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Table S1. Quantitative real-time PCR primer sequences.
	Gene
	Primer Sequences(5' - 3')

	CD44
	TCGATTTGAATGTAACCTGCCG

	
	 CAGTCCGGGAGATACTGTAGC

	OPN
	ATCTCACCATTCGGATGAGTCT

	
	TGTAGGGACGATTGGAGTGAAA

	GAPDH
	AGGTCGGTGTGAACGGATTTG

	
	GGGGTCGTTGATGGCAACA





Table S2. Metagenomseq identified 44 genus-level differential microorganisms.
	ID
	logFC
	se
	pvalues

	Cloacibacillus
	0.00010947
	2.94E-05
	0.000195045

	Candidatus_Soleaferrea
	0.000133893
	4.04E-05
	0.000909572

	Senegalimassilia
	0.000183033
	6.30E-05
	0.003685835

	unclassified_Enterobacteriaceae
	-3.383390809
	1.271150865
	0.007775285

	unclassified_Desulfovibrionaceae
	3.65E-05
	1.38E-05
	0.00803921

	unclassified_Peptococcaceae
	8.74E-05
	3.45E-05
	0.011170484

	Colidextribacter
	-2.367296682
	0.953518331
	0.013039211

	Latilactobacillus
	1.02E-05
	4.28E-06
	0.017464721

	Anaeromyxobacter
	2.42E-05
	1.03E-05
	0.018725301

	CAG_56
	-2.61230149
	1.18378337
	0.027332266

	unclassified_UCG_010
	2.857600407
	1.299115939
	0.027831735

	[Eubacterium]_fissicatena_group
	0.000245389
	0.000119728
	0.040407696

	unclassified_Xanthobacteraceae
	2.08E-05
	1.04E-05
	0.045754091

	Fournierella
	0.001706933
	0.000862955
	0.047927585

	Levilactobacillus
	0.000673948
	0.000342176
	0.0488849

	Carnobacterium
	0.000298631
	0.000151625
	0.048891862

	Lactonifactor
	0.000185402
	9.41E-05
	0.048905674

	Lactiplantibacillus
	0.000164809
	8.37E-05
	0.048911642

	Psychrobacter
	7.73E-05
	3.93E-05
	0.049012625

	unclassified_Acidobacteriales
	4.12E-05
	2.10E-05
	0.049338428

	unclassified_Rhodothermaceae
	4.12E-05
	2.10E-05
	0.049338428

	unclassified_LWQ8
	3.09E-05
	1.57E-05
	0.049693006



