[image: Fig.S1]Figure S1  Rarefaction curves. (a) Chao index. (b) Shannon inedx.
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Figure S2  Diversity of dominant symbiotic bacteria at the level of two spider venom glands and venom phyla. (a) Phylum: HG. (b) Phylum: HV. (c) Phylum: CG. (d) Phylum: CV. (e) Genus: HG. (f) Genus: HV. (g) Genus: CV. (h) Genus: CG.
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Figure S3  LEfSe multi-level species hierarchy tree diagram.
[image: Fig.S4]
Figure S4  The hotmap of functional abundance on level 2 based on the KEGG database.
[bookmark: _GoBack][image: Fig.S5]
Figure S5  The hotmap of functional abundance on level 1 based on the KEGG database.
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