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Description of the Hoffman Phantom Analysis Tool

The HoffmanPhantomAnalysisTool can be used to consistently analyse PET scans of the 3D Hoffman Brain

phantom and test compliancy to the harmonisation criteria proposed in this paper.

Fig. A shows a screen capture of the tool’s user interface. The tool accepts PET scans in ECAT or NifTi format.
After loading the scan and filling out the necessary scan information, the tool will coregister the scan to a predefined
template, normalize the image to image-derived total phantom activity concentration and derive RC as well as
GMWNMIr for various VOI. It will also compare the scan to a predefined reference image and calculate the extent of

deviation from this image.

The tool will then report the most important results and compare the values to the predefined harmonisation criteria.
The tool will display “Pass” (green), ’Fail” (red) or “Warning” (orange) depending on the result. If none of the
results show “Fail”, the scan is considered compliant to the harmonisation criteria. Full results are stored in .csv as

well as .mat files. Several displaying options are available for QC purposes.
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Fig A. Screencapture of the user interface for the HoffmanPhantomAnalysisTool showing an example of an analysed
PET image (in this case not complying with harmonisation criteria).



