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Optimized VP0 gene sequence: 909 bp 18 

GGCGCCGGTCAGTCGAGCCCCGCTACCGGCTCTCAGAACCAGAGCGGGAACACTGGGTC19 

CATTATAAATAACTACTATATGCAACAATACCAAAATTCTATGGATACTCAGTTAGGTGACAA20 

CGCGATCTCGGGAGGTAGCAATGAGGGTTCTACAGACACAACGTCCACACATACTACAAA21 

CACTCAGAATAATGACTGGTTTTCGAAGCTTGCTTCTAGTGCATTTTCGGGTCTCTTTGGAG22 

CGCTCCTGGCAGATAAGAAGACGGAAGAAACCACTTTGCTGGAAGACCGCATCCTCACCA23 

CGCGGAATGGCCATACGACGAGTACGACTCAATCAAGTGTTGGTATCACACATGGATATGC24 

TACAGCCGAGGATTTTGTTAATGGGCCCAATACCTCTGGGCTAGAAACTAGAGTCATTCAA25 

GCGGAAAGATTCTTCAAAACTCACCTATTCGATTGGGTAACGAGTGATCCTTTTGGACGTT26 

ATTATTTGTTGGAACTTCCAACAGATCACAAGGGCGTGTATGGGTCATTAACAGACTCCTAT27 

GCGTACATGAGGAATGGCTGGGATGTTGAAGTTACCGCCGTGGGAAACCAATTCAACGGT28 

GGGTGCCTCCTAGTAGCTATGGTTCCCGAGCTATGTAGCATTGAGCAGCGTGAGTTATTCCA29 

GCTGACCCTGTTTCCCCACCAGTTCATAAACCCGAGGACGAACATGACCGCACATATAAAG30 

GTGCCGTTTGTCGGAGTAAACCGATACGACCAATACAAAGTACATAAACCTTGGACACTTG31 

TTGTTATGGTAGTCGCTCCACTTACGGTAAACACCGAGGGCGCCCCTCAAATTAAAGTCTA32 

CGCAAATATAGCTCCAACCAATGTGCACGTGGCGGGGGAGTTCCCGTCAAAAGAA 33 

 34 

Optimized VP3 gene sequence: 660 bp 35 

GGAATCTTTCCGGTGGCGTGTTCGGATGGTTATGGGGGTTTAGTCACTACAGACCCCAAGA36 

CTGCCGATCCTGTATACGGTAAGGTCTTTAACCCTCCGCGTAATATGCTTCCGGGACGCTTC37 

ACAAATTTACTCGATGTTGCTGAAGCTTGCCCCACGTTCTTGCATTTCGATGGCGACGTTCC38 

ATACGTAACCACTAAAACAGATTCGGATCGGGTGCTAGCGCAGTTCGACCTTTCACTCGCT39 

GCTAAGCACATGTCTAACACCTTTCTAGCGGGCCTAGCCCAATATTATACACAATACAGCGG40 

GACGGTGAATCTGCACTTTATGTTCACTGGTCCCACGGACGCCAAGGCGAGGTACATGATT41 

GCATATGCACCTCCAGGCATGGAGCCGCCTAAGACCCCAGAGGCAGCAGCACATTGCATA42 

CACGCCGAATGGGACACAGGCTTGAACAGCAAATTTACCTTTAGTATACCATACCTTTCAG43 

CCGCTGACTACGCCTATACGGCATCCGACGCTGCGGAAACGACTAACGTGCAGGGGTGGG44 

TTTGTTTATTTCAAATCACTCATGGTAAAGCAGAAGGGGATGCGTTGGTAGTTCTGGCTTCT45 

GCCGGAAAAGATTTCGAGCTCCGACTGCCCGTCGACGCGAGACAGCAG 46 

 47 

Optimized VP1 gene sequence: 633 bp 48 

ACGACCAGCACTGGGGAGTCAGCAGATCCTGTGACGACCACGGTGGAGAATTATGGAGG49 

CGAAACACAGGTACAGCGTAGGCATCACACGGATGTGTCATTTATTCTGGACAGATTCGTC50 

AAAGTGACTCCCAAAGACTCCATTAATGTGCTAGACCTCATGCAAACCCCATCGCACACGT51 

TGGTCGGGGCACTACTCCGAACTGCGACATACTACTTTGCGGACTTGGAAGTCGCTGTCA52 

AACACAAAGGTGATCTTACGTGGGTTCCTAATGGAGCTCCTGTAGCTGCGCTCGACAACA53 

CCACTAACCCCACTGCCTACCATAAGGCTCCGTTGACCCGGCTTGCACTGCCCTATACAGC54 

CCCTCACCGAGTTCTGGCCACCGTATACAACGGTGAATGCAAGTACGCAGAAGGTAGTCTT55 

CCGAATGTTCGTGGCGATTTACAGGTTTTAGCGCAAAAGGCGGCCCGGCCCTTGCCAACTT56 

CTTTCAACTATGGCGCTATCAAGGCAACACGTGTAATCGAGCTTCTGTATAGGATGAAAAG57 

AGCCGAGACATATTGTCCGCGCCCACTATTAGCTGTTCATCCGTCCGCAGCGCGCCATAAG58 
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CAGAAAATAGTCGCCCCTGTTAAGCAA 59 

 60 

Optimized VP1-GHH (His6 at position 136) gene sequence: 711 bp 61 

ACGACCAGCACTGGGGAGTCAGCAGATCCTGTGACGACCACGGTGGAGAATTATGGAGG62 

CGAAACACAGGTACAGCGTAGGCATCACACGGATGTGTCATTTATTCTGGACAGATTCGTC63 

AAAGTGACTCCCAAAGACTCCATTAATGTGCTAGACCTCATGCAAACCCCATCGCACACGT64 

TGGTCGGGGCACTACTCCGAACTGCGACATACTACTTTGCGGACTTGGAAGTCGCTGTCA65 

AACACAAAGGTGATCTTACGTGGGTTCCTAATGGAGCTCCTGTAGCTGCGCTCGACAACA66 

CCACTAACCCCACTGCCTACCATAAGGCTCCGTTGACCCGGCTTGCACTGCCCTATACAGC67 

CCCTCACCGAGTTCTGGCCACCGTATACAACGGTGAATGCAAGTACGGGGGCGGAGGTTC68 

CGGAGGGGGAGGTTCTCATCACCATCACCACCATGGGGGCGGGGGCTCGGGCGGAGGTG69 

GTAGTGCAGAAGGTAGTCTTCCGAATGTTCGTGGCGATTTACAGGTTTTAGCGCAAAAGGC70 

GGCCCGGCCCTTGCCAACTTCTTTCAACTATGGCGCTATCAAGGCAACACGTGTAATCGAG71 

CTTCTGTATAGGATGAAAAGAGCCGAGACATATTGTCCGCGCCCACTATTAGCTGTTCATCC72 

GTCCGCAGCGCGCCATAAGCAGAAAATAGTCGCCCCTGTTAAGCAA 73 

 74 

Optimized VP3-CH (His6 at C terminus) gene sequence: 708 bp 75 

GGAATCTTTCCGGTGGCGTGTTCGGATGGTTATGGGGGTTTAGTCACTACAGACCCCAAGA76 

CTGCCGATCCTGTATACGGTAAGGTCTTTAACCCTCCGCGTAATATGCTTCCGGGACGCTTC77 

ACAAATTTACTCGATGTTGCTGAAGCTTGCCCCACGTTCTTGCATTTCGATGGCGACGTTCC78 

ATACGTAACCACTAAAACAGATTCGGATCGGGTGCTAGCGCAGTTCGACCTTTCACTCGCT79 

GCTAAGCACATGTCTAACACCTTTCTAGCGGGCCTAGCCCAATATTATACACAATACAGCGG80 

GACGGTGAATCTGCACTTTATGTTCACTGGTCCCACGGACGCCAAGGCGAGGTACATGATT81 

GCATATGCACCTCCAGGCATGGAGCCGCCTAAGACCCCAGAGGCAGCAGCACATTGCATA82 

CACGCCGAATGGGACACAGGCTTGAACAGCAAATTTACCTTTAGTATACCATACCTTTCAG83 

CCGCTGACTACGCCTATACGGCATCCGACGCTGCGGAAACGACTAACGTGCAGGGGTGGG84 

TTTGTTTATTTCAAATCACTCATGGTAAAGCAGAAGGGGATGCGTTGGTAGTTCTGGCTTCT85 

GCCGGAAAAGATTTCGAGCTCCGACTGCCCGTCGACGCGAGACAGCAGGGGGGGGGCGG86 

ATCTGGTGGAGGCGGTTCGCACCACCATCATCATCAC 87 

 88 

Optimized VP1-CH (His6 at C terminus) gene sequence: 682 bp 89 

ACGACCAGCACTGGGGAGTCAGCAGATCCTGTGACGACCACGGTGGAGAATTATGGAGG90 

CGAAACACAGGTACAGCGTAGGCATCACACGGATGTGTCATTTATTCTGGACAGATTCGTC91 

AAAGTGACTCCCAAAGACTCCATTAATGTGCTAGACCTCATGCAAACCCCATCGCACACGT92 

TGGTCGGGGCACTACTCCGAACTGCGACATACTACTTTGCGGACTTGGAAGTCGCTGTCA93 

AACACAAAGGTGATCTTACGTGGGTTCCTAATGGAGCTCCTGTAGCTGCGCTCGACAACA94 

CCACTAACCCCACTGCCTACCATAAGGCTCCGTTGACCCGGCTTGCACTGCCCTATACAGC95 

CCCTCACCGAGTTCTGGCCACCGTATACAACGGTGAATGCAAGTACGCAGAAGGTAGTCTT96 

CCGAATGTTCGTGGCGATTTACAGGTTTTAGCGCAAAAGGCGGCCCGGCCCTTGCCAACTT97 

CTTTCAACTATGGCGCTATCAAGGCAACACGTGTAATCGAGCTTCTGTATAGGATGAAAAG98 

AGCCGAGACATATTGTCCGCGCCCACTATTAGCTGTTCATCCGTCCGCAGCGCGCCATAAG99 
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CAGAAAATAGTCGCCCCTGTTAAGCAAGGGGGGGGCGGATCTGGTGGAGGCGGTTCGCAC100 

CACCATCATCATCACt 101 


