAIG- _GG-G_G-G(IGT—T-TGGTAAGAG—
F I v KN F Sws T e s M AW A S T HEM | H K R

_GGIG-C_‘A-TIGGA-ATICAIG- G-GG—G-GGIGT_T_GGTAAGAG ]
. v K T | Jiice ) K R

A WHET Y N W T HEE

G-G_G—_G(IGT_T-TGGTAAGAG-
ARTWOEEN A Y EBESWSE s T HEM | H G

GEETGGETE! G__G(IGT_T-TGGTAAGAG—

—GGIG-C-_TIGGA-ATICAIG-
F . v TEKS F iws 7Tl S MR

_GGIG-C-(-TIGGA-ATICAIG-
FEEl Vv F 7B FEwE 7T HE S

| A wEE A Y EDE W T HER G
SRA Validation of an insertion in exon 2 of Dgat2l6 in Phataginus tricuspis
39,970 39,980 39,990 40.000 40,010 40,020 40,030 40,040 40,050 ]

o6 16 25 35 a5 55 & 75
Homo sap|ens Exon2 GAGE GTTATTCAGTAAGTTETGGECETT GGETGTGETCTCETTAGECTGG
Frame 3 AN P HEEE F s k' F 'w PHEHEANEN s HEl A W
FIID Phataginus_tricuspis - SOZM010017370.1 CCCCTCAGGIGT_T-AI CIGGIG-C-G-TIGGG-ATICGIG-TGTT-G-GG

Frame 3 vEEPEE vV VIiEET F Wl A Il 5 I v EA
FIID g1l | SRA | SRR12437587.257700912.2 CCCCTCAGGICTC-I'- CIGGGG_C-G-TIGGG-ATICGIT-TGTT-G-G

Frame 3 B S PN | V GIF T HEcE F e A B S N v s
il gn| | SRA|SRR1 2437587.250962035.1 CCCCTCAGGICTC-T-AI GG G GIRNEA CITAA G T GG GEGIT A TEC GIGEN T G T TIFAGEET GG
Frame 3 P S PN | V VIFE T HKE F vl A BN - NN v EErAaw

FIlD gn|| SRA | SRR12437587.20827860.2
Frame 3
FIlb gn|| SRA | SRR12437587,20789337.2
Frame 3

FIlb gn|| SRA | SRR12437587.81955428.1
Frame 3

REV gnl| SRA|SRR12437587.215551245.1
Frame 3

REV gnl| SRA|SRR12437587.332899642.1
Frame 3

FIID gn|| SRA | SRR12437587.59963870.1
Frame 3

FIID gn|| SRA | SRR12437587.59944086.1
Frame 3

REV gnl| SRA|SRR12437587.67787199.2
Frame 3
REV gnl| SRA|SRR12437587.67795583.2
Frame 3

CCCCTCAGGICTC-T-AI
P S G L NP HN)
CCCCTCAGGACT C M T /AN Al
P S G LIHNPENI
CCCCTCAGGICTC_'I-AI
G L NP HE

!IGGIG-C-G-T IGGG_ATICGIG-TGTT-G-GGI
K S I Vv

CIGCIG-C-G-TIGGG-ATICGIG-TGTT-G-GGI
V VIF THcE F WS Al s AN v A
GGGIG-C-G-TIGGG-ATICGIG-TGTT-G-GG
V VIF THEEF W A BN - R v EEETA

CCCCTCAGGICTC_T-AI (IGCIG-C-G-TIGGG-ATIC GIGEWTGT
S N r El vV HEEE T W
CCCETC AGGICTC—T-AI CIGCIG-C-G-T IGGG-ATICGIG-TGTT-G-GG
P s PN | v
CCCCTC AGGICTC-T-AI CIGGIG—C-G-T IGGG—ATIC GIG-TGTT—G-GG
P 8 PN | V VIFE T HKE FEWE A B S N v EERrAw
cc CCTCAGGICTC-T-AI CIGGIG—C-G-T IGGG—ATIC GIG-TGTT-G-GG
S [ K v

CCCCTCAGGICTC_T-AI
G L NP HEHNE
CCCCTCAGGICTC_'l-AI
P S G LIEHNEPENI

vV V B E

CIGGIG_C-G-T IGGG- TICGIG-TGTT-G-GG
v v HR FiWl AN - N v s

GIGCIG-C-G-TIGGG-ATICGIG-TGTT-G-GG
AN s RN v EA




SRA Validation of a premature stop codon in exon 4 of Eda2r in Manis:

Manis javanica:

63,930 63,940 63,950 63.960 63,970 63,980 63,990 64,000 64,010 |

7IE B.3 QIZ 192 1‘]]2 1%2 1‘32 1:12 1?2
Homo sapiens - Exon4 TAGT GGT GAGEAGEET GETAG -TGGTGTTTAGECT GGEETTEET GGG GETETTETTECTETAGT! GTTCTTCAACAGACATTG
Frame 3 (N 5 S-S f T HE A F EEEGIEE - F-YCK F ERNETRTEEE C
FIID Manis javanica - NW_023436016.1 _GGIGIGAIGT -GTITGCIGGIA—TI G—GGGCI ErTETn
Frame 3 UEENE R ST GIENE F T EHETAY F EEEGH F F HE Y C
RE‘JgnI\SRA|SRR901861937633611 2 -GGIGIGAIGT-GTITG(IGCIA—TI C—GGGCI ETTETT
Frame 3 CEENVE R UshEE GEllvE F T EENVAY F EEEEGE F F HEE Y c
FEV gnl| SRA|SRR9018619.55249613.2 -GGIGIGAIGT-GTITGCIGGI_ G_GGGCI ETTETT
Frame 3 N R s Gl F T HETAY F EEEEGE F F HE Y C
REVgnHSRA|SRR13‘I67977.226841901.2 -GGIGIGAIGT-GTITGCIGCI_ _GGGCI ETTETT

S R ST GEENEE F T EEETAY F EEENGH F F HEN Y C
F*E\"gnl]SRA|SRR13‘I67977 557328706.2 -GGIGIGAIGT-GTITG(IGCIA—TI C—GGGCI ETTETT
Frame 3 (RS R S EE GElENE F T EENTAY F EEENGH F FHENY C
FIlD gn|| SRA|SRR13167977.170966118.1 -GGIGIGAIGT-GTITGCIGGA—TI _GGGCI ETTETT
Frame 3 U R GEENE F T EHETAY F EEEGE F FHE Y C
FngnI]SRAlSRR13167977 669501331.1 -GGIGIGAIGT-GTITGGIGL‘IA_TI G_GGGCA ETTETT
Frame 3 N R GEENE F T HETAY F EEEEGH F F HEE Y C
FIIIDgnI]SRA|SRR13167977 5612978541 -GGIGIGAIGT-GTITG(IGCIA_ C—GGGCI ETTETT
Frame 3 (EEEYE R S HE GIEEEE F T EEVAY F EEEEGH F FHEY c
REV gnl| SRA|SRR13167977.201795832.2 -GGIGIGAIGT-GTITGCIGG_TI _GGGCI ETTETT
Frame 3 EEE R s GUEllNE F T EETA N G F F HEN Y C
REV gnl| SRA|SRR13167977.476907037.2 -GGIGIGAIGT-GTITG(IGCI_TI _GGGCI ETTETTTETETATT
Frame 3 VEEEVE R S HE GElENE F T HETAT F EEEEGH F FHEHEY C
Flb gn|| SRA|SRR13167977.504775323.1 -GGIGIGAIGT-GTITGCIG(]A_TI GEETTEETGGGCE ETTETT
Frame 3 UEEEEVE R 'SHE r GEENE r T EETAY F EERGE F FEEY C
FUID gn| | SRA|SRR13167977.40073496.1 TAGTGGNGAGARGTENG T T GGRGGTATITAGE 1T GGEETTEETGGCGCE EmramT
Frame 3 UEEEE R 's'HEl F GEENE F 7T EEYAY F EEEEGE F FIHEY C

Manis pentadactyla:
12,480 12,490 12,500 12,510 12.520 12,530
EE 95 ‘\05 115 1‘25

Homo sapiens - Exon4 -GGIGC-C-G-G TGGTGTITAGEETG G—GGG AGEAG
Frame 3 VO SHNN-VEE r T EEA F FHEE Y CJK F

FIID Manis pentadactyla - NW_023458050.1
Frame 3

FWD gn| \ SRA|SRR13167976.559223089.2
Frame 3

FIlb gn|| SRA | SRR13167976.559236475.2
Frame 3

REV gnl| SRA|SRR9018653 138486463.2
Frame 3

FIID gl | SRA|SRR131 67976.186381048.1
Frame 3

FIlb gn|| SRA | SRR9018653.185568584.1
Frame 3

REV gnl| SRA|SRR9018653 76238222.2
Frame 3

Fl gn| | SRA|SRR9018653 2517291111
Frame 3

REV gnl| SRA|SRR9018653 80640056.1
Frame 3

REV gnl| SRA|SRR9018653 2679116781
Frame 3

REV gnl| SRA|SRR13167976.351403942.1
Frame 3

FIID gn|| SRA | SRR9018653.103401727.2
Frame 3

-GGIGGGAIGT-GTITGGIGGIA—TIGG—GGG
/NS G 'S'HE F GCHENEE F

ETETTETTEETETA TT!
THEA F EESG N r F HE Y

A@TGGIGGGAAGTETG T T GG GGTATITAGE 1T GGEETTEET GGG
BNV G 'S'HEN - GHEENE F

ETETTETTEETETATT
THEA FENSC I r FEE Y C

BEWGGNGGGARG TENG TH TGGHGGNATNIAGE T GGEETIEEN GGG
BN c 'STEEN F G F

ETETTETTEETETA T
THEA F EIENG N F F Il ¥ C

BEW TGINGGGARG TENG T TGGEGGNATN TEE THGCEETTEEN GGG
EENE C 'S'HEN Ff CHEE F

ETETTE
S VAN F NG BN F vV I

-GGIGGGAIGT-GTITGGIGCIA—TIGG_GGG
- TV SUEEN F GcUEENE F

ETET TETTEETETA T
THEA F NG NN F Fr Il Y C

-GGIGGGAIGT.GTITGGIGGA—TI GEETTEET GGG
EDE V| GHENNEN F

ETETTETTEETETATT!
THEA F EESG N r F B v

-GGIGGGAIGT-GTITGGIGGIA_TI GEETTEAT GGG
N c 'STHl r CElENE F T EEATY F EEEG
SENGGNGGGARG TENG T TGGHGGNATNNTAGE T GGE@TIEEN GGG
EEE c 'S'EEN F GEEEEE r

ETETTETTEETETA T
THEA Fr EENG N r r Bl v C

BENGGNGGGARG TENG TH TGGH GGNATNNIAGE T GCEETIEEN GGG
EENE C S F CUEEE F

ETETTETTEETETATT
THEA F EIEEG N F F BN v

AETGGNGGGARG TETG TN TGGEGGNATTTAGE TH GGEETTEET GGG
EEGE 'S HE F CHEENE F

ETETTETTEETETATT
THEA FEENGC EE - FEEY C

-GGIGGGAIGT-GTITGGIGGA_TIGG_GGG
EE VO S

ETETTETTEETETA TT!
THEZA r BN B r r Bl v C

-GGIGGGAIGT-GTITGGIGGIA—TIGG_GGG ETETTETTEETETATT!
TV CHEENE F T7THEI'AY F NG IO F F NN Vv




SRA Validation of an insertion in exon 3 of Eda2r in Phataginus tricuspis:

6,630 6,640 6.650 6,660 6.670 6.680 6,690 6.700 6710 ]
12 12 20 40 50 60 70

Homo sapiens - Exon3 GTTCTACCGAAA _GGIGG-CGG_GI(IG_GIG-C.C-G

Frame 2 VRN |- - RENG HE o DI 0N C T EKEEEE T T
FilD Phataglnus tricuspis - SOZM010132249.1 ATTGCTCTGACCACAGGTNIRETAE A ABNAA

Frame 2 Y € S D H R HFEUEEYE K N

REV gn|| SRA | SRR12437587.354496875.2 ATTGCTCTGACCACAGGTIIGTAEA ARAA

Frame 2 Y € S D H R EENIE K N

FEV gnl| SRA|SRR12437587.135018194.2 ATTGCTCTGACCACAGGTNIENAEA ARAA

Frame 2 Y € S D H R NENEEE K N

REV gnl | SRA|SRR12437587.92649864.1 ATTGCTCTGACCACAGGTINENARA ARAA

Frame 2 Y C S D H R EFFEESE K N

REV gnl ] SRA|SRR12437587,92638782.1 ‘ATTGCTCTGACCACAGGINIGETAG A ARAA

Frame 2 Y € S D H R FENEE K N

FIlD gn|| SRA | SRR12437587.262034784.2 ATTGCTCTGACCACAGGTINETAE A ABAR

Frame 2 Y C€C S D H R EFEENE K N

REY gnl| SRA|SRR12437587.302514892.2 ATTGCTCTGACCACAGGTNNEIAE A A KRR

Frame 2 Y € S D H R NENEVE K N

REV gnl ] SRA|SRR12437587.96689258.1 ATTGCTCTGACCACAGGITNIGINAE A ARAA

Frame 2 Y € S D H R EFNEE K N

REVgnI | SRA|SRR1 2437587.29521617.1 ATTGCTCTGACCACAGGTIIETAE A ABRAA

Frame 2 Y € S D H R EUEEE K N

REVgnI | SRA|SRR1 2437587.70962093.2 'ATTGCTCTGACCACAGGTNNGITAE A AKAA

Frame 2 Y € S D H R FEEEEE K N

FIlb gn|| SRA | SRR12437587.352790646.2 ATTGCTCTGACCACAGGININETAE A ARAA

Frame 2 Y € S D H R FENENE K N

FIID gn|| SRA | SRR12437587.66044030.1 ‘ATTGCTCTGACCACAGGINIGTARA A BAR

Frame 2 ¥ C S D H R HFEEE K N

SRA Validation of a deletion in exon 2 of Fabp9 in Manis:

Manis javanica:

3.840 3850 3860 3870 3,380 3890 3.900 3910 3.920
99 109 179 129 139 149 159 173

Homo sapiens - Exon2 -G_GG—G__GGGGGG—G G-G_GG-G_G

Frame 3 Hs s FQINDE T (K HIN s F K EENGTEEEEE - B K

FIID M. javanica - NW_023436188.1 |CAGTT IGA.GA_GIG-_ mGGGGc-_G GIIGABGGTAAAAACT]

Frame 3 S L N T E HE F F BKOEENGHE RN VvV K T

FWD gn| \ SRA|SRR9018619.76805309.1 lClg- IGA.GA—TGIG-T-T-(-GGGG_C-G

Frame 3 I K S G . T

FllD gy | SRA|SRR9018619.75484082.2 |CAGTT .GA.GA_GIG-T-T-_GGGG_C—G

Rrames s UK NG -

FIID gn|| SRA|SRR9018619.75472236.2 |CAGTR IGAIGA—GIG-'I-T-_GGGGG-G_

Frame 3 5 T E NN F K HEN G NN

REV gn| ] SRA|SRR13167977,838201525.1 |CAGTT .GA.GA—GIG-T-T-(_GGGG_C_

Frame 3 S K N G I

REY gnl| SRA|SRR13167977.726525256.2 |CAGTT .GA.GA_GI _T-T-_GGGG_C—G

Frame 3 S N T E HE fF  F SKEESGIENNS

REV gnl| SRA|SRR13167977.77338145.1 |CAGTT IGAIGA—GIG-T-T-(-GGGGCC_

Frame 3 s T EHEF K HEN G EE - [

REV gnl| SRA|SRR13167977.57507379.2 |CAGIET IGA.GA_GIG-'I-T-_GGGG(-C_G ACAGEAGA TAAGE TGAAAGT GAA

Frame 3 S L K NIT E IHN K G - T FATEBEENE | Ok

REV gnl| SRA|SRR13167977.659193655.1 |CAGIET IGA.GA_ A -'I-T-(-GGGG_C_G -G-GI'I-TG-GIG-

Frame 3 5 T E HE F  F EKEEENGIEEEEEE - K .

REV gnl | SRA|SRR131 67977.837342281.1 |CAGTET IGAIGA_GIG-_T-_GGGGCG_ -G-GI_TG- M GAR

Frame 3 5! T N Ff F UK'EENGTEEEN ERE N ExE

REY gnl | SRA|SRR13167977.659152457.1 |CAGTT IGAIGA—GIG—T-T-GGGGG_(-G -G-GIT_TG-GIG-

Frame 3 i L K N T E NN F FSREEGCIENES - T A EBE N K .

REV gnl| SRA|SRR13167977.752168642.2 |CAGTT MGCARGAACACT CAGATICT TETT TAAGET GGG GGAAGAATITG, -G-GIT—TG-GIG-

Frame 3 S L K N T E HE r F KGNS - T T EAEEEENE




Manis pentadactyla:

2620 2630 2,640 2,650 2660 2,670 2,680 2690 2700
101 11 121 131

Homo sapiens - Exon2 _GG_ GATETCCTTEAAGET GGGGGAAGAATTT

Frame 3 SU F EJEEEE T DKNEEE ST F BK
FUD M. pentadactyla NW_023455931.1 En IGAIGA_GIG-_G-GGGGG-G_

Frame 3 ENE F 'F BK
FWD gn| | SRA|SRR9018653 2232916371 =R MGAAGAACACTGCAGATET TETTCAAGET GGGGGAAGAATTTG

Frame 3 L K N T E NS F F IKEENCHEEEEES -
REV gnl| SRA|SRR9018653 299390348.1 1] MGAAGAACAGTGAGATET TETTEAAGET GGGGGAAGAATITG!

Frame 3 L K N T E HE F FBKREEGIENN F
FUD gnl | SRA|SRR9018653.172447880.2 =R MGAAGAACACTGAGATET TETTEAAGET GGGGGAAGAATTT!

Fra L K N T E HE F F SKEENGIEEEE
REY gnl ] SRA | SRR13167976,387286606.2 i IGAIGA_GIG-T_G-GGGGC-G_G (-G-GI_T_GIG-GGTAAAAAT TA==
Frame 3 (i) K HE G I ~ T T EANEEEEEE . WK
REVgnHSRAlSRR13167976 437602040.1 Jaia ] IGAIGA_GI -T_G-GGGGG-G_G

Frame 3 T E HE F  F SKOEESGHEES
REV gnl| SRA|SRR13167976.437673133.1 ] IGA.GA_GIG_T_G-GGGG(_G_

Frame 3 L K N T E NE F F SKNEENGIEENES - e
Fl: gn| ] SRA|SRR13167976,533665250.1 o] TGAAGAACATTGAGATET TETTEAAGET GGGCGAAGAATTTG GGTAAAAATTA--
Frame 3 L K N T E HE r F EEESESCIEE L
REV gnl| SRA|SRR13167976.227325058.1 HEE MGARGAACACTGCAGATET TETTCAAGET GGGCGAAGAATTTG GGTAAAAATTA- -
Frame 3 L K N T E HE F F ESKRESESGIEEE F WV K | --
REY gnl| SRA|SRR9018653.191451221.2 [1o1] MGAAGAACACTGAGATET TETTEAAGET GGGGGAAGAATTTG C-G-GIT_TG-GIG-GGTAAAAATTA— =
Frame 3 L K N T EHE F F BRKEESGIEEES r - IR HEEE N EENES vV K | --
REV gnl| SRA|SRR9018653.280176808.1 HER MGAAGAACACTGAGATET TETTEAAGET GGGGGAAGAATTT! C-G-GI_T GGTAAAAATTA--
Frame 3 L K N T E HE F F SKEENGIEEES + T NN . BROEEESKE vV K 1 --
REY gnl}SRAlSRR9018653 207268691.1 T WGAAGAACAGTGAGATET TETTEAAGET GGGGGAAGAATIT C-G-GIT_TG— GGTAAAAATTA- -
Frame 3 L K N T E HE F F SKEENGIENES F [« T T EANEDEENE | K v KL e

SRA Validation of a deletion in exon 1 of Fabp9 in Phataginus tricuspis:

340 350 360 370 380 330 400 410 420
17 27 37 47 57 73
Homo sapiens - Exon1 -GG-GIG_GGC—GG- GTGAAAACTTTGAGGATTACATGAAAGAACTGG
Frame 1 EME v EE F EEENGE T SHE N F EEDI v INE K EEEE

FIID P tricuspis - SOZM010004921.1
Frame 1

REV gnl| SRA|SRR12437587.340229769.1
Frame 1

FIlb gn|| SRA | SRR12437587.323119154.2
Frame 1

FIID gn|| SRA|SRR12437587.322991690.2
Frame 1

FIl> gn| | SRA|SRR12437587,103882981.2
Frame 1

FIlb gn|| SRA | SRR12437587.269066018.1
Frame 1

FIID gn|| SRA | SRR12437587.83058962.1
Frame 1

FUD gl SRA| SRR12437587.143719965.1

FlllD gnl | SRA |SRR12437587.63572520.2
Frame 1

FIIb gnl| SRA | SRR12437587.252896689.1
Frame 1

FIlD g [ SRA|SRR12437587.40200485.2
Frame 1

REV gnl| SRA|SRR12437587.266475253.2
Frame 1

L
CTTTGCATCAAGGITGAGEEE CINEITG G GAAGET GGAAGEA(
L C | K VNN P . BEENGE T "W OKN H

CTTTGCATC-GG-GIG-C_GGG_GG GIAC
C M v SR L EENGE T

CTTTGCATC-GG-GIG-C-GGG_GG-GIAC
c VA P L EENGE T WK

CTTTGCAT_GG-GIG-C-GG(_GG GIA(
L C | IS P | EENGE T CWORKE H

CTTTGCATC-GG-GIG-C-GGG—GG-GIAC
C | NN P . EENGE T SWOSKe H

CTTTGCATC-GG-GIG-C-GGG_GG HGEA(
C EwE v EEE P ENGE T i H
CTTTGCATC-GG-GIG-C-GGG_GG-GIAC
L C EME v EEE P HEEGE T
CTTTGCATC-GG-GIG-(-GG(-GG-GIA(
L € VRN P . EENGE T W UKY H

CTTTGCATC-GG-GIG-C-GG(-GG-GIAC
L C IV P . EENGE T WK

CTTTGCAT(-GG-GIG-C_GG_GG-GI/-\C
L C | I P | EENGE T OWOEKe H
CTTTGCATCARGGITGAGEEE CINENTGGGAAEET GGAAGEA
L C | VN P | EENGE T CWORKE H

CTTTGCAT CATGGINGAGEEE CINEINGGGARGET GGAAGEA ]
L C | NN P | EENGE T SWONKE H

GIGAAAA TININGA T GAATAG CMGAAACARBTGGG TGAGAAAT)
S'HEENNN F D E Y KN Q M G E K

GIG-T-GIT(IA-C AAACAARETGGG
S HE N L BKkN o
GIG_'I-GITGIA-C AAACAAGTGGG
STHEENNN F D E Q
GIG_'I-GITGIA-C -C-GGG
STEEESNN F D E ki Q
GIG—_GITGIA- -C-GGGTGAGA
STEEENNN F D E CYW L BKW Q W G E
GIGAAAA TININGA T GAANAE CHGAAACARBTGGG T GAGA
STEEENNN F D E Y L BKW o EEN G E

GIG-T-GITGIA-CIG-C-GGGTGAGA
Bk Q N G E

GIG_"I-GITCIA-C BABNGGGTGAGA
S'THEENNN F D E QNN G E

GIC-_'I-GIT(IA- AAACAABNGGGTGAGA
STEEEENN F D E OYJ L Bk o HEN G E

GIG-'I-GIT(IA- -C-GGGTGAGA
S HE N Q HN G

-c-GGGTGAGA
KE Q B G
-c-GGGTGAGAA
Ko o BB G E




SRA Validation of a deletion in exon 3 of Gsdmb in Manis:

Manis javanica:

760 8770 8,800 8810 8,820 8.830 8,840 8.8

Homo sapiens - Exon3
Frame 2

24 34 44

GATCAATTAATAC- - -GIGIG_G_GGI(-GI
P F'S FIR SHEENNS T--- RENNEN v BIEE 7 0

FIID M. javanica - NW_023436081.1
Frame 2

FIID gn| | SRA|SRR9018619.101391206.1
Frame 2

REV gnl| SRA|SRR13167977.431521085.2
Frame 2

FIID gn|| SRA | SRR9018619.130223951.1
Frame 2

REV gnl| SRA|SRR131 67977.734494802.1
Frame 2

HE\"gnl | SRA|SRR131 67977.633381741.2
Fram

REV gnl | SRA |SRR13167977.578380851.1
Frame 2
REV gnl| SRA|SRR13167977.514488938.1
Frame 2

REV gnl| SRA|SRR13167977,514411242.1
Frame 2

REV gnl | SRA|SRR13'I 67977.351211323.1
Frame 2

REV gnl| SRA|SRR13167977.788842112.2
Frame 2

REV gnl| SRA|SRR13167977.689657121.1
Frame 2

CCGTCCACTCCCTCCAGGHEG T
P S T P S R BKNEEES
‘CCGTCCACTCCCTCCAGGEBGTH
P S T P S R BKNEEEW
‘CCGTCCACTCCCTCCAGG-GTI
P S T S K

AC_AIAG-G-CIG-AGTGIGIA-GIT-GIC-GGIG-
Q v QEr v IR D N S IS T

AC_AIAG-G-CIG-AGTGIGIA-GIT-GIC
THESE L QoA VvV QIT VERE K D N
ACTIIGATN AGAGTIEA G CAGAEA G TGAGA ARAGA Tl Gl CIENG Gl GAE
TESE L oSS Vv Q T VERE K D HNE s NN

CCGTCCACTCCCTCCAGG-GTI ACTITEATT AGAGTEAGITCAGAEA G TGAGA ARAGA TENGIF CIFETG G GAE
P S T P 5 THEHSE L Q BE QT Vv IR D N S EEEE

CCGTCCACTCCCTCCAGG-G
P S T P S R EKNEEEN

AC_AIAG-G-CIG-A GTGIGIA GIT-GI C-G GIG-GI
Y S I T

K D

CCGTCCACTCCCTCCAGGEAG Tl AC_AIAG-G-CIG-AGTGIGIA-GIT-GIC-GGIC-G
P S T P S R BEKNEEEN L Q vV QiEm v EE D Hl s NN T
CCGTCCACTCCCTCCAGGHAG THl AC_AIAG-G-CIG-AGTGIGIA-GIT-GIC-GGIC-G
P s T P S R BKNEERS L Q V Q T VERIEK DN s HEES T

‘CCGTCCACTCCCTCCAGGHBGTH AC_AIAG-G-CIG-AGTGIGIA-GIT-GIC-GGI
P S T P S R BKNEEN TESE L QSN V Q T V ERSE K D HE 5 I
CCGTCCACTCCCTCCAGGEEG T
P S T P S R EKIEEENK
CCGTCCACTCCCTCCAGGREG T
P S T P S R BKNEE

ACTINEATAGAGTEA G CAGAEA G TGAGA ARAGA TEN Gl CIENG G GAGAG
THSE L oEEE YV QT VIR D HN S EEE T

‘CCGTCCACTCCCTCCAGGEAG TH
P S T P S R [ ]
CCGTCCACTCCCTCCAGGERAG T
P S T P S R BKNEEENK

ACTIT@ATT AGAGTEAGIETCAGAEA G TGAGA ARAGA TEGGE CIENG G GAGA
THESE L QEE VvV QiT VER D R S NN T

ACTIIGEATIN AR A GINGA GINI CAGAE A G TGAGA ARAGA TEN Gl CINENG G GAEAG|
THESH L QoS VY Q T VERN K DN S NN T

Manis pentadactyla:

12,030 12,040 12,050 12060 12,070 12,080 12,090 12,100 (PRI
i@ 24 33 44 51 o
Homo sapiens - Exon3 GAAGET GGl GATCAATTAATAC- - —GlGlG_G_G
Frame 2 I R P F IS F IR 'S HEENS T--- (RTEESNIEN Y

FUID M. pentadactyla NW_023456908.1
Frame 2

REV gnl ] SRA|SRR13167976,545822625.2
Frame 2

REY gnl| SRA|SRR13167976.602640822.2
Frame 2

REV gnl j SRA|SRR13167976.152888692.2

REV gnl | SRA|SRR131 67976.291811677.1
Frame 2

REY gnl| SRA|SRR13167976.696312890.2
Frame 2

REV gnl| SRA|SRR131 67976.67385813.2
Frame 2

REV gnl| SRA|SRR13167976.221278009.1
Frame 2

REV gnl| SRA|SRR13167976.266108084.1
Frame 2

REV gnl| SRA|SRR13167976.251301801.2
Frame 2

REY gnl| SRA|SRR13167976.327476634.2
Frame 2

FIIb gn|| SRA | SRR13167976.245655731.1
Frame 2

AGTGCTCCGTCCACTCCCTCCAGGHRAI
S A P S T P S R EKNEEEN

AGTGCTCCGTCCACTCCCTCCAGGRAG THl
S A P S T P S R HKNEE

AGTGCTCCGTCCACTCCCTCCAGGRAG Tl
S A P S T P S R EKNEE

AGTGCTCCGTCCACTCCCTCCAGGHAG T
S AP S T P S R HE

ACIRT@ATT AGAGTEAGIETCAGAEAATGAGAARAGA TENGE CIFETG
THSE . oEE Vv Q MBERN K D N S

K

AGTGCTCCGTCCACTCCCTCCAGGHEAG THl
S A P S T P S R EKNEE
AGTGCTCCGTCCACTCCCTCCAGGRAG Tl
S A P S T P S R EkNEE
AGTGCTCCGTACACTCCCTCCAGGHAAG THl

S AP Y T P S RN

AGTGCTCCGTCCACTCCCTCCAGGARG Tl
S A P P K .
AGTGCTCCGTCCACTCCCTCCAGGHAG T
S AP S T P S R =

AGTGCTCCGTCCACTCCCTCCAGE! G-AC_AIAG-G-CIG-AATGIGIA-GI
S A P S T P S R EKNEEN R P BN v Q R K D HE S
AGTGCTCCGTCCACTCCCTCCAGGEAG Tl —AC_AIAG-G-CIG-AATGIGIA-GIT-GIC-G
S A P S T P S R EKVEER P T ESE L Q M BERY K
AGTGCTCCGTCCACTCCCTCCAGGAAG T AC_AIAG_G-CIG-AATGIGIA-GIT-GIC-G
S A P S T K . THESH L QESM VY Q 'T MERN K D HEE S




SRA Validation of a premature stop codon in exon 1 of Gsdmb in Phataginus tricuspis:

10,180 10,190 10,200 10,210 10.220 10,230 10.240 10.250 10,260
110 120 130 140 150 160 170 180 190

Homo sapiens - Exon1 TGETTECATET GGTGGGGGAGAAGAG GIEE GGEACTAGACAATAGGEETEACEET GAT GGAGATTETGGACATAGATG
Frame 1 C F EHIEEEVENGIEE KT R T F C REEE Y T 7T EGEE T INEESDINEEECSE T
FID Phataginus tricuspis - SOZM010000065.1 TGEMTAAGTENAGHGA AGAAGAGAAATTTATT( GEGGGEAGT TEAGCGAGAGGE T T GTETMGC AGGAGAT ABTGGAGAGAGAGG
Frame 1 c' L S5 I K HENRE N L 5E BEN F Y E
REV gnl| SRA|SRR1 2437587.316787320.1:1-31 AGAAGAGAAATTTATI( GEEGGEAETT
Frame 1 RN N L =E C FREEE
REV gnl | SRA|SRR1 2437587.255911403.1:1-40 AGAAGAGAAATTTATT( GEEGGEAET TEAGGAEAGG
Frame 1 R N L WE CONREEEN F R 'T
FllngnIlSRAlSRR1 2437587.322485290.1:112-151 AGAAGAGAA AT ATT( GEEGGEAET TEAGCGAEAGG
Frame 1 EEEEE N L BF CIEREEEN F R 'T
FIIlb gl | SRA|SRR1 2437587.156459922.2:111-151 AGAAGAGAAATTT AT GEEGGEATT TEAGCGAEAGGE
Frame 1 EENRE N L OF CINREEEN F R T HEE
FWD gn| | SRA|SRR1 2437587.259199932.2:75-116 AGAAGAGAA ATIET AT ] “GG-T-GG-GGIT
Frame 1 RS N L BF R HER T EER
REV gnl| SRA|SRR1 2437587.247839647.2:36-77 I(-G.G-A-A-( (_GG—T-GG-GGIT
Frame 1 CIBRNEEN r
FIID gn| | SRA|SRR12437587.242269794.1:87-128 I_GIG-A-A-C C-GG-T-GG-GGIT
Frame 1 R N CIONERNEEN F R T HEE
FIlb gn| | SRA|SRR1 2437587.208309850.2:104-145 IC-GIG-A-A-C GEEGGEABT TEAGCGAGAGGET
Frame 1 KEORW N L F COERNEEN F R T EEH
FllngnI | SRA|SRR1 2437587.200182448.2:13-54 AGAAGAGAAATTT AT GEEGGEAGT TEAGCCGAEAGGET

Frame 1 RN N L F CIBREEEN Fr R T EEE
FWD gn|| SRA|SRR12437587.199901726.1:13-54 AGAAGAGAA ATTET AT GEGEGGEAGT TEAGCAEGAGGET
Frame 1 EEEEE N L F COERNEEN F R 'T E=E
FIl> gn| | SRA|SRR12437587,193669797.1:3-44 AGAAGAGAAATITATT( GEECCEAGT TEACGAEAGGET
Frame 1 RN N L OF CONRNEEE r R T EEE

SRA Validation of a premature stop codon in exon 3 of Mogat3 in Manis javanica:

760 770 780 790 800 810 820 830 840
1 5 15 25 3s 45 55

Homo sapiens - Exon3 GTGGAAGGEGTTEGGA G GGAAGEGGGEAATTTGGAGACAACTAAGGGATTATTATEETG _G

Frame 3 EE R R S RENFR ANEwW RIIEN R EDE v Y P N K

Filp MamsJavamca NW_023436195.1 CATCTCTCTGCCCTAAGGCGGRAGGEAAMTCGA GA TIGGGWGTGTC_GG.AG-C.A.TGGG.C-C_A-GGTG

Frame 3 I S L P %= GEGEWRN Q F * | L IR ¢ v HEEW w Bl

F gn | SRA|SRR901861 9.50859478.1 CATCTCTCTGCCCTAAGGCGGARGGEAANT CGAQTGA TIC.GC-'ITGTGTC-GG.AG.ClAITGGGIC.C_A-GG

Frame 3 1 S L P + G HGERYN Q F +| L BREEEN C v EEEW H o w HEETY

REY gnl| SRA|SRR9018619.145393765.1 [CATCTCTCTGCCCTAAGGCGGABRGGEAAMT CGAGTGA T.G.GC-'ITGTGTC-GGIAGI

Frame 3 Il S L P += GHESEERE Q F +* | L BDREEEN C v HEEW

FIID gn| | SRA|SRR9018619.19253641.2 CATCTCTCTGCCCTAAGGCGGAAGGEAAMT CGAQWGA TICIGC-'ITGTGTC-GGIAGI

Frame 3 1 S L P +* GEGER Q F * | L BRANEE C VvV EEEW

FIID gnl | SRA | SRR13167977.662470190.1 CATCTCTCTGCCCTAAGGCGGARGGEAANT CGAQEGA TIGIGG-TTGTGTC-GGIAG-CIAITGGGI

Frame 3 I S L P % G EGEFRN Q F +] L FROMNN ¢ v EEWI K H Q W

FIID gnl| SRA |SRR13167977.620657937.2 CATCTCTCTGCCCTAAGGCGGAAGGEAANT CGAJRGA TI(:GG-TTGTGTC-GGIAG-CIAITGGGI

Frame 3 I S L P = GHEEEERE Q F *

Fll g | SRA|SRR131 67977.410048514.1 ! CATCTCTCTGCCCTAAGGCGGRAGGEAAMT CGAQEGA TICIGC."ITGTGTC-GGIAG-CIAITGGGI

Frame 3 I S L P + GIHEHSERN Q F + 1 L BREENNE C v EHEEWE K Q

FWDgnI\SRAlSRR13167977 768836761.1 [CATCTCTCTGCCCTAAGGCGGAAGGEAANT CGAQTGA T.C.GC.'ITGTGTC-GGIAG-CIAITGGGl

Frame 3 I S L P * G HEENERNE Q F « | L BROMEN C v EHEEWSE K H

REVgnI\SRA|SRR9D1861947639311 2 {CATCTCTCTGCCCTAAGGCGGAAGGEAAMT CGEQEGA TIGIGG-'I'I'GTGTC_GGIAG-CIAITGGGIC-C

Frame 3 I S L P * G HEGENRN Q F * R vV W W EEERY

RE‘-"gnIJSRA|SRR13167977 537324835.1 (CATCTCTCTGCCCTAAGGCGGAAGGEAANT CGAQTGA TI(IGC.TI'GTGTC-GGIAG- IA.TGGGI_C

Frame 3 Il s L P + Gc HENERN Q F *1 L BR C v HERW H w Y

REY gnl| SRA|SRR13167977.426526810.1 CATCTCTCTGCCCTAAGGCGGABGGEAAMTCGAQEGA TIG.GC-‘I‘I'GTGTC-GGIAG-CIAITGGGIC-C

Frame 3 I S L P *= G HEENRE Q F * | L FRONNNE ¢ v EEwW w Rl

REV gnl| SRA|SRR13167977.258734569.1 ‘CATCTCTCTGCCCTAAGGCGGAAGGEAAMT CGRA T.C'.GC-TI'GTGTC-GGIAG-CIAITGGGI(.C

Frame 3 I S L P + G EGENRN Q F L BRUNEN C v HEEW Q




SRA Validation of a premature stop codon in exon 6 of Mogat3 in Manis pentadactyla:

2.380 2390 2,400 2410 2420 2430 2440 2450 2460 |
51 7‘1 1P1 1|11 1I21 1K31
Homo sapiens - Exon6 _GG_G_GC—GG-G-GGI G-G_GG GEATETTET GGG
Frame 2 BN FIAT 7 BEE s W D W T FEKENKEEEEEEGE F 5 P C N F W HGE

FIID Manis pentadactyla - NW_023454636.1
Frame 2

REV gnl| SRA|SRR9018653.284385683.2
Frame 2

REY gnl| SRA|SRR13167976.299127888.2
Frame 2

FEV gnl| SRA|SRR13167976.647120293.1
Frame 2

FlE\-' gnl \ SRA|SRR13167976.609257599.1

REV gnl | SRA |SRR13167976.345466453.2
Frame 2

REV gnl| SRA|SRR9018653 94797896.2
Frame 2

FUD gn | SRA|SRR9018653 288913687.2
Frame 2

FUD gn| | SRA|SRR9018653 288914231.2
Frame 2

REV gnl| SRA|SRR131 67976.192730967.2
Frame 2

REV gnl ] SRA|SRR13167976.171786720.1
Fra

REY gnl \ SRA |SRR13167976.417258506.2
Frame 2

_GG—GIA-G_GG-GT-CTCI
EECKTAN F WAS T D DStowoEeN v L
{ETTAAGGETTTTGEAATAGAGTEET GGEAG TATCTCT
EETKETAY F WAN T D DSOUWoEGE Y L
{ETTAAGGETTTTGE AACAGACTEET GGEAG TATC TC
N K A F A D ESHEVIEEE v L

HETKETAN F BAR T D IS
_GG—GIA-G_GG

SIOWEEE Y

A—G-ATGTGIGG_T_CIG_AIGGGG
I C VvV EEll FESH P ECIEEN . EWaNEE

L\—G-ATGTGIGG(-T_CIG_AIG

| T FEMEERE ¢ v EENCFESE PEChEEE L

F TCACETTEAAGAAA T G TGRGGGETT THETEE CNGEATETT AT GG

| PTONETEEEEEE ¢ v EETFESECPIECIEEN .

A_G-ATGTGIGGG-T—CIG—AIGGGG
K vV EElF

A—G-ATGTGIGG_T_CIG_AIGGGG
| Kl C Vv EEN F NsE P NCUEEN L

_G-ATGTGIGG_T_CIG_AI GGGG
cC vV EElF L W

_G-ATGTGIGG_T_CIG_MGGGG
| T FEKENKE Cc v EGN F BSH P FCEEE . DWiEEH

A—G-ATGTGIGG(-T_CIG_AIGGGG
I K P UC N L DWOEEN

‘\—G-ATGTGIGGG-T_CIG_AIGGGG
K Vv 5 CHN . EWiNGE

A_G-ATGTGIGG(-T—CIG_AI GGGG
L WS

‘\_G-ATGTGIGGC-T_CIG_AI GGGG
€ L EWINEE

A—G-ATGTGIGG(-T_CIG—AI GGGG

| T UFEKENEKE ¢ vV EENF NS P NCUEEE | BWaEEm

SRA Validation of a premature stop codon in exon 4 of Mogat3 in Phataginus tricuspis:

50 1,770 1,780 1,790 1,800

1,810 1,820 1,830 1,840 1,850

a 120 130 140 150 160 170 180 190
Homo sapiens - Exon4 CTTCTCCCAGETCTTCCCGGTAGCEGTGETGGET GGTETATCGEGACTACATCATGTCCTTTG
Frame 1 B F s NONENE F P BU"A BUENN A EGIEE F|Y PENN vy RNDEN v HENEN 5 F
REY Phataglnus tricuspis - SOZM010007253.1 TG CENSEEAG A G GG TE CGll C GEEG G GElC GECA A-AG-TGIGIG_CIGIGGAGIGGTG--AGCCTTG
Frame 1 HAUNSIESE R F S A c VAR s I F Y P HEE L FRUEEE Y S “EE P
Fup gn||SRA] SRR12437587.47569843.1 TGC_GAGC_TICGIC(-GG(-CG.CA A-AG-T-G.G—C.G.GGAC.GGTG--AGCCTTG
Frame 1 HAUSIEGE R 'F s HVAN c EEEVAN S N F Y P HEN F BREEEETYEENE L = E
FUD gnl| SRA | SRR12437587.99643688.1 TGC_GAGC_TICGICC.GG(-CGICA A-AG—T-GIG—C.GIGGAC.GGTG-— AGCCTTG
Frame 1 B A ESHEEE R I'F YA ¢ VAN s P Y P EEE F NROEDEY . =R R
FUD gnl | SRA|SRR12437587.141116165.2 TGC—GAG_TICGICC-GG(-CGICA A-AG-T-GIG—GGIGGAGIGGTG- = AGCCTTG
Frame 1 H A NSIHGE R 'F S ENNAN G EEESA [ ] R EDE v =2E B




SRA Validation of a deletion in exon 1 of Slurpl in Phataginus tricuspis:

930 940 350 9@0 980 990 1,000 1,010 1,02
20 39 58

Homo sap|ens Exon1 -GG_G-GGG G-G-G-G-GIGG-G-GGIC-GGG-GIG

Frame 1 Bl A R W A S EEEEGE C

FUD Phataginus_tricuspis - SOZM010015272.1
Frame 1

REV gnl| SRA| SRR12437587.268592436.2
Frame 1

REV gnl | SRA| SRR12437587.176892788.2
Fram

REV gnl | SRA| SRR12437587.206003755.1
Frame 1

'\TCCCTGCTCCCGGGCACTGAGGAGCAG-C-TCICAGCI
I P AP G H = G ABEP S Q P
ZTCCCCGCTCCCGG- CACTGAGGAGCGG-C-TCICAGC.
S P R S R-H +# G ABA Q

_TCCCCGCTCCCGG—CACTGAGGAGCGG-C-TC.CAGC.
S P R S R-H «+ G ABEP S Q P

ZTCCCCGCTCCCGG CACTGAGGAGCGG-C.TC.CAGC.
S P R S R H * G P 5 Q P

GITG-GTGG-TGIGGG-C CIGTIGTG-CIGGTGAGTAGGGCI
L v A S S G E * G

GITG-G GGG-GIG(-G-C CAGET IG
L N G A S

GITG-G GGG-GIGG-G-C CAGET! IGCG-CIGGTGAG
L G EEmyAAY S s L R S G E

G TGIENG GG GGG G GEAGEENC CAGETHGCGEICMGGTGAGTAGGGC
LEEN G EEEVARAN S WS L R S G E * G

SRA Validation of a deletion in exon 2 of Tchhll in Manis:

Manis javanica:

2,330 2,340 2,350 2,360 2,370

1,402 1412 1422 1432 1,442

Homo sapiens - Exon2 GACTCAT GACEAACEAGTTGAGGAGGAGGH
CTHTDT Q' P BV [

Frame 1 R Al P T R - THE T

FIID Manis javanica - NW_023436233.1 GAR TAAKGGAG AR GGEABEAGTTGAARAC G TG TIRGGAAARGA: AGIGGC—G_G-A_AICAIGGIGGICAI
Frame 1 A P K URUSNE T Nkl T BEEMNDN K P | K HEN D
REY gnl | SRA|SRR13167977.257310349.2 GAATAAAGGAGCANGGEABEAGTTGA ARAC G TGRTIGGAAABGA: AGEBGGG

Frame 1 G | K E M I N vV F G K K FR

REY gnl| SRA|SRR9018619.131038237.2
Frame 1

FIID gn|| SRA | SRR9018619.147107880.1 GAATAAAGGAGANGGEAGEAGTTGAARACGTGR TIRGGAAARGA
Frame 1 | K E M BN N OV F G K

FIlb gn|| SRA | SRR9018619.110371229.1

Frame 1 G
REV gnl| SRA|SRR13167977.172363079.2 GAATAAAGGAGANGGEACEAGTIGAABACGTGR TIHGGAAABGA AGAGGGTECACEAAGAT
Frame 1 G | K E MBAR P HEEE N VvV F G K RIEEE T BK
REY gnl | SRA|SRR13167977,788149186.2 GEATANAGGAGCATGGEATEATTTGA ARAC G TGRTIGGAAAKGA! AGAGGGTCACEAAGAR
Frame 1 G | K E MEAS P M N\ V F G K K FRUEEE T BK
REY gn|| SRA|SRR13167977.443536136.2 GAR TAABRGGAGCATGCUATTAGTTGA AKACG TGR TIGGAAABGA: AGAGGGTEATCAA:
Frame 1 G | K E MBAN P BN N V F G K K EROEEE T BKM T
REV gnl | SRA |SRR13167977.330689049.2 GAATAAAGGAGATGGEAGEAGTTGAAARAC GTGRTIGGAAARGA AGAGGGTEAGEAAGAETE
G | K E MFARL P I N V F G K K SRUEEEN T BKm T
REV gnl | SRA |SRR13167977.131517069.2 GAATAAAGGAGANGGCEAGEAGIIGA ABACGTGH TIRGGAAARGA AGAGGGTEACECAAGACTE
Frame 1 G | K E MBAN P NN N\ V F K SRNEEE T BRE T
REV gnl| SRA|SRR13167977.443559900.2 GAATBAAGGAGATIGGEACEAGTIGAARAC GTGH TIGGAAARGA AGAGGGTEACEAA TAETG

Frame 1 ot

REV gnl| SRA|SRR13167977.66632150.2
Frame 1 a




Manis pentadactyla:

2320 2330 2340 2,350 2360 2370 2380 2390 2,400 ]

1365 1,375 1,385 1395 1405 1415 1425 1435 1,445
Homo sapiens - Exon2 (-G-GGIG GGGTEAGEAAGACTEAT GACEAACEAGTTGAGGAGGAGGATG
Frame 1 T REE T 'K’ T SEESDENOE P IVIEEEEEESDRNGE

FIID Manis pentadactyla - NW_023454669.1
Frame 1

REV gnl| SRA|SRR9018653 2501511481

Frame 1

FllngnI | SRA|SRR9018653 249594813.2
Frame 1

REV gnl | SRA|SRR13167976.663063033.1
Frame 1

REV gnl| SRA|SRR131 67976.166557408.1

Frame 1

REV gnl 1 SRA|SRR13167976.166550518.1

F

REV gnl | SRA |SRR13167976.122739828.2
Frame 1

REV gnl| SRA|SRR13167976,467085158.2

Frame 1

REV gnl| SRA |SRR13167976.684349474.1
Frame 1

REV gnl| SRA |SRR13167976.707413249.2
Frame 1

REV gnl| SRA|SRR13167976.467092804.2

Frame 1

REV gnl| SRA|SRR13167976.157509247.1
Frame 1

AGIGG_G—G-AIG-AICAIGGIGGICA-GG-
T Nk T RSN K Il 0D N NGH

K E M N
AAGGAGANGGEAGEATIT GAARACET G TIRGGAAABNGA
K E M N

AAGGAGATGCCEACEATTT GAARACET G TG GAAARGA
K E MBAN P B N\ L F G K




