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[image: FigS1_画板 1]
Fig. S1 Schematic diagram of experimental design. Defined six healthy zones in which no plants showing blight symptoms, and six diseased zones (the disease incidence > 70%) were also defined accordingly. Healthy and diseased zones were randomly distributed across the field. In each healthy or diseased zones, we randomly collected five healthy or diseased plants.
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[bookmark: OLE_LINK4]Fig. S2 Enrichment and depletion of the rhizospheric (Rhizo) and endospheric (Endo) fungal ASVs in healthy (Hea) and diseased (Dis) plants (A). Dashed lines above (or below) indicate ASVs that were enriched (or depleted) in the treatment compare to the control at a significant level of p ≤ 0.05. Number of ASVs enriched simultaneously in multiple treatments (B). Phylogenetic tree of the enriched and depleted ASVs with significant differences in abundance difference analysis (C). RH: healthy rhizosphere; RD: diseased rhizosphere; EH: healthy endosphere; ED: diseased endosphere.
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Fig. S3 Random forest classification model excavated top 30 biomarkers of importance under the class level to distinguish capsicum rhizospheric and endospheric microbiomes in the healthy (A) and diseased (B) plants. Red and black circles indicate that the ASVs were simultaneously enriched and depleted in the rhizosphere samples, respectively.
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