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Fig S2.Map of the South African Western Cape region, indicating the most 
closely related sequences to the Welsh samples. A) location of the 16S mtDNA 
haplotype that was identical to that from the Welsh samples; B-E) sampling site for 
the Bewick et al. (2010) SA sequence set (B = EA; C= XSL; D = KML; E = RGL), on 
Betty’s Bay;  F) location of an identical sequence to Welsh Rag2 haplotype 1 from 
Klapmuts,which was also found in individuals from EA and Rgl. Also indicated are 
locations of additional populations included in Furman et al. (2015) that showed 
sequences with high similarity to the Welsh samples: G = Garden Route National 
Park; H = De Doorns; I = Laignsburg; J = Beaufort West; K = Hoekwill; L = 
Niewoudtville.  




