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Multiple sequence alignment of BVMOs
2YLT         1 --------------------------------------------------------------------------------------------------------------
PAMO         1 --------------------------------------------------------------------------------------------------------------
CPMO         1 ---------------------------------------------------MTTMT------------------------------------------------------
BVMO1        1 ---------------------------------------------------MSTAA------------------------------------------------------
BVMO3        1 ---------------------------------------------------MNTTL------------------------------------------------------
BVMO4        1 ---------------------------------------------------MTAIH------------------------------------------------------
BVMO9        1 --------------------------------------------------------------------------------------------------------------
BVMO11       1 ---------------------------------------------------MTTAS------------------------------------------------------
BVMO14       1 --------------------------------------------------------------------------------------------------------------
BVMO15       1 ------------------------------------------------------MS------------------------------------------------------
BVMO20       1 ---------------------------------------------------MTASQ------------------------------------------------------
BVMO21       1 ---------------------------------------------------MSTTA------------------------------------------------------
BVMO23       1 ---------------------------------------------------MSTTA------------------------------------------------------
BVMO24       1 --------------------------------------------------MTTSMK------------------------------------------------------
STMO         1 ---------------------------------------------------MNGQH------------------------------------------------------
ACMO         1 ---------------------------------------------------MSTTT------------------------------------------------------
CHMO         1 ---------------------------------------------------MSQKM------------------------------------------------------
MEKMO        1 ---------------------------------------------------MSAQS------------------------------------------------------
CDMO         1 ---------------MTTSIDREALRRKYAEERDKRIRPDGNDQYIRLD-HVDGWS------------------------------------------------------
CPDMO        1 MSQLIQEPAEAGVTSQKVSFDHVALREKYRQERDKRLRQDGQEQYLEVAVTCDEYL------------------------------------------------------
PtlE         1 ------------------MVDIEAVRAKYREERDKRVQADGGRQYLSAQGEFAHYA------------------------------------------------------
BVMO8        1 --------------------------------------------------------------------------------------MITEIRKRAREVLTNDLTAVLGVP
BVMO10       1 --MTETIAAGLAVPSD-------RDAQLYNAIAESDPAPLLMALVHATGDTGLLDEFGARLTIEEPGNHYRTGIRPTAPPGIYPEDVAEDIRIRAREILTPDVVAELGVP
HAPMO        1 ----------MSAFNTTLPSLDYDDDTLREHLQGADIPTLLLTVAHLTGDLQILKPNWKPSIAMGVAR---------SGMDLETEAQVREFCLQRLIDFRDSGQPAPGRP
BVMO18       1 MKAAQQVQEAGAATDDRINPDRLTESEIRTAVARANVPSLLMVVFQTTGDEKWLAAPYRPTRGKGLGDHDSGGLEEP------IQDEIREAAVKAILDLQNGALPAVETP
MoxY         1 --------------------------------------------------------------------------------------------------------------
BVMO19       1 --------------------------------------------------------------------------------------------------------------
BVMO2        1 --------------------------------------------------------------------------------------------------------------
EtaA         1 --------------------------------------------------------------------------------------------------------------
BVMO5        1 --------------------------------------------------------------------------------------------------------------
BVMO6        1 --------------------------------------------------------------------------------------------------------------
BVMO7        1 --------------------------------------------------------------------------------------------------------------
AlmA1        1 --------------------------------------------------------------------------------------------------------------
BVMO12       1 --------------------------------------------------------------------------------------------------------------
BVMO13       1 --------------------------------------------------------------------------------------------------------------
BVMO16       1 --------------------------------------------------------------------------------------------------------------
BVMO17       1 --------------------------------------------------------------------------------------------------------------
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2YLT         1 ------------------------------------------------SEEEEEEE--SHHHHHHHHHHHHTT----EEEE-SSSSS-THHHH---TT-B-SS-TTTSS-
PAMO         1 ----------------------------------MAGQTTVDSRRQPPEEVDVLVVGAGFSGLYALYRLRELG--RSVHVIETAGDVGGVWYWNRYPGARCDIESIEYCY
CPMO         6 ----------------------------------TMTTEQLGMNNSVNDKLDVLLIGAGFTGLYQLYHLRKLG--YKVHLVDAGADIGGIWHWNCYPGARVDTHCQIYQY
BVMO1        6 ----------------------------------P----------AVTEVLDVLVVGAGFAGLYQLENLRSRG--YSVKVVEAGEGLGGIWHWNRYPGARVDSEGPIYQF
BVMO3        6 ----------------------------------L-------------EELDVLVIGGGFSGVYQLDRLRTLG--YNVKIYEAGTGLGGVWHWNSYPGARVDTWAPVYQF
BVMO4        6 ----------------------------------APKNDLAQS--AETPTYDVIVVGGGFGGIYQLRHLRDRG--FSVILLEASGGFGGAWSLNRYPGARVDSHAPVYQF
BVMO9        1 --------------------------------------MTVQDN-----DFDAVVVGAGISGLYAVYKLRQRG--MRVHGFESAEGVGGTWYHNRYPGARCDVESIDYSY
BVMO11       6 ----------------------------------IDTRELD----EANGVLDVLVVGGGFAGLYQLDQLRSRG--FSVKVVEAGDSLGGIWYWNCYPGARTDSTGQIYQY
BVMO14       1 ----------------------------------MSKTISAD--------VDVVVVGAGFAGLYALRKLRDTMK-LSTRVFEAGSEVGGTWFWNRYPGARCDIESVHYSY
BVMO15       3 ----------------------------------ARTEVDARANRIG--DVDAVVVGAGFAGLYAVHKLRSLG--LTVQGVEAAGGVGGTWFWNRYPGARCDVESVDYSY
BVMO20       6 ----------------------------------ADTATRTGKH-SNNDVLDVLIIGGGFSGLYALDRIRDLG--FTAKVWDAAGGLGGIWWWNCYPGARTDSTGQIYQF
BVMO21       6 ----------------------------------SAPTETSAT---ESLELDALIIGAGVAGLYQLHQLREQG--LRVRAYDTAGDVGGTWYWNRYPGARFDSEAYIYQY
BVMO23       6 ----------------------------------SAPTETSAT---ESLELDALIIGAGVAGLYQLHQLREQG--LRVRAYDTAGDVGGTWYWNRYPGARFDSEAYIYQY
BVMO24       7 ----------------------------------AANPMNFPSTSDTG-IVDVLGVGAGFSGLYLSHRLTTAG--WTFAGFEAGPSVGGTWFWNTYPGARCDVESIYYSY
STMO         6 ----------------------------------PRSVVTAPDATTGTTSYDVVVVGAGIAGLYAIHRFRSQG--LTVRAFEAASGVGGVWYWNRYPGARCDVESIDYSY
ACMO         6 --------------------------------------------------LDAAVIGTGVAGLYELHMLREQG--LEVRAYDKASGVGGTWYWNRYPGARFDSEAYIYQY
CHMO         6 ----------------------------------D---------------FDAIVIGGGFGGLYAVKKLRDELE-LKVQAFDKATDVAGTWYWNRYPGALTDTETHLYCY
MEKMO        6 ----------------------------------KLAAGSCAYG--NVTSLDAMVIGAGVAGLYQLYRLREMG--LTVRAYDTASGVGGTWYWNRYPGARFDSQAEIYQY
CDMO        41 ----------------------------------HDPYMPITPREPKLDHVTFAFIGGGFSGLVTAARLRESGV-ESVRIIDKAGDFGGVWYWNRYPGAMCDTAAMVYMP
CPDMO       57 ----------------------------------KDPYADPIVRDPVVRETDVFIIGGGFGGLLAAVRLQQAGVSDYV-MVERAGDYGGTWYWNRYPGAQCDIESYVYMP
PtlE        39 ----------------------------------DDPHAKPIERAPVSDEVDVTIIGAGIGGLLLGARLREACAFDTIRLVDKAGDVGGTWYWNRFPGLRCDVESYVYMP
BVMO8       25 DPELFRRMASLRTAGTVAEEFVPILLEQAGFQIGQRRVPVTKKP---PADLGVIVIGAGMIGLNAAIKLGEAG--FGYRVFESRDDIGGTWSRNVYPGAAVDTPSHYYSY
BVMO10     102 DDELFVRMATVCTSQRVDAEFAPILLEQAGFTKNRRHVPVTVAP---PADFDVIVIGAGIVGINAGIKLGEAG--FRYTIIEEREDVGGTWYRNTYPGAAVDTPSHYYSY
HAPMO       92 TSDQLHILGTWLMGPVIEPYLPLIAEEAVTAEEDLRAPRWHKDHVASGRDFKVVIIGAGESGMIAALRFKQAG--VPFVIYEKGNDVGGTWRENTYPGCRVDINSFWYSF
BVMO18     105 SPELTVRMISVCTGEEVGEEYGPMLSLELARRAAPDAPSLALEPVDAPEGYSVVVIGTGVAGIAAAQQLEDMG--IDYVILEKQPEAGGNWWQNTYPGAGVDTPSHLYSF
MoxY         1 -------------------------------------------MDPANRPLRVVTIGTGISGILMAYQIQKQCPNVEHVLYEKNADVGGTWLENRYPMAGCDVPSHAYTY
BVMO19       1 ------------------------------MTATTTQHAAAPDGGGDERHLRVVVVGAGLSGIAAAVKLERAG-ITDFVVLEKSDRVGGVWRENTYPGCGVDIPAPVYSF
BVMO2        1 ---------------------------------MNLP-----------QHVHTLIVGAGFAGMGLAARILQTQPQADVLIIERGDDVGGTWRDNTYPGCACDVPTSLYSY
EtaA         1 ----------------------------------------------MTEHLDVVIVGAGISGVSAAWHLQDRCPTKSYAILEKRESMGGTWDLFRYPGIRSDSDMYTLGF
BVMO5        1 -------------------------------------------MGGEVHRCRVLVIGTGFSGLGTAIQLRRRG-RDDFILLEKAREVGGTWRENTYPGCACDVPSHLYSF
BVMO6        1 -----------------------------------------------MTHYDILIVGAGISGIGAAIRLKQSG-IDNFAILEKGDALGGTWRDNTYPGCACDVPSALYSY
BVMO7        1 -----------------------------MVSYMSLPVTDTSAPPAGVRHIDTLIIGSGFAGLGAAIKLTQAG-KTDFLVLERGSDVGGTWRDNTYPGAACDVPSHLYSY
AlmA1        1 ----------------------------------------------MEKQVDVLIIGAGISGIGLAVHLSKNCPQRKFEILERRESFGGTWDLFRYPGIRSDSDMSTFGF
BVMO12       1 -----------------------------MVRSAIPVELPVDSVDHPPEVVDVLVVGAGFGGLGTAIRLKQAG-IDDFVVLDRAEDIGGTWRVNTYPGAQCDIPSILYSF
BVMO13       1 ----------------------MKHITTSHDSDQETPVTITTIPEVETMDFDVLIIGAGISGIGAAYHLKTRRPDTTFAILEGKDAIGGTWTQFRYPGIRSDSDMPTFGF
BVMO16       1 ----------------------MSHTETAAETTG---------AKTPVEHVDVLIIGAGLSGIGAAYHLQDNFPRRTYAILESRESIGGTWDLFRYPGIRSDSDMYTLGY
BVMO17       1 -------------------------------------------MTTGTTEPDVLVVGTGFAGLCMAIKLKEAG-EENVVVLEKADRVGGTWRENTYPGCGCDVMSLMYSF
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2YLT        48 -S-HHHHHH----BSS-BHHHHHHHHHHHHHHHT-GGGEE-S--EEEEEEETTTTEEEEEETT--E--------EEEEEEEE---SS-EE-----S-TTGGG---SEEEE
PAMO        75 SFSEEVLQEWNWTERYASQPEILRYINFVADKFDLRSGITFHTTVTAAAFDEATNTWTVDTNHGDR--------IRARYLIMASGQLSVPQ--LPNFPGLKD-FAGNLYH
CPMO        80 SI-PELWQEFNWKELFPNWAQMREYFHFADKKLDLSKDISFNTRVQSAVFDEGTREWTVRSIGHQP--------IQARFVIANLGFGASPS--TPNVDGIET-FKGQWYH
BVMO1       70 TR-PDLWDEFAFSELYPGGDELRRYFKYVDAKLDLSKDIYYNTRIISAEFDDTANTWTVTAENGSS--------FVCKYFVLCTGFAAKPI--FPKLPGMDS-FTGINHH
BVMO3       67 SR-EELWRDWNWSEMYPGRDELVRYFEYVDEKLDLSKDVRYETRVLAGRFDEETHRWTLVSRNERTGEEFT---TQAQFVIMCLGAGSKPL--FPNIPGLEK-FGGDCFH
BVMO4       78 TD-EYLWKDWDFSQMYPDHEEMRSYFNYVDSKLDLSKDSRFNTKVVGATFDEEQRMWSLETQDGAT--------FRARFVVFATGSTTEPY--TPSIPDMDA-YQGELVH
BVMO9       66 SFDEELQQEWTWTERFATQDEILRYLEHVADRHDLRSAYDFLTRVTSATYDEETTRWSITTDTGQN--------VTARFCVLATGVLSATN--KPDIPGRDT-FGGATYH
BVMO11      76 SR-EDLWKDWSYDELYPSWSGVRDYFAYVDRKLDLSRDIIFSTRVTSADFDGERNQWTVRTDTGRM--------LRARSVVICTGFGAKPH--IPSINGLNS-FAGESHH
BVMO14      68 SFDEDLQQEWQWSERFAGQPEILRYLEHVADRFDLRKDITFDTRVVGVHWDDENSVWTVRTDDGAV--------VRSRYFISGAGNLSVPK--TPEFGGIDN-FRGEVLL
BVMO15      75 SFSRELEQEWDWSEKYATQPEILAYINHVADRFDLRDRFLFGTRVTSAELDEESLRWEVRTDRGDV--------LSARYCIFATGALSTAN--MPNIAGRES-FTGDTHH
BVMO20      79 SH-KDLWKKYDFAELYPGHDGVRNYFEYVDSQLDLTRDVVFDTFAESCTWDEETRQWTARSADGKV--------QNARQVIVATGFGAKPL--YPNLEGLDL-FAGDCYH
BVMO21      77 LFSEELYKNWSWSQRFPGQPEIERWMHYVADTLDLRRDIQLSTMITSAHYDERADKWIVRTDRGET--------ITTRFLVTCSGMLSAPM--SYVFEGQEE-FSGPIFH
BVMO23      77 LFSEELYKNWSWSQRFPGQPEIERWMHYVADTLDLRRDIQLSTMITSAHYDERADKWIVRTDRGET--------ITTRFLVTCSGMLSAPM--SYVFEGQEE-FSGPIFH
BVMO24      80 SFDEALQQEWTWSQRFAPQAEILSYINHVADRFDLRKHFTFNTRVVGATWNAAERLWEVQLDNGET--------RRGRYLISGAGGLSTPK--DFDVPGLGN-FTGLQVS
STMO        80 SFSPELEQEWNWSEKYATQPEILAYLEHVADRFDLRRDIRFDTRVTSAVLDEEGLRWTVRTDRGDE--------VSARFLVVAAGPLSNAN--TPAFDGLDR-FTGDIVH
ACMO        64 LFDEDLYKGWSWSQRFPGQEEIERWLNYVADSLDLRRDISLETEITSAVFDEDRNRWTLTTADGDT--------IDAQFLITCCGMLSAPM--KDLFPGQSD-FGGQLVH
CHMO        66 SWDKELLQSLEIKKKYVQGPDVRKYLQQVAEKHDLKKSYQFNTAVQSAHYNEADALWEVTTEYGDK--------YTARFLITALGLLSAPN--LPNIKGINQ-FKGELHH
MEKMO       78 WFSEELYKSWQPTERFPAQPETEEWLNFVANRLNLKKDIQFNTRIASAHFCEDSGRWVVTTAAGET--------INTQYLISCCGMLSAPL--SDRFPGQAD-FQGQIYH
CDMO       116 LLEETGYMPT---EKYAHGPEILEHCQRIGKHYDLYDDALFHTEVTDLVWQEHDQRWRISTNRGDH--------FTAQFVGMGTGPLHVAQ--LPGIPGIES-FRGKSFH
CPDMO      132 LLEEMGYIPT---EKYAFGTEILEYSRSIGRKFGLYERTYFQTEVKDLSWDDEAARWRITTDRGDK--------FSARFVCMSTGPLQRPK--LPGIPGITS-FKGHSFH
PtlE       115 LLEELGRLPS---EKYATGAEIFEHCQAIARTYDLYDEALLQTSVTELSWDEDSSRWLVRTDRGDL--------VRSRFVAMAIGSLHRPK--LPSIPGTEA-FQGHSFH
BVMO8      130 SFELNPDWSR----YYPTGPEYLDYMHAVAEKYDLYKNIELSTAVVTAEWDEAAQKWTVVTRRTDG----STPRHRASAAITGFGFLNSPN--KTDIPGLDT-FEGTVVH
BVMO10     207 SFELNPNWSK----YYPTGPEYQNYLLDVVEKYRLREHIRFRTRVLSARWLDDEHRWEVVTEDGEG----SVVRHRARAVITAMGMLNAAN--IPEVDGLDS-FAGRVVH
HAPMO      200 SFARG-IWDD----CFAPAPQVFAYMQAVAREHGLYEHIRFNTEVSDAHWDESTQRWQLLYRDSEG----Q-TQVDSNVVVFAVGQLNRPM--IPAIPGIET-FKGPMFH
BVMO18     213 SFAKN-DWTT----HFELRNELQAYFGAVLKDLGAGERVRYGTEVRSTRYDEAAAQWSVDMINPDG----SSSTLRADVVISAVGVLNRPK--TPNVPGMDS-FTGTSFH
MoxY        68 PFAPNPDWPR----YFSYAPDIWNYLDRVCKVFDLRRYMVFHTEVVGCYWNEDRGEWTVRLRQHASGSEPREFEDHCHVLVHASGVFNNPQ--WPQIPGLHDRFQGRVLH
BVMO19      80 SFHPNPRWRS----NFALQPELLSYIEDTVDTFGLQSRISMQTDVREAAWSDERRRWILDTSRG---------TIVAQHVIFAAGPITEPS--TPAVPGIDR-FDGDVFH
BVMO2       67 SFAPSADWSH----TFARQPEIHRYLKKVAADTGVRSRVVTDCELQEAHWDADEAVWTVRTSRG---------TVTADVVVAATGALSTPS--VPDMPGLET-FGGTTFH
EtaA        65 RFRPWTGRQA-----IADGKPILEYVKSTAAMYGIDRHIRFHHKVISADWSTAENRWTVHIQSHGT-----LSALTCEFLFLCSGYYNYDEGYSPRFAGSED-FVGPIIH
BVMO5       67 SFEPNPDWTR----MWSGQEEIFDYLRGLADKYDLRRNIHFGRTMTGGHWDAERRRWHVHTESGD--------EYVAQFVVSGIGALHIPN--VPDLPGADT-FDGTEFH
BVMO6       63 SFAPNREWSR----LFAGQDEIRRYIERTAAEHGVPAHVKFGTEMQRAQWSEQSRRWTVDTSAG---------TFTANAVIAAAGPWNEPL--VPTVPGLDT-FTGEVFH
BVMO7       81 SFALNPEWTR----SFSTQPEIQKYIQSVADKYKVRNKHLFGCDVQSAHWNESTTRWEVTTTKG---------NFVAKVLVSAVGALCEPS--LPDIKGIEG-FEGEIFH
AlmA1       65 NFKPWAKDKV-----LASGAEIKGYLSDVISENQLKDKIHFGHRVLSANYDSTKKKWLVEIEDNNK----KKQTWSANFVMGCTGYYNYDQGYAPKFPKQED-FKGQFIH
BVMO12      81 SFAPNPNWTR----LYPLQQEIHDYLRSCAENFGIVPHLRMGHDVQDAAWDDDSQVWHVTTSRG---------TWEARILVGAMGPFSEPA--VPNLPALES-FRGAVFH
BVMO13      89 GFKPWTHKKA-----IADAHIILDYLQETVTENHIDEHIRFGYRVSSAEFSSSAGRWTVTAQRSGSD---ETVQITARFLFSGTGYYNHEAGFTPEFDGIED-FTGQVVH
BVMO16      80 RFKPWSGEKS-----IADGPSILEYVKDTAAEHGIDRNIRFRHKVVRAEWSTADSHWTVDAERTDTG---ETVRLTADFLMSCSGYYRYDEGYTPEFPGLDR-FGGRVVH
BVMO17      67 SFAPNRKWTR----MYARQPEILDYIERVVRDYDLAPHIRFGAEVISYEFDETTDRWRVETRSGS--------VYHPRIVVAGPGPLHKPS--VPDLPGRKS-FSGVAFH
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2YLT       124 TTB--SS----T----------T-EEEEE--SHHHHHHHHHHHTT--SEEEEEESS---EEE----B----TTHHHHHHTTHHHHHHHHHTSSSSS------S-------
PAMO       174 TGNWPHEPVDFS----------GQRVGVIGTGSSGIQVSPQIAKQ-AAELFVFQRTPHFAVPARNAP--LDPEFLADLKKRYAEFREESRNTPGGTHRYQGPK------S
CPMO       178 TALWPQEGVNMA----------GKRVAIIGTGSSGVQVAQEAALD-AKQVTVYQRTPNLALPMHQKQ--LSAEDNLRMKPELPAAFERRGKCFAGFDFDFIAK------N
BVMO1      168 TGLWPEGGIEFA----------GKRIAIIGTGASGVQVAQEASKK-AAQLTVFQRTPVQALPMRQRQ--LTDEDNAKIKFDLADRFSRRSASFSGFDFDFIPK------S
BVMO3      170 TARWPLEGYDLA----------GKRVAVIGTGASGVQVIQEASKV-ADHLTVFQRTPNTALPMNQRA--LGEADNAEMKKTYPERFANRKNTWAGFDYDFLKE------N
BVMO4      176 TARWR-SDLDMT----------GKRVAIIGTGASAVQVVQEAGPV-VENLTVFQRTPNISLPMQQKY--LDDEEQAALKNKMPDVAAKCRETHAAIDYDFDPR------S
BVMO9      165 TGEWPHEPVDFA----------GKRVGVIGTGSSGIQSIPVIAEE-AAEVFVFQRSPNYSIPAGNRP--LTGEYIAEVKANYAERRRLSRMSGGGTPNSAYPK------G
BVMO11     174 TALWPQEGLDMA----------GKRVGIIGTGSSGVQVTQEAAAD-AEQITIFQRTPNLALPMRQQQ--LTGQLKEKLKENLPERFAQRRRSFAGFDMDFIPK------S
BVMO14     167 TGNWPREGADFT----------GKRVAVIGTGASGIQAIPFIAED-AAELVVFQRTPNFATPLGNGP--MDPNELADIKSNYADVRTAARNHFLGVPFNQVQP------S
BVMO15     174 TGQWPHEGVDFT----------GRRVGIIGTGSSGIQSIPLIAEQ-AEHLYVFQRSANYSVPAGNQA--WDDEMRRAIKAGYEERRRLSRESGGGSPYNAHPK------S
BVMO20     177 TARWPQEGVDMT----------GRKVVVMGTGSSGVQVVQEAGHV-AEHVTVFQRTPNLAIPMQQRA--LTHDDNEQFRKGLPERFEARYKAFAGFDFDFLPQ------N
BVMO21     176 TSRWPKEGADLD----------GKRVAVIGVGATGIQVIQTVADK-VEHLKVFIRTPQYALPMKNPT--FDESDVAAYKSRFAELKETLPNTFSGFEYDFEH-------V
BVMO23     176 TSRWPKEGADLD----------GKRVAVIGVGATGIQVIQTVADK-VEHLKVFIRTPQYALPMKNPT--FDESDVAAYKSRFAELKETLPNTFSGFEYDFEH-------V
BVMO24     179 TSRWNISLDDLA----------GKRVAVIGTGSSGVQAIPLIAEV-AEHVTVFQRTPNYVMPARNAE--LPLERVDSIKDDYPAIREECRHSPGGIPDRPVTD------K
STMO       179 TARWPHDGVDFT----------GKRVGVIGTGSSGIQSIPIIAEQ-AEQLFVFQRSANYSIPAGNVP--LDDATRAEQKANYAERRRLSRESGGGSPHRPHPK------S
ACMO       163 TARWPKEGIDFA----------GKRVGVIGNGATGIQVIQSIAAD-VDELKVFIRTPQYALPMKNPS--YGPDEVAWYKSRFGELKDTLPHTFTGFEYDFTD-------A
CHMO       165 TSRWP-DDVSFE----------GKRVGVIGTGSTGVQVITAVAPL-AKHLTVFQRSAQYSVPIGNDP--LSEEDVKKIKDNYDKIWDGVWNSALAFGLNESTV------P
MEKMO      177 TGLWPKDPVDFN----------GKRVAVVGTGATGIQVIQTIAPT-VGSMTVFVRTPQYVIPMRNPK--YSKADWEKWGTQFHQLKKRVRETFAGFDYDFDAG------P
CDMO       212 TSRWDYDYTGGDALGAPMDKLADKRVAVIGTGATAVQCVPELAKY-CRELYVVQRTPSAVDERGNHP--IDEKWFAQIAT--PGWQKRWLDSFTAIWDGVLTDPSELAIE
CPDMO      228 TSRWDYSYTGGDQTGN-LEGLKDKRVAIIGTGATSIQAVPHLAAY-AQELYVIQRTPISVGFRGNKP--TDPEWAKSLQ---PGWQQARMDNFNAITHGMPVD-------
PtlE       211 TSRWDFAYTGGDISGG-LEKLGDKRVGIVGTGATAVQCIPHLAES-AAHLYVFQRTPSTVSVRNNRP--TDPGWAAGLE---PGWQQRRMDNFHALTSGVDQD-------
BVMO8      229 TAEWDPS-LDLT----------GKRVVVVGTGCTAVQIVASIVDD-VATVDAIVRSPHWIVPEKLWS----TRYRPGRSGQCGTCRTSRIGSGSEPTGLPQNN-------
BVMO10     306 TAEWDSD-LDLS----------GKRVVVLGTGCTSVQVVANIVDQ-VEALDVVVRSPHWLVPEKAVS----GDVTEGEKWALANLPFYDRWFRLRSYWFASDN-------
HAPMO      297 SAQWDHD-VDWS----------GKRVGVIGTGASATQFIPQLAQT-AAELKVFARTTNWLLPTPDLH----EKISDSCKWLLAHVPHYSLWYRVAMAMPQSVG-------
BVMO18     311 SAAWPDD-LDLD----------GKRVAIVGTGASSMQIAPAIADR-VAHLSIYQRSPQWVAPFEKFR----APIPMELRRLMQTCPIYHSWYWIRLFWQFGDK-------
MoxY       172 TARWPDD-YQESQWK-------SDRVAVIGSGASSIQTVPGMQPT-VKHLDVFARTGVWFGVLAGNTGSQTKEYSPTERDEFRRNPAALVAHAKAIEDQVN---------
BVMO19     174 SARWNHD-VDLT----------GKRVAVVGTGASAVQFIPEIQPD-VEELYVFQRTPAWVVPRLDF------PFPRIAQWAFARVPAVQRALRRLLDVIL----------
BVMO2      161 SATWNHD-HDLT----------GERVAVIGTGASAVQFVPEIAPV-AEHLTVFQRTPAWVIPRLDR------ELSGSEKRLYRRLPLVQKAVRGTVYGFR----------
EtaA       164 PQHWPED-LDYD----------AKNIVVIGSGATAVTLVPALADSGAKHVTMLQRSPTYIVSQPDR-----DGIAEKLNRWLPETMAYTAVRWKNVLRQA----------
BVMO5      162 SARWNHD-YDLR----------GKKVAVIGTGASAVQFVPEIVGD-VAELHLYQRTPPWVIPGLNF------GIPPEARRLFGRVPLARRMVRAAVYWTY----------
BVMO6      157 SSRWNHT-YDLT----------GKRVAVVGTGASAVQFVPAIQPT-VESLHLYQRTAQWVLPKPDH------TLPGVERAILRRVPGAIRALRRVEYAIM----------
BVMO7      175 SARWNHD-ADLT----------GKRVAVIGTGASAIQIVPAIGKK-VSHLDVYQRTAPWILPRADR------EYTKLEHTAFKYLPGFQKLCRTGIYWMR----------
AlmA1      165 PQHWPEN-LDYT----------GKKVVIIGSGATAITLVPSMVKGGAGHVTMLQRSPTYIATIPSI-----DFIYEKTRKFMSEETAYKFTRARNIGMQR----------
BVMO12     175 SAAWDHE-HDLA----------GERVAVIGTGASAVQIIPRIQPI-VGSMTVFQRTPTWILPHPDQ------PMTGWPRKLFARVPVAQRLARSGLDLVQ----------
BVMO13     190 PQHWPEE-LDYS----------GKKVVVIGSGATAATLIPAMAGT-AAHITMLQRSPSYVLSLPAE-----DAIANTLNKLIGPKRAYPIIRRKNIMMHR----------
BVMO16     181 PQQWPED-LDYE----------GKRVVIIGSGATAVTLAPSMAAD-AAHVTMLQRSPTYIISMPAK-----DKLANKLRRHLPAKLAYGLTRLKNASVAT----------
BVMO17     162 SAEWDHS-VDLT----------GKRVAVVGTGASAVQFVPEVAKT-AAHVDVFQRTPHWILPKLDR------PITAGEKAVFKAVPGVQKAYRGAIYWSH----------
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2YLT       189 TTTS-HHHHHHHHHHHHHH-S-S-GGGGSSTTTTT-HHHHH-HHHHHHHHHHHTT-SS-HHHHHHHS--S--S-TTSS--EEES--SHHHHTTSTTEEEEETTTS-EEEE
PAMO       265 ALEVSDEELVETLERYWQEGG-P-DILAAYRDILRDRDANE-RVAEFIRNKIRNTVRD-PEVAERLVPKG--YPFGTKRLILEI--DYYEMFNRDNVHLVDTLSAPIETI
CPMO       269 ATELSAAERTEILEELWNAGG-FRYWLANFQDYLFDDKAND-YVYEFWRDKVRARIKD-PKVAEKLAPMKKPHPYGAKRPSLEQ--WYYEIFNQNNVTLVDVNETPVLRI
BVMO1      259 ALGVSDEERITTYERLWECG--FEFWLGTYQDVFVDDDAND-TAYEFWRDRTRARIKD-PVIAEKLAPTKKAYPFGVKRPSLEQ--TYYDIFNQDNVRVVDLHEDPIETI
BVMO3      261 IQDLTEERRNEILEELWTNGG-LQPWLGGFLNVLFDKDDND-ILYAFWRDKTRQRITR-PELVELLAPTEPIHPWGVKRVSLEQ--NYFESLCRDNVELVDTSANPIREV
BVMO4      266 GFETPEDERNAVFERLWNQGG-FAFWLGNFSDYLFNDKTNA-LTYEFWKNKIKPQIKD-PVKAELLVPEIAPHPFGAKRPALHQ--NYYEVMNQTNVSLVSTKETPIVGF
BVMO9      256 ALEVDAEERRRVYDEWWQRGG-Y-LFAKAFPDQTISQAAND-TAREYVEAKIREMVTD-PDIADQLVPTD--HPIGTKRIVTDN--GYFKTFNRGNVTLVNLRRTPITEI
BVMO11     265 VFEVSDEERADTYERMWATGG-FELWLANYQDILLDERANR-IMYDFWRDKVRQRVTD-PVKAEKLAPMDPPHPFGTKRPSLEQ--NFYDVVNQENVDIVDVNEDPIERI
BVMO14     258 ALAVDAEERRRTFDERWNAGG-FRLFIDSYQDILFDKKAND-TIADYIRDRIHERVQD-PAKAATLAPTG--YAYGTKRPPLET--NYYEAFNRDSVSVVDVKSTPIDEI
BVMO15     265 ALDVSDEERREAYETRWKLGG-V-LFAKTFPDQTKTEAANA-TAREFAEEKIRLLVDD-PAVADKLIPND--HPIGTKRIVTDT--HYFETYNRPNVTLVDLKAAPIESI
BVMO20     268 AADLSMEERDAIYEKMWAEGG-FEMWLGNFQDILVDEDANR-TFYDFWRNKVLERVTD-PKKAAIVAPETPPHPYGVKRPSLEQ--DYFDVINQSNVEVIDSNLTPIRRV
BVMO21     266 WADLTPEQRNDVLEEIYENGS-LKLWLASFGEMFYDEEISE-EISEFVRRKMRARLQD-PHLCDLLIPTD--YGFGTHRVPLET--NYLETYHRPNVEAIGVRDNPITRI
BVMO23     266 WADLTPEQRNDVLEEIYENGS-LKLWLASFGEMFYDEEISE-EISEFVRRKMRARLQD-PHLCDLLIPTD--YGFGTHRVPLET--NYLETYHRPNVEAIGVRDNPITRI
BVMO24     270 AFDVSAEERQRRYEAAYERSG-FNGVGGEFADLLTDVEANR-TASEFIHDKIREIVED-PATAELLVPRY--HPLGAKRSVFGT--DYYETYNRPNVSLVSLRDEPIETM
STMO       270 ALEVSEEERRAVYEERWKLGG-V-LFSKAFPDQLTDPAAND-TARAFWEEKIRAVVDD-PAVAELLTPKD--HAIGAKRIVTDS--GYYETYNRDNVELVDLRSTPIVGM
ACMO       253 WEDLTPEQRRARLEDDYENGS-LKLWLASFAEIFSDEQVSE-EVSEFVREKMRARLVD-PELCDLLIPSD--YGFGTHRVPLET--NYLEVYHRDNVTAVLVRDNPITRI
CHMO       255 AMSVSAEERKAVFEKAWQTGGGFRFMFETFGDIATNMEANI-EAQNFIKGKIAEIVKD-PAIAQKLMPQD----LYAKRPLCDS--GYYNTFNRDNVRLEDVKANPIVEI
MEKMO      268 WAEKTPDERQAVLEQLWKDGS-LAMWLASFPEMFFDEQVNE-VVSQFVRIKMRERLRSRPDLCDLLIPTD--YGFGTHRVPLEN--NYLEVYLQSNVKAVDCKQSPIERI
CDMO       317 HEDLVQDGWTALGQRMRAAVGSVPIEQYSPENVQRALEEADDEQMERIRARVDEIVTD-PATAAQLKAWFR---QMCKRPCFHD--DYLPAFNRPNTHLVDTGGKGVERI
CPDMO      324 -VDLVQDSWTKIFGEIGVFLGSD----------GSRAQMVDFQLMEQIRARVDQEVKD-PATAESLKPYYN---IMCKRPGFHD--SYLPSFNKPNVTLVDTQGAGVERI
PtlE       307 -VDLVQDGWTEITSKLAAILPKSAADAD-PKDIGTAVELADFHKMEELRKRVDAIVHD-KDTADALKPYYR---LFCKRPCFHD--GYLDTYNRPNVTLVDTQGRGVERL
BVMO8      316 ---------------LYMMPR-I-DPEWAATHLSVSPVNDL-VMQTSLQYLEQTLPDR-PDLREKLTPS---IRPYAKRIVKDP--GFLEALERDHVSLHR---ASPKHV
BVMO10     393 ---------------LYPLPR-I-DKEWAATHLSASPANDM-VLRTAQEYLQTSFTDR-PDLIAKLTPD---FRPYAKRIVKDP--GFFAALNREHVSLHR---ASFEKV
HAPMO      384 ---------------FLEDVM-V-DVGYPPTELAVSARNDR-LRQDISAWMEPQFADR-PDLREVLIPD---SPVGGKRIVRDNG-TWISTLKRDNVSMIR---QPIEVI
BVMO18     398 ---------------VIESLR-V-DPEWEHPERSVNARNDA-HREYFTRYITSQVGDR-TDLLDKVMPD---YPPFGKRILLDN--GWYSTLRKDNVDLVD---RSVTAV
MoxY       264 ---------------------------GMWGAFYTGSKGQA-MGSAFFRQRTANLIKD-ERLREGLDPP---FAFGCRRITPGD--PYMEAIQKENVHVHF---TPVVSC
BVMO19     256 --------------------------RTLTWVMR-CERTAR-LLNPIGTRWLARQVPD-PALRAALTPN---FTLGCKRLLLSN--TYLPALTKSNVELIP---HALAEV
BVMO2      243 --------------------------EALGGVLAHATGLLP-VFEMVAKAHLRRQVRD-PELRRKLTPN---FTIGCKRMLLSN--DWLRTLDRPDVTLVD---AGLAGV
EtaA       248 -----------------------------AVYSACQKWPRR-MRKMFLSLIQRQLPEG-YDVRKHFGPH---YNPWDQRLCLVPNGDLFRAIRHGKVEVVT---DTIERF
BVMO5      244 --------------------------ESLALGFNGHSRLMR-PIESMARKNLNRTVAD-PELRRKLTPS---YRIGCKRILGSD--VYYPALISPKTVVIT---EGIAEV
BVMO6      239 --------------------------ESLGLGFR-HPWILR-VIQQVGKAQLRAQVRD-PKLRKALTPD---YTLGCKRLLLSN--TYYPALTRPNVEVHA---NAVESV
BVMO7      257 --------------------------ESQVVGLAKAPVFMK-PLQFAAERHLRRQIKD-KALRKKVTPN---FQIGCKRMLISN--NYYPTLAQDNVDLVT---DGIAEV
AlmA1      249 -----------------------------GIYALAQKYPKT-VRRLLLKGIELQLKGK-VDMK-HFTPS---YNPWDQRLCVVPDGDLFKALREGQASVET---DQIEKF
BVMO12     257 --------------------------EAMVPGFVYKPALLK-GLAALGRAHLRRQVHD-PELRTKLTPT---YAFGCKRPTFSN--SFYPALAQPNVDVIT---DGIREV
BVMO13     273 -----------------------------GIFKACRRSPKL-MRKLLIANARRQLPKN-FDVDTHFTPR---YNPWDQRLCMVPNGDLFKAISTGHASVVT---DRIERF
BVMO16     264 -----------------------------AIYQLCQRYPEF-MKGRIRQLQEKWLPKG-YDIDTHFTPR---YNPWDQRLCLVPNGDLFRAIRNDEVSIVT---DHIDTF
BVMO17     244 --------------------------ESLIAGFL-HPRLMT-VLESAARGLLRRQVRD-PELRATLTPD---YIIGCKRILVSS--NFYPALQRGNVDLVT---SGISEV
consensus  441                                                                    p          r                           i   

2YLT       281 -SSEEEESS----EEE-SEEEE---EE-SS----HHHHTSEEEEGGGEEHHHHTTT--S---BTTTBBTTBTTEEESS-TTSS-GGGS-HHHHHHH-HHHHHHHHHHHHH
PAMO       367 TPRGVRTSE-R--EYELDSLVLATGFDALT----GALFKIDIRGVGNVALKEKWAA--GPRTYLGLSTAGFPNLFFIAGPGSP-SALSNMLVSIEQ-HVEWVTDHIAYMF
CPMO       374 TEKGIVTAE-G--EAEFDLIVFATGFDAVT----GGLTSIDFRNNQGQSFKDVWSD--GIRTQLGVATAGFPNLLFGYGPQSP-AGFCNGPSSAEY-QGDLLIQLMNYLR
BVMO1      363 TPTGLKTTS-E--QHEFDIIVYATGFDAVT----GGLTAMDIRGTDGTLLRDKWSN--GVRANLGVATAGFPNLLFLYGPLSP-SGFCNGPSCAEI-QGDLIVNTIDYMR
BVMO3      366 ASDAIITAD-GT-RHEVDVIVLATGFDSVT----GGLTAIDIRGTGNETFEEVFRG--GSRTALGKATVGFPNLLYVYGPQSP-NAFCNGPTCAEL-EGEHLIQIVEHMR
BVMO4      371 TETGIRTAD-GVEHGEFDIIVLATGFNNNT----GALTSIDVQNANGVTLRDKWSQ--GVDAYLGAVTAGFPNAIFVYGPQSP-AAFANGSTNAEL-QGEVMVDFFEFLR
BVMO9      358 TEAGVLTTN-S--FYGLDMLVFATGFDAMT----GSLSRIDIRGRAGRNLRDEWSA--GPRTYLGLSVAGFPNMFILAGAGSP-SVLANMVLMAEQ-HVDWISNCLDYLD
BVMO11     370 TPAGVQTKS-G--LHEFDILVFATGFDANR----GGITSIDIRGTNDQLLSHKWSE--RLDTFMGLTTAGFPNLMFVYGPQSP-AGFCNGPTCAEV-QGEIVVDFLTHVR
BVMO14     361 TPTGVRVGD-R--VYEVDTIVLATGFDAMT----GPLMAMDIRGRGGLPLAEKWEH--GPRTYLGIMVNEFPNLFLITGPQSP-SVLYNMPLAIED-HVDFATDAIDYLD
BVMO15     367 TPSGITTAD-A--DYALDTLVFATGFDAMT----GALDRMRIVGRGGVPLSEYWSE--GPKTYLGLGVPGFPNLFVVTGPGSP-SVLANMVLGAEQ-HVDWIADCIEHLW
BVMO20     373 LPHGIETDD-G--VIECDLLVLATGFDNNS----GGIMAIDITGVDGLSIQDKWKS--GVDTCMGLSTRGFPNMMFLYGPQSP-SGFCNGPTSAEY-QGEIVVEFLQHLR
BVMO21     369 VPQGLVLAD-G-TLHEVDVIVMATGFDAGT----GSLTRIDIRGRGGRALKDDWNR--DIRTTMGLMVHGYPNMLTTGAPLAPSAALCNMTTCLQQ-QTEWIAECIRYMR
BVMO23     369 VPQGLVLAD-G-TLHEVDVIVMATGFDAGT----GSLTRIDIRGRGGRALKDDWNR--DIRTTMGLMVHGYPNMLTTGAPLAPSAALCNMTTCLQQ-QTEWIAECIRYMR
BVMO24     373 TANAIVTSK-G--TYEADAVVLAIGFDAFT----GPLYGLGLTGASGRKLQETWQD--GIRTYLGMMTTDFPNFFMVAGPQSP-ALASNVVMTIEQ-AVDWIADLIEHAR
STMO       372 DETGIVTTG-A--HYDLDMIVLATGFDAMT----GSLDKLEIVGRGGRTLKETWAA--GPRTYLGLGIDGFPNFFNLTGPGSP-SVLANMVLHSEL-HVDWVADAIAYLD
ACMO       356 RENGIELAD-G-TVHELDVIIMATGFDAGT----GALTRIDIRGRDGRTLADDWSR--DIRTTMGLMVHGYPNMLTTAVPLAPSAALCNMTTCLQQ-QTEWISEAIRHLR
CHMO       357 TENGVKLEN-G-DFVELDMLICATGFDAVD----GNYVRMDIQGKNGLAMKDYWKE--GPSSYMGVTVNNYPNMFMVLGPNGP---FTNLPPSIES-QVEWISDTIQYTV
MEKMO      372 VPQGIQTAD-G-KIHEVDIIVLAVGFDAGS----GALSRIDIRGRDSRSLKEQWQQ--EIRTAMGLQIHGYPNLFTTGAPLAPSAALCNMTTCLQQ-QVDWITGCIEFAA
CDMO       421 TENGVVVAG-V--EYEVDCIVYASGFEFLG-TGYTDRAGFDPTGRDGVKLSEHWAQ--GTRTLHGMHTYGFPNLFVLQ-LMQGAALGSNIPHNFVE-AARVVAAIVDHVL
CPDMO      417 TEKGLVVNG-R--EYEVDCLIYATGFEYQT--KLSRRNGYEIHGRNGQPLSDKWKD--GLSTLWGYHIRDFPNCFILG-NGQ-SAVTPNFTHMLNE-AGKHVAYVVKHCL
PtlE       409 TPTSVVAGG-R--EYPVDCLIFASGYESEFGVPYTNRTGFSIVGRDGIRLSEKWAE--GARTFHGLQVNGFPNCFILS-KAQ-SGLHVNVPYMLNE-QSKHVAYILKAVQ
BVMO8      399 HPGGVSLSSGE--FVEADVIVLATGFKVE------YASFIDITGRNGKKLADKWDHGQDPRAYLGIQVSGFPNLFVTAGPNAA-PNHGAGHNITSEERVHYIVECLQYLV
BVMO10     476 TPEGVYTTEGA--FIPADVIILATGFKLQ------FTTSIEIEGRDGRTLSEVWNGGDDPRAYLGVQVAGFPNLFITAGPNSA-PNHGAGHNILSEEHVHYIVECLQYLL
HAPMO      468 TPKGICCVDGT--EHEFDLIVYGTGFHASK-----FLMPINVTGRDGVALHDVWKG-DDARAYLGMTVPQFPNMFCMYGPNTG-LVVYSTVIQFSEMTASYIVDAVRLLL
BVMO18     481 RPEGLVDDQGA--ENDVDVIVWATGFEAAR-----FVSSMDVVGMDGRTLREVWND-DDPKAYLGVSVPGFPNFFMLGGPNSF-PGSGS-FMFFMEVQMRYIRGLLTEMF
MoxY       337 TEKGVVGGDGV--ERQVDTVVCATGFDASY-----RPRFP-IVGRDGVDLREKWKE--CPNSYLGLAVPEMPNFFTFIGPTWP-IQNGSVIGPLQA-VSKYVVQWIKKAQ
BVMO19     329 DGRVVVGADGT--RREVDVIIFGTGFDVSH-----PPIASRIRGRDGTLLSEKWSK--SPEAYLATTTPGAPNAYIMLGPNIL-V-YNSFLGLAET-QLDYVIDGLTTAE
BVMO2      317 TPDGVVDALGN--EHKVDTIIFATGFTPTE-----PPVAHALRGANGRTLAEHWD--GSPSAYKGTTVAGFPNLFLMYGPNTN-LGHSSIVYMLES-QSAYIADALNVMH
EtaA       321 TATGIRLNSGR--ELPADIIITATGLNLQL-----FGGATATIDGQQVDIT-------TTMAYKGMMLSGIPNMAYTVGYTN------ASWTLKADLVSEFVCRLLNYMD
BVMO5      318 RPHSIVAGDGA--ERVVDAIIYATGFHVTD-----GFDNVELTGVGGRRLADEWEE-HGIRTHLGITVAGYPNAFFLFGPNTG-LGHNSVVFMIES-QIRYALELMDLVD
BVMO6      312 RGNVVVGSDGA--EREVDAIIFGTGFHILD-----MPIGSKVFDGDGRSLDDHWKG--SPQAYLGTTVAGFPNAFVLLGPALG-TGHTSAFMILEA-QLDYLIQAVTAAR
BVMO7      331 TADSVVSKDGT--VREVDAIVVATGFHVTD-----SPTFEGIFGKDGRSLADVFDE-GGQQGYKGAAIANFPNMFFLVGPNTG-LGHTSMVFMIES-QLNYLVDALQTLD
AlmA1      321 TANGIQLKSGK--HLEADIVISATGLEIQI-----LGGVQGSIDGKPMNTS-------QHMLYQGVMVSDVPNMAMIIGYIN------ASWTLKVDIAADYICRLINHMD
BVMO12     331 RSNGIVTEDGV--LHEVDTIVMGTGFRLTD-----NPAFDVVRGRDGRTLAEAWNG--NARAYLGTTISGFPNFFMLLGPNS--VVYTSQVVTIEA-QIAYILSCLQEMN
BVMO13     346 TATGIRLESGQ--ELEADIVVTATGLNMLA-----FGAIQLSVDGEPVNPP-------DTTVYKSMMLSGLPNFVFALGYTN------ISWTLKVDLISEHFCRLLDHMD
BVMO16     337 TETGITLKSGE--ELHADVVVTATGLNLLA-----FGGMTLAVDGHDIDLT-------ETMAYKGMMLSGVPNFAFVIGYTN------ASWTLKADLVCEYVCRLLAHMD
BVMO17     317 TERGIRTDDGT--MHEADVIVYGTGFAAGD-----RFENEHIVGRRGLTIQRAWRD--GMEAYLGVAVAGFPNFFLMMGPNSG-GGNQSIVFVIEA-QAHYITRCLALMK
consensus  551     v            d lv atg                                       g      pn                            v   i    


2YLT       368 HTT---EEE-HHHHHHHHHHHHHHHHHSSGGGS-STTTTTTSTTS----------S--S-HHHHHHHHHHHHHTTSTT-EEE----------------------------
PAMO       466 KNGLTRSEAVLEKEDEWVEHVNEIADETLYPMTASWYTGANVPGKPR-----VFMLYVGGFHRYRQICDEVAAKGYEG-FVLT---------------------------
CPMO       473 DNNISRIEAQSEAQEEWSKLIADFWDSSLFPRAKSWYQGSNIPGKKV-----ESLNFPLGLPTYISKFNESAEKGYAG-FSLAS--------------------------
BVMO1      462 DNGLNRIESEADADAAWSDHVAELTAEALYDKADSWYMGANVPGKPR-----QLLNYPGGLPLYLAKWDETVCAGYKG-FTLS---------------------------
BVMO3      466 NNGYTRIEAKPEAQQYWGAHIAELTSATLFPLAKSWYMGANVPGKTV-----EMLMYPGGLSVYLEILEKAAAGGYQEQFELV---------------------------
BVMO4      472 SNGLTRFESTVEADKAWTAHINETDDTALFNRAKSWYNGGNIPGKKM-----QMLQYLNGVPTYLQFWQKEKESGYTDGLTVS---------------------------
BVMO9      457 EHNIETIEATDESVDEWVAECNEKAAGTLFPTADSWYMGANIPGKPR-----VFMPYIGGFGNYNTICAEVAAAGYKG-FELG-ERRVDVDAAAAAAAAAAAAQ------
BVMO11     469 DGGYQRFETSEDAEQSWTAHVEEVFHMSLFPRAKSWYHGANIPGKPS-----QMLNYSGGLPSYFDHWEENVAAGYKA-FTLS---------------------------
BVMO14     460 RRDLDVIEPTAQAESDWGALTNEIADQTLLPETNSWYMGANIPGKPR-----ACMVYLGGAPTYRATCDEVVAGGYSG-FALT-RAEARAASTVS---------------
BVMO15     466 EKDYDAIEASVPATEQWVEHCRDLAAQTLFPLANSWYMGANIPGKPR-----VFMPYLGGFGAYGRICADVAEEGFRG-FEFS-RSRTRLADPVG---------------
BVMO20     472 DNGITRFENTEESEKQWRAHVDELFVNSMFTKARSWYWGANVPGKPA-----QMLNYSGGVPQYFARWDKIKANGYAA-FETN---------------------------
BVMO21     470 AHDHTVIEPTLAGEDEWVAHHDETANATLVSKTDSWYNGANVPGKPR-----RVLSYIGGVGTYREKTLAAAAAGYKG-FQLS---------------------------
BVMO23     470 AHDHTVIEPTRAGEDEWVAHHDETANATLVSKTDSWYNGANVPGKPR-----RVLSYIGGVGTYREKTLAAAAAGYKG-FQLS---------------------------
BVMO24     472 DSGATLVEATPEGQNDWVDITEETVAQTLYATTDSWYRGSNVEGKPN-----TFMGYVGGVGKYRRMCTEIAKRGYPG-VRIDGETESPHLGPIHREIS-----------
STMO       471 ARGAAGIEGTPEAVADWVEECRNRAEASLLNSANSWYLGANIPGRPR-----VFMPFLGGFGVYREIITEVAESGYKG-FAIL-EG------------------------
ACMO       457 ATGKTVIEPTAEGEEAWVAHHDELADANLISKTNSWYVGSNVPGKPR-----RVLSYVGGVGAYRDATLEAAAAGYKG-FALS---------------------------
CHMO       455 ENNVESIEATKEAEEQWTQTCANIAEMTLFPKAQSWIFGANIPGKKN-----TVYFYLGGLKEYRSALANCKNHAYEG-FDIQLQRSDIKQPANA---------------
MEKMO      473 EHGKHVVEASKALEDNWVQHHDETAAKTLVVKTDSWYMGSNVDGKPR-----RLLSYIGGAGDYHRRCAEIAAQGYPG-FEMA---------------------------
CDMO       523 STGTSSVETTKEAEQAWVQLLLDHG--RPLGNPECTPGYYNNEGKPAELKDRLNVGYPAGSAAFFRMMDHWLAAGSFDGLTFR---------------------------
CPDMO      517 DERVDVFEPTAEAEQAWVDHVMSFAGIKQQYDRECTPSYYNNEGQVNDVALTRNNFYPGGAVAFINILREWREKGDFAQFQQRKR-------------------------
PtlE       511 QRGRQVVEASATGEKEWVETILRLANRNLDFTESCTPGLFNNEGNPRNVAILN-SSYGGGSVGFVNILKRWREADDLADLELREG-------------------------
BVMO8      500 ENDFSAMDVKPEALTVYNEKVDEALDQTVWAHPGEGVTGYYRNQQG----------------------------------------------------------------
BVMO10     577 ENGHDAMDVRQDVLDTYNRKVDAALDDTVWVHPGAEVNGYYRNSSGR-----AIVPCPWRLVDYWTMLREPNPDDLTF-IG------------RRAEGRREASAR-----
HAPMO      569 EGGHQSMEVKTPVFESYNQRVDEGNALRAWGFSK--VNSWYKNSKGR-----VTQNFPFTAVEFWQRTHSVEPTDYQL-G------------------------------
BVMO18     581 KKGIKAIDARPEANEEYNELVDSTHARTVWTHRG--MSTYYRNSHGR-----VVFVMPFLNVEYWQMTRRPDLENYTA-R------------------------------
MoxY       435 NENLRSFVPRQDRTDQFNDHVQEWVKHTVWKDNCRSCTFLLSPRSQL-----NLLRTI----------------------------------------------------
BVMO19     427 RQGIEVLEVRDQPFRRFNDAVQKGLEPTVFNNGG--CSSYYLDADGR-----NFAAWPWSTGSLRRRLARFDLENYAI-RP---------------------YRTEQSPA
BVMO2      416 HSEITAFEVTEEAQRRYNTRIQSELQTTVWNKGG--CSSWYYDSEGR-----NSVQWPTFTWKFRSQLQRFDQENYVS-R--------------------------RRAA
EtaA       411 DNGFDTVVVERPGSDVEERPFM-EFTPGYVLRSLDELPKQGSRTPWR-----LNQNYLRDIRLIRRGKIDDEGLRFAK-RP------------------APVGV------
BVMO5      418 RRGADSAAVRPAVQSGFNADIQRKLARGVWSTGG--CVSWYLDSHGV-----NRTIWPGSTVRYWQRTRSVEPADFEF-T-----------------------PG-----
BVMO6      411 SNGWTRMEPRREVQDAFNAQVQEALATTVYNAGG--CQSYFLDVNGR-----NSFNWPWSTDRMRQRLGRFDEAAYDV-S-----------------------REPAS--
BVMO7      431 KYDIGKIEVRQDAQDRYNAELQEKLSHSVWNNGG--CASWYLDKHGN-----NTTLWPGFTFQFRNETKRFDLTAYDS-V-------------ATADLPAPVHVNGKTPG
AlmA1      411 KNGFDEVIAHADPSQRENDTIMGKMSSGYIARAADVMPKQGKQAPWK-----ITNNYLADRKELKDAKFNDGVLEFHK-RG------------EQTANRKPKLVS-----
BVMO12     429 AQGAASIDVRPEIQQAFVDEVDERLQTSVWNTGG--CNSYYLSGEGR-----NFTFYPGFNRRFRARTRRVDLHHYII-S----------------------GAGASAKS
BVMO13     436 ERGYTTVEPVLTDPGMERVPLL-DLTSGYVQRAVAAFPRAGTSGPWT-----AAMAYEKDVERLREGPIEDADLRFTA-NQ------------------PALLAS-----
BVMO16     427 ANGFTQCAPER-DSSVEEEPFL-DFAAGYVLRSVESFPKQGSKAPWR-----LRMNYFRDLVALRHGKILDDAMTFSR-P------------------------------
BVMO17     416 KRDATRIEVRAGAQREFNRVVHRKLAGSVWNSGG--CDSWYLDSTGH-----NRAAWPGSSASYWRRMRTPDDRHFEL-SSLA----------EREDDTEYRGPGVLTSG
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BVMO17     508 DLTVAVEVFLNGHIEPLDGLYHWYGRVVGDGVDAAKGRNRTPLFLTIGDGPEVPAALAERDPWGHFRIAGVGTPPFPLAPVEVEVPISRAKLASAE
consensus  771                                                                                                 


