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Table S1. Primers used for investigation of -64 A/C (rs7865453) FCN2 gene polymorphism.
Substitution of two nucleotides in P64_RA primer (underlined) was introduced to enhance its

specificity (according to Szala et al., 2013 [22]).

Primer  5°-3’ sequence

P64_F CACAAGCAAGTCAGCCTGTT
P64_Ctrl CAGCTTTCAGGGACGAGAAG
P64_RA GGCTAGAGAAGCCAGCCTTACT

P64_RC GGCTAGAGAAGCCAGCCTCCCG

Table S2. Primers used for investigation of -4 A/G (rs17514136) FCN2 gene polymorphism

(according to Szala et al., 2013 [22]).

Primer 5°-3’ sequence

P4 _F GAGCAGCCCTGGAGATGAT

P4 R AGAAGTTTCCAGGAGGAGGC




Table S3. Primers used for investigation of +6359 C/T (rs17549193) FCN2 gene
polymorphism. Substitutions of nucleotides (underlined) were introduced enhance the

specificity of P6359 F2 and P6359 R2 primers (according to Szala et al., 2013 [22]).

Primer Primer sequence 5°-3°

P6359_F1 TTGCACTTCTTGGATTGTGC
P6359_F2 CCTGCACAGGAGATTCCCGGAT
P6359_R1 GGACTGGTTGTTGTIGAACG
P6359_R2 TGGCAGTTTTTGTACCACCA

Table S4. Primers used for investigation of +6424 G>T (rs7851696) FCN2 gene
polymorphism. Substitutions of nucleotides (underlined) were introduced to enhance the

specificity of P6424_FG and P6424_FT primers (according to Szala et al., 2013 [22]).

Primer Primer sequence 5°-3’

P6424 FG GATCTTAACACCGGAAATGGTG
P6424 FT GATCTTAACACCGGAAATAGTT
P6424 Rev TTACAAACCGTAGGGCCAAG
P6424 _Citrl ACGATGCTCACATTTCCTCC

Table S5. Primers used for investigation of 1637delC (rs28357092) FCN3 gene frame-shift

mutation (according to Michalski et al., 2012 [14])

Primer Primer sequence 5°-3’

Forward GATCACATGGTGTTGGGTGT

Reverse TTCACTCTTTTCACCCAGGC
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Fig. S1. Correlation between serum concentrations of ficolin-2 and ficolin-3 within the

control (A) and ovarian cancer (B) groups.
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Fig. S2. Pre- (BS) and post-operative (AS) serum concentrations of ficolin-2 (n=12) (A) and
ficolin-3 (n=17) (B), in ovarian cancer patients. Filled symbols indicate medians.
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Fig. S3. Individual concentrations of ficolin-3, depending on FCN3 genotype within the

control (C) and ovarian cancer (OC) groups. Bars indicate median values.
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Fig. S4. Inverse correlation between FCN3 gene expression and ficolin-3 levels among

ovarian cancer patients.



