
 
 
 

 

 

   
 

 

 
 
 
 
 
 
 
 
 
 
Supplemental figure 1. A: differences in mean Entropy between patients with and without 
treatment benefit in first-line treatment. B: ROC curve of mean Entropy to predict treatment 
benefit. 
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First-line treatment group 

  

Sidedness  

Left Right 

p 
Mean SD Mean SD 

Mean SUVmax 6.66 2.32 8.34 5.13 0.26 

Mean SUVpeak 5.16 1.89 6.38 3.50 0.13 

Mean SUVmean 4.34 1.41 5.21 2.83 0.17 

Mean Compactness 0.04 0.01 0.04 0.01 0.20 

Mean Shericity 0.88 0.10 0.83 0.14 0.17 

Mean AUC-CSH 0.74 0.03 0.74 0.05 0.50 

Mean Entropy 5.30 0.13 5.26 0.17 0.41 

Mean Entropy FXD 3.58 0.60 3.74 0.77 0.47 

  

Sidedness  

Left Right 

p 
Median SD Median SD 

Mean MATV 12.54 15.93 17.75 64.41 0.05* 

SUM MATV 22.57 67.46 68.40 336.70 0.02* 

Mean TLG 46.42 62.64 102.75 411.50 0.09 

SUM TLG 94.81 290.21 510.86 2031.28 0.02* 

 
Supplemental table 1A. Radiomics versus sidedness of the primary tumour in first-line 
treatment. 
 



 
 
 

Third-line treatment group 

  

Sidedness  RAS / BRAF status 

Left Right 
p 

Wild-type Mutated 
p 

Mean SD Mean SD Mean SD Mean SD 

Mean SUVmax 7.67 2.21 10.01 4.50 0.14 8.41 3.02 8.22 3.05 0.9 

Mean SUVpeak 6.41 1.77 7.76 3.43 0.10 6.91 2.26 6.55 2.36 0.74 

Mean SUVmean 4.84 1.39 5.71 2.02 0.12 5.17 1.55 4.92 1.51 0.74 

Mean Compactness 0.03 0.01 0.02 0.01 0.03* 0.03 0.01 0.03 0.01 0.48 

Mean Shericity 0.71 0.17 0.56 0.19 0.02* 0.67 0.19 0.61 0.12 0.53 

Mean AUC-CSH 0.69 0.10 0.69 0.05 0.80 0.69 0.10 0.69 0.03 0.94 

Mean Entropy 5.36 0.17 5.26 0.22 0.14 5.35 0.20 5.24 0.13 0.22 

Mean Entropy FXD 3.62 0.62 4.12 0.62 0.03* 3.71 0.66 3.78 0.56 0.83 

  

Sidedness  RAS / BRAF status 

Left Right 
p 

Wild-type Mutated 
p 

Median SD Median SD Median SD Median SD 

Mean MATV 32.07 90.59 42.22 104.56 0.43 32.07 103.11 52.54 21.65 0.55 

SUM MATV 160.33 274.22 148.35 180.55 0.95 169.15 272.87 195.26 230.48 0.79 

Mean TLG 179.48 448.75 188.25 701.47 0.40 188.91 565.48 187.59 224.93 0.79 

SUM TLG 789.79 1469.22 817.00 848.73 0.88 841.46 1451.36 789.79 1025.00 0.84 

 
Supplemental table 1B. Radiomics versus sidedness and BRAF/ RAS mutation status of the primary tumour in third-line treatment. 
 
 
 
 



 

 
 
Supplemental figure 2A. A consensus-clustering graph of the first-line treatment group is 
depicted in A. This graph illustrates the repeatability of clustering if tested in multiple subsets 
of the main data set. Red and white indicate comparable clustering grouping, pink indicates 
changes between cluster groups. B. Principal component graph of the first-line treatment 
group. This graph illustrates the correlations between the original data and the cluster data. 
More clustering of data points per group indicates more significant differences. 
 
 

 
 
Supplemental figure 3A. Consensus-clustering graph for the third-line treatment group. B. 
Principal component graph of the third-line treatment group. 
 



 

 
Supplemental table 2. This table depicts the correlations among PET characteristics. Red indicate the absence of a correlation. 
 



Supplemenatry data 1 

In the first-line treatment group, there were no differences in SUVmax (p=0.4), SUVpeak (p=0.6), SUVmean (p=0.45), MATV (p=0.38), TLG (0.56) or Entropy (0.51) 

and different sites of metastases. There were significant differences between organ sites of metastases and Compactness (p=0.03), Sphericity (p=0.03) and 

AUC (p=0.04). 

 

 

 

 

 

 

 

 

 
Post Hoc analysis, First-line treatment group 

 Compactness (p-value) Sphericity (p-value) AUC-CSH (p-value) 

Liver versus Colon 0.02 0.02 <0.01 

Liver versus Peritoneal 0.02 0.02 0.01 

Liver versus Lungs 0.24 0.24 0.51 

Liver versus Adrenal Gland 0.24 0.24 0.17 

Liver versus Bone 0.10 0.10 0.09 

Liver versus Lymph node 0.01 0.01 0.21 

Liver versus Spleen  0.61 0.61 0.91 

Liver versus Other  0.70 0.70 0.38 

 



 

 

 
 

 

 

 

 

  



In third-line treatment group, there were no differences in MATV (p=41), TLG (p=0.20), Compactness (p=0.22), Sphericity (p=0.22), or AUC (p=0.44) and 

different sites of metastases. There were significant differences between organ sites of metastases and SUVmax (p<0.01), SUVpeak (p<0.01), SUVmean, (p<0.01), 

and Entropy (p<0.01). 

 

 

 

 

 

 

 

 

 
Post Hoc analysis, Third-line treatment group 

 SUVmax (p-value) SUVpeak (p-value) SUVmean (p-value) Entropy (p-value) 

Liver versus Colon 0.60 0.86 0.72 0.49 

Liver versus Peritoneal 0.59 0.88 0.86 0.10 

Liver versus Lungs 0.02 0.011 0.02 <0.01 

Liver versus Adrenal Gland 0.91 0.62 0.93 0.30 

Liver versus Bone <0.01 <0.01 <0.01 0.36 

Liver versus Lymph node <0.01 <0.01 <0.01 0.30 

Liver versus Other  <0.01 0.02 0.03 0.79 
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