	Alteration
	DCR
	P-value
	ORR 
	P-value
	HR PFS
	P-value
	HR OS
	P-value

	TP53
	0.75
	0.810
	0.25
	0.324
	1.532
	0.154
	1.422
	0.406 

	KRAS
	0.67
	0.457
	0.28
	0.652
	1.593
	0.176 
	2.248
	0.092 

	CDKN2A
	0.73
	0.961
	0.27
	0.708
	1.440
	0.344 
	1.915
	0.207 

	BAP1
	0.78
	0.751
	0.11
	0.153
	1.214
	0.681
	3.250
	0.036

	ARID1A
	0.75
	0.911
	0.38
	0.738
	1.598
	0.251 
	2.148
	0.169

	IDH1
	0.88
	0.342
	0.63
	0.055
	0.754
	0.493  
	0.355
	0.166 

	BRCA1/2
	0.88
	0.342
	0.38
	0.738
	0.888
	0.871 
	2.679
	0.200

	ATM
	0.67
	0.702
	0.33
	0.952
	1.100
	0.841 
	0.416
	0.391 

	ERBB2 amp/mut
	0.60
	0.488
	0.20
	0.547
	1.275
	0.686 
	1.138
	0.862

	PIC3CA
	1.00
	NA
	0.00
	NA
	0.665 
	0.443 
	0.385
	0.352 

	STK11
	0.40
	0.083
	0.20
	0.547
	3.743
	0.007 
	1.178
	0.874 




Supplementary Table 2












Association of gene alterations with disease control rate (DCR), overall response rate (ORR), progression-free survival (PFS), and overall survival (OS).

