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Supplementary Figure 3: SE17 reactivity in PDTCs and primary GBM samples by gene

Mean fluorescence intensity (means =+ standard error of the mean) of flow cytometry findings
bound to GBM from patients have either pTERT mutation or not (A) or MGMT methylation or
not(B). Each plot shows the mean fluorescence intensity. pTERT, TERT promotor. n.s, not
significant. ~ p< 0.05, calculated using the Mann-Whitney U-test



