Tree scale:01 +—

16 XP 028936185 1 elongation of very long chain fatty acids protein 3 Ornithorhynchus anatinus
99 3 XP 004370132 1 elongation of very long chain fatty acids protein 3 isoform X1 Trichechus manatus latirostris
100 5 XP 023402558 1 elongation of very long chain fatty acids protein 3 Loxodonta africana
4 XP 049711054 1 elongation of very long chain fatty acids protein 3 Elephas maximus indicus
100 2 XP 017529830 1 elongation of very long chain fatty acids protein 3 Manis javanica = <=

L 1 XP 036754875 1 elongation of very long chain fatty acids protein 3 Manis pentadactyla €=
10 XP 039099926 1 elongation of very long chain fatty acids protein 3 Hyaena hyaena
7 XP 014918629 2 elongation of very long chain fatty acids protein 3 Acinonyx jubatus
6 XP 007080269 1 elongation of very long chain fatty acids protein 3 Panthera tigris
9 XP 003994406 1 elongation of very long chain fatty acids protein 3 Felis catus
8 XP 046928728 1 elongation of very long chain fatty acids protein 3 Lynx rufus
12 XP 045658786 1 elongation of very long chain fatty acids protein 3 Ursus americanus
11 XP 019665211 1 elongation of very long chain fatty acids protein 3 Ailuropoda melanoleuca
15 XP 035942411 1 elongation of very long chain fatty acids protein 3 isoform X1 Halichoerus grypus
14 XP 004402027 1 PREDICTED elongation of very long chain fatty acids protein 3 Odobenus rosmarus divergens
13 XP 025736784 1 elongation of very long chain fatty acids protein 3 Callorhinus ursinus

Online Resource 6. Neighbor-joining phylogenetic tree (amino acid sequence alignment produced with Mafft (defaults), JTT substitution model; numbers at
nodes represent percentage of 1000 bootstraps).



